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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1072 


31440 


B 


1086 


132 


1200 




1073 


31441 


B 


1087 


95 


4 1 8 




1074 


3 1442 


B 


1088 


26 


56 




1075 


31443 


B 


1089 


1 


873 




1076 


31444 


C 


1090 


107 


196 




1077 


31445 


B 


1091 


157 


777 




1078 


31446 


B 


1092 


1 


1273 




1079 


31447 


B 


1093 


1 


202 




1080 


3 1 448 


B 


1094 


1 


382 




1081 


31449 


C 


1095 


1 89 


449 




1082 


31450 


C 


1096 


325 


429 




1083 


31451 


C 


1097 


3 


80 




1084 


31452 


B 


1098 


50 


691 




1085 


31453 


B 


1099 


1 


474 




1086 


31454 


B 


1 100 


3 


335 




1087 


31455 


B 


1 101 


137 


617 




1088 


31456 


C 


1 102 


69 


134 




1089 


31457 


B 


1 103 


369 


886 




1090 


31458 


B 


1 104 


1 


1332 




1091 


31459 


B 


1 105 


106 


584 




1092 


3 1460 


C 


1 106 


97 


420 




1093 


31461 


C 


1 107 


142 


381 




1094 


31462 


B 


1 108 


214 


2544 




1095 


31463 


B 


1 109 


238 


1323 




1096 


31464 


B 


1 1 10 


1 


3000 




1097 


3 1465 


B 


1111 


203 


313 




1098 


31466 


B 


1 1 12 


288 


375 




1099 


31467 


B 


1 113 


1 


480 




1 100 


31468 


C 


1 1 14 


286 


351 




1 101 


31469 


B 


1115 


59 


376 




1 102 


31470 


C 


1116 


287 


504 




1 103 


31471 


B 


1117 


878 


2032 




1 104 


31472 


B 


1118 


52 


648 




1105 


31473 


B 


1 119 


1 


207 




1 106 


31474 


C 


1 120 


1 


492 




1 107 


3 1475 


B 


1121 


46 


830 




1108 


31476 


B 


1 122 


1 


525 




1 109 


31477 


B 


1 123 


1 


930 




1 1 10 


31478 


C 


1124 


157 


606 




1111 


31479 


C 


1125 


70 


405 




1112 


31480 


c 


1 126 


247 


411 




1 113 


31481 


c 


1 127 


339 


590 




1 1 14 


31482 


B 


1 128 


1 


1881 




1115 


31483 


C 


1129 


258 


452 




1 1 16 


31484 


B 


1 130 


241 


733 




1117 


31485 


C 


1 131 


294 


530 




1 1 18 














1119 


31487 


B 


1133 


16 


612 




1120 


31488 


C 


1134 


234 


377 




1121 


31489 


B 


1135 


134 


763 




1 122 


31490 


C 


1136 


1 


228 





250 



WO 01/075067 



PCT/US01/08631 



SEQ ID NO: 
of peptide 



SEQ ID NO: 
USSN 
7540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino 
of peptide sequence 



Amino acid sequence ( X=IJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertio 
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SEQIl>NO: 

USSN 
09/540,217 



location of first 
codon for peptide 
sequence 



Nucleotide location of la: 
codon for last amino acii 
of peptide sequence 



Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 
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SEQ ID NO: 



SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide 
location of first 
i for peptide 



of peptide sequence 



Imino acid sequence ( X=Unknown, 
=Stop codon, /=possible nucleotide 
Icletion, \=possible nucleotide inserl 
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SEQ II) iNO: 
of peptide 



icli-olkli' location of last 
codon for last amino 
of peptide sequence 



Amino acid sequence ( X=lJnknown, 
-Stop codon, /=possible nucleotide 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1327 


A695 


B 


1j48 


229 


IL 8 ^ 




lj . 28 .... 




B 










1329 


j 1697 


B 


— — 

1j50 


— 


— 

5955 




IjjO 


j 1698 


B 


1j51 




654 




1331 


j_1699 




\j52 




_1299_ 




I3j>2 


jl70 ° 


— 

B 


IHf 


— ~ 

— 


J872 




1333 


j1701 


B 


1j54 




942 




ii^ 


£T702 




U55 


444 






1335 


3T703 


— 


J156 




— 

J1605 






j 1704 


- — 

B 


1357 




831 




1337 


j 1705 


C 


1j58 


48 


38j 




1338 


j 1706 


C 


]359 




111 




1339 


j 1707 


B 


2360 1 


186 


470 




lj4 ° — 


jT708 




H61 




H! 




1341 


31709 


- — 

B 


1362 




720 




1342 


31710 


B 


]36j 




939 




1343 


31711 


B 


1364 




576 




1344 


31712 


B 


1j65 




114 




1345 


:>1713 


B 


1366 


129 


588 




1346 


31714 


B 


1j67 


24 


724 




1347 


jI7I5 


B 


1368 




1 840 




1348 


31716 .... 


B 


1369 


14 


350 




1j49 


J \1P .. 


B . 


1370 




3187 




1350 


31718 


C 


1371 




261 




1 ->51 


3 ! 719 


B 


1372 


..' 17 


890 




1j52 


j1720 


B 


1373 




4j8 




U5j 










217 




1354 


j1722 


- — 

B 


— 

1375 




160 




2^55 


jT72j 




\3T6 








1356 


31724 . . .. 


- — 

B 


1377 




— 

759 




1357 


31725 




1378 


10 


251 




1358 


j1726 




1379 




— 




1359 


j1727 




_380 


425 


886 




J360 — 


jT728 


- — 


1381 




216 ^ 




_n61 


jT729 


— 


JI382 




229 




Lj62 — 


jT730 


— 
— 


13S3 


— 

38 


672 




1363 


j!731 


- — 


_38 




_8_5 




1364 


j1732 




1385 




2590 




1j65 


3\T33 ^ 


8 


1386 


32 






1366 


j1734 


C 


1387 


215 


— 

460 




1367 


jT7j5 


- — 


K388_ 




_008 




1368 


ii 736 




□89 








1369 


3T737 


— 


1390 


44 


— 

2402 




1370 — 


jT738 


— 


1391 




_[617 




1371 


31739 


— 

C 


1392 


— 

199 ..... 


531 




|372 — 






— 










3T7T1 






4~15 


6T5 




1374 


31742 


B 


1395 


16 


147 




1375 


31743 


B 


1396 




1314 




1376 


31744 


B 


1397 




465 




1377 


31745 


B 


1398 




1569 
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NO: 


SEQ 11) NO: 
of peptide 
sequence 


hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1378 


31746 


B 


1399 


1 


490 




1379 


31747 


B 


1400 


405 


573 




1380 


31748 


B 


1401 


1 


2106 




1381 


31749 


B 


1402 


1 


1593 




1382 


31750 


B 


1403 


1 


666 




1383 


31751 


B 


1404 


1 


652 




1384 


31752 


B 


1405 


352 


1239 




1385 


31753 


B 


1406 


1 


3184 




1386 


31754 


B 


1407 


467 


1433 




1387 


31755 


B 


1408 


95 


428 




1388 


31756 


C 


1409 


164 


208 




1389 


31757 


C 


1410 


118 


511 




1390 


31758 


C 


1411 


339 


431 




1391 


31759 


B 


1412 


1 


396 




1392 


31760 


B 


1413 


1 


663 




1393 


31761 


B 


1414 


1 


864 




1394 


31762 


C 


1415 


1 


471 




1395 


31763 


B 


1416 


1 


642 




1396 


31764 


B 


1417 


594 


1764 




1397 


31765 


B 


1418 


1 


771 




1398 


31766 


B 


1419 


1 


5131 




1399 


3 1 767 


B 


1420 


60 


617 




1400 


31768 


B 


1421 


587 


1202 




1401 


31769 


C 


1422 


336 


638 




1402 


31770 


C 


1423 


30 


200 




1403 


31771 


B 


1424 


1 


1363 




1404 


31772 


B 


1425 


1 


1113 




1405 


31773 


B 


1426 


1 


1 101 




1406 


31774 


B 


1427 


575 


805 




1407 


31775 


C 


1428 


1 


149 




1408 


31776 


C 


1429 


1 


294 




1409 


31777 


C 


1430 


228 


469 




1410 


31778 


B 


1431 


182 


518 




1411 


31779 


B 


1432 


239 


448 




1412 


31780 


B 


1433 


1 


434 




1413 


31781 


C 


1434 


24 


290 




1414 


31782 


C 


1435 


334 


459 




1415 


31783 


B 


1436 


69 


320 




1416 


31784 


B 


1437 


1 


426 




1417 


31785 


B 


1438 


605 


1423 




1418 


31786 


C 


1439 


9 


113 




1419 


31787 


B 


1440 


1 


58 




1420 


31788 


B 


1441 


1 


210 




1421 


31789 


B 


1442 


1 


2985 




1422 


31790 


C 


1443 


152 


292 




1423 


31791 


B 


1444 


57 


849 




1424 


31792 


C 


1445 


41 


142 




1425 


31793 


C 


1446 


38 


341 




1426 


31794 


C 


1447 


220 


450 




1427 


31795 


C 


1448 


154 


469 




1428 


31796 


B 


1449 


139 


1023 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide locution ollast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L'n known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1429 


31797 


B 


1450 


55 


2370 




1430 


31798 


B 


1451 


1 


1707 




1431 


31799 


B 


1452 


566 


2356 




1432 


31800 


B 


1453 


72 


255 




1433 


31801 


B 


1454 


51 


182 




1434 


31802 


B 


1455 


466 


600 




1435 


31803 


B 


1456 


481 


1209 




1436 


31804 


B 


1457 


1 


1638 




1437 


31805 


B 


1458 


8 


874 




1438 


31806 


B 


1459 


1 


552 




1439 


31807 


B 


1460 


1 


2566 




1440 


31808 


B 


1461 


85 


270 




1441 


31809 


B 


1462 


159 


392 




1442 


31810 


B 


1463 


88 


459 




1443 


31811 


B 


1464 


131 


406 




1444 


31812 


B 


1465 


69 


194 




1445 


31813 


B 


1466 


59 


3134 




1446 


31814 


B 


1467 


1 


3097 




1447 


31815 


B 


1468 


328 


519 




1448 


31816 


C 


1469 


40 


436 




1449 


31817 


B 


1470 


1 


981 




1450 


31818 


B 


1471 


30 


285 




1451 


31819 


B 


1475 


93 


932 




1452 


31820 


B 


1476 


1 


369 




1453 


31821 


C 


1477 


102 


227 




1454 


31822 


B 


1478 


613 


679 




1455 


31823 


B 


1479 


51 


587 




1456 


31824 


C 


1480 


3 


188 




1457 


31825 


B 


1481 


1 


1434 




1458 


31826 


C 


1482 


27 


173 




1459 


31827 


C 


1483 


294 


503 




1460 


31828 


C 


1484 


506 


718 




1461 


31829 


C 


1485 


97 


504 




1462 


31830 


C 


1486 


27 


185 




1463 


31831 


B 


1487 


50 


3247 




1464 


31832 


B 


1488 


1 


1032 




1465 


31833 


B 


1489 


8 


95 




1466 


31834 


B 


1490 


17 


303 




1467 


31835 


B 


1491 


34 


81 




1468 


31836 


B 


1492 


1 


1110 




1469 


31837 


B 


1493 


1 


928 




1470 


31838 


C 


1494 


498 


704 




1471 


31839 


B 


1495 


4 


747 




1472 


31840 


B 


1496 


1 


933 




1473 


31841 


B 


1497 


137 


687 




1474 


31842 


B 


1498 


1524 


1676 




1475 


31843 


B 


1499 


1 


156 




1476 


31844 


B 


1500 


1 


1126 




1477 


31845 


B 


1501 


122 


765 




1478 


31846 


B 


1503 


95 


304 




1479 


31847 


B 


1504 




156 
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NO. 


SEQ II) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1480 


31848 


C 


1 505 


12 


JZf 




1481 


31849 


B 


J 506 


10 


252 




1482 


31850 


B 


1507 


25 






1483 


31851 


B 


1508 


34 


267 




1484 


31852 


B 


1509 


10 


366 




1485 


31853 


B 


u 151 °. 




2776 




1486 


31854 


B 


1511 


I 


2Z 6 . 




1487 


31855 


B 


1512 


1 


420_ 




1488 


31856 


B 


151.3 


2j5 


j63 . .. 




1489 


31857 


B 


1514 


664 






1490 


31858 


C 


1515 


312 


452 




1491 


31859 


B 


1516 


1 


504 ..... 




1492 


31860 


B 


1517 


52 


346 




1493 


31861 


B 


1518 


458 


1283 




1494 


31862 


B 


1519 


324 


473 




1495 


31863 


B 


la20 


137 


286 




1496 


31864 


B 


1521 


1 






1497 


31865 


B 


1522 


j52 


1132 




1498 


31866 


B 


1523 


245 


397 ... . ... 




1499 


31867 


C 


1524 


371 


661 




1500 


3 1 868 


B 


1525 


69 


325 




1501 


31869 


B 


1526 


38 


997 




1502 


31870 


B 


1527 


1 


1753 




1503 


31871 


B 


1528 


215 


2588 




1504 


3 1872 


C 


1529 


38 


124 




1505 


31873 


C 


1 530 


33 


317 




1506 


31874 


c 


1531 


224 


379 




1507 


31875 


B 


1532 


1 


480 




1508 


31876 


C 


1533 


145 


256 




1509 


31877 


c 


1534 


64 


198 




1510 


31878 


B 


1 535 


1 


394 




1511 


31879 


C 


1536 


1 


696 




1512 


31880 


B 


1537 


67 


246 




1513 


31881 


C 


1538 


95 


253 




1514 


31882 


B 


1539 


145 


476 




1515 


31883 


C 


1540 


1 


361 




1516 


31884 


C 


1541 


1 


276 




1517 


31885 


B 


1542 


1 


658 




1518 


31886 


B 


1543 


1 


623 




1519 


31887 


C 


1544 


187 


465 




1520 


31888 


C 


1545 


1 


207 




1521 


31889 


C 


1546 


24 


5,2 . .. 




1522 


31890 


C 


1547 


20 


121 




1523 


31891 


B 


1548 


1 


785 




1524 


31892 


B 


1549 


1 


498 




1525 


31893 


C 


1550 


17 


1 18 


















1527 


31895 


B 


1552 


1 


504 




1528 


31896 


B 


1553 


62 


413 




1529 


31897 


B 


1554 


1 


282 




1530 


31898 


C 


1555 


236 


408 
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NO: 


SKQ ID NO: 
of peptide 

sequence 


hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


1531 


31899 


c 


1556 


220 


398 




1532 


3 1900 


c 


1557 


1 


732 




1533 


3 1901 


C 


1558 


1 


372 




1534 


31902 


B 


1559 


1 


1086 




1535 


31903 


C 


1560 


286 


642 




1536 


31904 


B 


1561 


8 


339 




1537 


31905 


B 


1562 


16 


88 




1538 


31906 


C 


1563 


227 


405 




1539 


31907 


B 


1564 


253 


693 




1540 


31908 


C 


1565 


1 


129 




1541 


31909 


B 


1566 


1 


390 




1542 


31910 


B 


1567 


1 


1377 




1543 


3191 1 


C 


1568 


16 


264 




1544 


31912 


C 


1569 


51 


269 




1545 


3 1913 


C 


1570 


39 


266 




1546 


31914 


B 


1571 


200 


260 




1547 


31915 


B 


1572 


220 


372 




1548 


31916 


B 


1573 


1 


377 




1549 


31917 


C 


1574 


280 


441 




1550 


31918 


C 


1575 


50 


131 




1551 


31919 


C 


1576 


47 


265 




1552 


31920 


C 


1577 


10 


291 




1553 


31921 


B 


1578 


1 


522 




1554 


3 1922 


B 


1579 


756 


1 166 




1555 


31923 


B 


1580 


382 


1228 




1556 


31924 


B 


1581 


63 


229 




1557 


31925 


B 


1582 


1 


452 




1558 


31926 


C 


1583 


299 


556 




1559 


31927 


B 


1584 


1 


870 




1560 


31928 


B 


1585 


1 


708 




1561 


31929 


C 


1586 


1 


420 




1562 


31930 


B 


1587 


1 


101 1 




1563 


31931 


C 


1588 


84 


176 




1564 


31932 


c 


1589 


52 


201 




1565 


31933 


c 


1590 


55 


154 




1566 


31934 


c 


1591 


1 


390 




1567 


31935 


c 


1592 


15 


317 




1568 


31936 


B 


1593 


1 


50! 




1569 


31937 


B 


1594 


306 


398 




1570 


31938 


B 


1595 


204 


402 




1571 


31939 


C 


1596 


30 


155 




1572 


31940 


B 


1597 


1 


2274 




1573 


31941 


B 


1598 


1 


486 




1574 


31942 


C 


1599 


148 


504 




1575 


31943 


C 


1600 


82 


282 




1576 


31944 


C 


1601 


82 


282 




1577 














1578 


31946 


B 


1603 


114 


237 




1579 


31947 


B 


1604 


1 


1326 




1580 


31948 


B 


1605 


1 


1900 




1581 


31949 


B 


1606 


1 


1548 





259 



WO 01/075067 



PCT/US01/08631 



NO: 


SEQ ID NO: 
of peptide 
sequence 


hud 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
oT peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possi hie nucleotide insertion) 


1582 


3 1950 


B 


1607 


1 


1440 




1583 


31951 


B 


1608 


1 


1878 




1584 


31952 


C 


1609 


402 


563 




1585 


31953 


B 


1610 


1 


2964 




1586 


31954 


B 


161 1 


1 


1284 




1587 


31955 


C 


1612 


144 


449 




1588 


31956 


B 


1613 


1 


1050 




1589 


31957 


B 


1614 


1 


561 




1590 


31958 


B 


1615 


127 


330 




1591 


31959 


C 


1616 


202 


443 




1592 


31960 


B 


1617 


1 


924 




1593 


31961 


C 


1618 


60 


419 




1594 


31962 


C 


1619 


285 


602 




1595 


31963 


C 


1620 


1 


93 




1596 


31964 


B 


1621 


1 


480 




1597 


31965 


B 


1622 


96 


416 




1598 


31966 


B 


1623 


78 


1581 




1599 


31967 


B 


1624 


1 


2259 




1600 


31968 


C 


1625 


180 


371 




1601 


31969 


B 


1626 


1 


852 




1602 


31970 


B 


1627 


1 


204 




1603 


31971 


B 


1628 


37 


2613 




1604 


31972 


B 


1629 


66 


1505 




1605 


31973 


B 


1630 


1 


1792 




1606 


3 1974 


B 


163 1 


100 


522 




1607 


31975 


B 


1632 


252 


2347 




1608 


31976 


C 


1633 


294 


450 




1609 


31977 


c 


1634 


118 


372 




1610 


31978 


B 


1635 


1 


799 




161 1 


31979 


B 


1636 


1 


2496 




1612 


31980 


B 


1637 


100 


1 188 




1613 


31981 


B 


1638 


35 


1654 




1614 


31982 


B 


1639 


46 


783 




1615 


31983 


B 


1640 


8 


1428 




1616 


31984 


B 


1641 


1 


2121 




1617 


31985 


B 


1642 


92 


667 




1618 


31986 


B 


1643 


1 


339 




1619 


3 1987 


C 


1644 


79 


434 




1620 


31988 


C 


1645 


592 


92! 




1621 


31989 


C 


1646 


1 


171 




1622 


31990 


C 


1647 


76 


264 




1623 


31991 


B 


1648 


157 


912 




1624 


31992 


B 


1649 


10 


462 




1625 


31993 


C 


1650 


10 


333 




1626 


31994 


C 


1651 


763 


1001 




1627 


31995 


B 


1652 


202 


701 




1628 


31996 












1629 


31997 


B 


1654 


261 


399 




1630 


31998 


C 


1655 


623 


749 




1631 


31999 


B 


1656 


198 


1524 




1632 


32000 


B 


1657 


108 


575 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


1633 


32001 


B 


1658 


40 


2173 




1634 


32002 


B 


1659 




479 




1635 


32003 


B 


1660 




1542 




1636 


32004 


B 


1661 




849 




1637 


32005 


B 


1662 




684 




1638 


32006 


B 


1663 




318 




1639 


32007 


B 


1664 




406 




1640 


32008 


B 


1665 




393 




1641 


32009 


B 


1666 




210 




1642 


32010 


B 


1667 




450 




1643 


3201 1 


B 


1668 




471 




1644 


32012 


B 


1669 




471 




1645 


32013 


B 


1670 


282 


580 




1646 


32014 


B 


1671 




789 




1647 


32015 


B 


1672 




324 




1648 


32016 


B 


1673 




465 




1649 


32017 


B 


1674 




948 




1650 


32018 


C 


1675 


24 


401 




1651 


32019 


B 


1676 


46 


401 




1652 


32020 


B 


1677 


251 


1041 




1653 


32021 


C 


1678 


1 


177 




1654 


32022 


B 


1679 


1 


189 




1655 


32023 


B 


1680 


65 


769 




1656 


32024 


C 


1681 


1 


564 




1657 


32025 


B 


1682 


65 


769 




1658 


32026 


B 


1683 


1 


1743 




1659 


32027 


B 


1684 


1 


615 




1660 


32028 


B 


1685 


1 


323 




1661 


32029 


B 


1686 


1 


618 




1662 


32030 


B 


1687 


1 


579 




1663 


32031 


C 


1688 


142 


216 




1664 


32032 


c 


1689 


145 


432 




1665 


32033 


B 


1690 


1 


729 




1666 


32034 


C 


1691 


1 


192 




1667 


32035 


C 


1692 


1 


474 




1668 


32036 


B 


1693 


326 


1662 




1669 


32037 


B 


1694 


50 


1462 




1670 


32038 


C 


1695 


1 


432 




1671 


32039 


B 


1696 


173 


375 




1672 


32040 


B 


1697 


1 


1917 




1673 


32041 


B 


1698 


57 


365 




1674 


32042 


B 


1699 


78 


1250 




1675 


32043 


B 


1700 


8 


2210 




1676 


32044 


B 


1701 


1 


474 




1677 


32045 


B 


1702 


47 


879 




1678 


32046 


B 


1703 


1 


465 




1679 


32047 


B 


1704 


65 






1680 


32048 


B 


1705 


89 


1908 




1681 


32049 


C 


1706 


1 


612 




1682 


32050 


C 


1707 


80 


226 




1683 


32051 


B 


1708 


992 


2023 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 




Nucleotide location or last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location !f first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 










sequence 






1684 


32052 


B 


1709 


1293 


1497 




1685 


32053 


R 


1710 


29 


1480 




1686 


32054 


C 


171 1 


1664 


2179 




1687 


32055 


B 


1712 .. 


183 


S544 




1688 


32056 


C - 


17 1 3 . 


^° 


472 _ 




1689 


32057 


B 




202 


735 




1690 


32058 


B 


1715 


532 


661 




1691 


32059 


B 


1716 


1 


453 




1692 


32060 


B 


1717 


24 


320 




1693 


32061 


B 


1718 


59 


583 




1694 


32062 


B 


1719 


1 


369 




1695 


32063 


B 


1720 


5 1 


204 




1696 


32064 


B 


1721 


318 


849 




1697 


32065 


B 


1722 


1 


597 




1698 


32066 


B 


1723 


1 


325 




1699 


32067 


B 


1724 


1 


675 




1700 


32068 


B 


1725 


1 


631 




1701 


32069 


B 


1726 


1 


1017 




1702 


32070 


B 


1727 


158 


727 




1703 


32071 


B 


1728 


296 


798 




1704 


32072 


B 


1729 


1 


1 128 




1705 


32073 


C 


1730 


237 


356 




1706 


32074 


C 


1731 


393 


519 




1707 


32075 


B 


1732 


1 


6432 




1708 


32076 


B 


1733 


124 


402 




1709 


32077 


B 


1734 


35 


421 




1710 


32078 


C 


1735 


203 


385 




1711 


32079 


B 


1736 


16 


406 




1712 


32080 


B 


1737 


21 


306 




1713 


32081 


B 


1738 


97 


352 




1714 


32082 


B 


1739 


64 


7164 




1715 


32083 


B 


1740 


553 


1 197 




1716 


32084 


B 


1741 


553 


720 




1717 


32085 


B 


1742 


1 


4029 




1718 


32086 


B 


1743 


63 


422 




1719 


32087 


B 


1744 


342 


451 




1720 


32088 


B 


1745 


1 


1238 




1721 


32089 


B 


1746 


1 


2393 




1722 


32090 


8 .. 


1747 


1667 


1833 




1723 


32091 


C 


1748 


JJ 


287 




1724 


32092 


B 


1749 


1 


469 




1725 


32093 


B 


1750 


75 


166 




1726 


32094 


B 


1751 


120 


756 




1727 


32095 


C 


1752 


1 


1098 




1728 


32096 


B 


1753 


1 


486 




1729 


32097 


C 


1754 


25 


374 


















1731 


32099 


B 


1756 




660 




1732 


32100 


B 


1757 


26 


391 




1733 


32101 


B 


1758 


282 


419 




1734 


32102 


B 


1759 


132 


717 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptidf sequence 

=========== 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


I7j5 


j2\0j 


B 


====== 

J-60 


===== 


698 




1736 


32104 


B 


1761 


_ 

56 






17j7 


j>2105 


B 


1762 


j25 


— 






1738 


32106 


C 


^76_£ 


463 


iEf 




1739 


32107 


C 


1764 


12j 


764 




1740 


32108 


B 


176 ? 


206 


402 




1741 


32109 


B 


! 766 


j93 


900 




1742 


321 10 


C _ 


1 767 .. 




360 




1743 


321 1 1 


B 


1768 


285 


482 . 




1744 


321 12 


B 


l7 ~ 9 




^1 




1745 


321 1 j 


C . 


I 770 


j04 


j99 




1746 


321 14 


B 


1771 




27j 




1747 


321 15 


B 


n J 2 


67 


ii 6 ^ 




1748 


321 16 


B 


1773 




1 122 




1749 


321 17 


B 


1774 




1185 




1750 


321 1 8 


B 


1775 


44 


145 




1751 


321 19 


B 


177 ... .. 




1050 




1752 


32120 


B 


1777 


250 


762 




1753 


32121 


B 


1778 








1754 


32122 


B 


1779 _ 


172 


— 

867 




1755 


32123 


B 


1780 


j27 


h 




1756 


32124 


B 


1781 




1101 




1757 


32125 


C 


1782 _ 


10 


216 




1758 


32126 


B 


1783 




H49 




1759 


32127 


B 


1784 




402 1 




1760 


32128 


C 


1785 


134 


418 




1761 


j2I29 


B 


1786 








1762 


32130 


B 


17 . 87 




j 84 




1763 


32131 


C 


1788 




738 




1764 


32132 


C 


J 789 


68 


280 




1765 


32133 


B 


1790 


101 


327 




1766 


32134 


B 






IH 7 




1767 


pip 


£ — 


V792 




3U 




1768 


32136 


B 


1793 


— 

33 


120 




1769 


32137 


c 


1794 




150 




1770 


32138 


c 


1795 




378 




1771 


32139 




F796 




267 




1772 


32140 


— 

c 


1797 


— 


— | 




1773 


32141 




1798 










32142 


c 


1799 


194 




j79 




1775 


32143 


B 


1800 




36j 




1776 


32144 


B 


1801 




j 84 




1777 


32145 


B 


1802 - 




4462 




1778 


32146 


B . 


180 j 


2j5 


425 




1779 


32147 


B 


1804 




1187 .. . . .. 




1780 











2^ 






Mt^ — 


|— 










1782 


32150 


B 


1807 




891 




1783 


32151 


C 


1808 




366 




1784 


32152 


B 


1809 


376 


776 




1785 


32153 


B 


1810 


304 


876 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1786 


32154 


B 


1811 




939 




1787 


32155 


B 


1812 




744 




1788 


32156 


B 


1813 




717 




1789 


32157 


C 


1814 


67 


366 




1790 


32158 


B 


1815 


185 


847 




1791 


32159 


C 


1816 




315 




1792 


32160 


B 


1817 


87 


297 




1793 


32161 


B 


1818 




1 190 




1794 


32162 


B 


1819 




848 




1795 


32163 


B 


1820 


934 


1 158 




1796 


32164 


C 


1821 




477 




1797 


32165 


C 


1822 




125 




1798 


32166 


B 


1823 


335 


536 




1799 


32167 


B 


1824 


157 


324 




1800 


32168 


C 


1825 


176 


361 




1801 


32169 


C 


1826 




120 




1802 


32170 


c 


1827 


25 


360 




1803 


32171 


c 


1828 


246 


377 




1804 


32172 


c 


1829 


4782 


5015 




1805 


32173 


B 


1830 


1 105 


3034 




1806 


32174 


B 


1831 


818 


874 




1807 


32 1 75 


c 


1832 




444 




1808 


32176 


B 


1833 


589 


734 




1809 


32177 


B 


1834 




264 




1810 


32178 


B 


1835 


46 


1 12 




1811 


32 1 79 


B 


1836 




360 




1812 


32180 


B 


1837 


589 


734 




1813 


32181 


B 


1838 




675 




1814 


32182 


B 


1839 




1 194 




1815 


32183 


B 


1840 


121 


880 




1816 


32184 


B 


1841 


35 


853 




1817 


32185 


B 


1842 




426 




1818 


32186 


C 


1843 




252 




1819 


32187 


B 


1844 




323 




1820 


32188 


B 


1845 




789 




1821 


32189 


C 


1846 


337 


1521 




1822 


32190 


C 


1847 




345 




1823 


32191 


B 


1848 


331 


3385 




1824 


32192 


B 


1849 




1584 




1825 


32193 


B 


1850 




957 




1826 


32194 


B 


1851 


226 


1794 




1827 


32195 


B 


1852 


52 


594 




1828 


32196 


C 


1853 




615 




1829 


32197 


B 


1854 




318 




1830 


32198 


B 


1855 


297 


450 




1831 


32199 


C 


1856 


87 


404 




1832 


32200 


C 


1857 




171 




1833 


32201 


C 


1858 




171 




1834 


32202 


B 


1859 


34 


831 




1835 


32203 


B 


1860 




1375 




1836 


32204 


B 


1861 




546 
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codon for last amino ae 
peptide sequence 
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SEQ ID NO: 
of peptide 



SEQ ID NO: 

USSN 
09/540,217 



codon for peptide 



codon for las) ai 
of peptide seque 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=lJnkno\vn, 


NO: 


of peptide 


hod 


in USSN 




codon for last amino acid 


*=Stop codon, /=possihlc nucleotide 




sequence 




09/540,217 


codon lor peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


1939 


32307 


B 


1967 


79 


1 149 




1940 


32308 


B 


1968 


1 


693 




1941 


32309 


_ B 


1969 


1 


1179 




1942 


32310 


B 


1970 


1 


6j9 _ 




1943 


3231 1 


B 


1971 


502 


1294 




1944 


32312 


C 


1972 


670 


1185 




1945 


32313 


B 


1973 


1 


1044 




1946 


32314 


B 


1974 


1 


3645 - 




1947 


32315 


B 


1975 


1 


2877 




1948 


32316 


B 


1976 


1 


1579 




1949 


32317 


B 


1977 


1 


750 




1950 


32318 


B 


1978 


1 


4j8 




1951 


32319 


C 


1979 


122 


307 




1952 


32320 


C 


1980 


71 


271 




1953 


32321 


c 


1981 


151 


363 




1954 


32322 


c 


1982 


122 


307 




1955 


32323 


c 


1983 


55 


282 




1956 


32324 


c 


1984 


89 


385 




1957 


32325 


c 


1985 


48 


275 




1958 


32326 


c 


1986 


246 


557 




1959 


32327 


B 


1987 


394 


2565 




1960 


32328 


B 


1988 


1 


432 




1961 


32329 


B 


1989 


46 


483 




1962 


32330 


B 


1990 


150 


482 




1963 


32331 


B 


1991 


10 


265 




1964 


32332 


C 


1992 


40 


162 




1965 


32333 


B 


1993 


1 


3639 




1966 


32334 


B 


1994 


83 


179 




1967 


32335 


B 


1995 


39 


1452 




1968 


32336 


B 


1996 


50 


384 




1969 


32337 


B 


1997 


256 


j5\ 




1970 


32338 


B 


1998 


1 


771 




1971 


32339 


B 


1999 


1 


489 




1972 


32340 


B 


2000 


37 ._. . 


447 




1973 


32341 


B 


2001 


1 


1272 1 




1974 


32342 


B 


2002 


i 


2559 




1975 


32343 


C 


2003 


221 


589 - 




1976 


32344 


C 


20 ,9 4 


415 


1033 




1977 


32345 


B 


200 .L. . 


318 . — 


694 




1978 


32346 


B 


2008 


31 


819 




1979 


£2347 


B _ 


200!) 




V- 




1980 


32348 


B 


2010 




1 


369 




1981 


32349 


B 


201 1 


85 


628 




1982 


32350 


B 


2012 


19 


178 




1983 


32351 


B 


2013 


217 


393 




1984 


32352 


B 


2014 


1 


779 


















1986 


32354 


B 


2016 


313 


527 




1987 


32355 


B 


2017 


32 


258 




1988 


32356 


C 


2018 


51 


345 




1989 


32357 


B 


2019 


1 


393 
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SEQ ID 


SEQ II) NO: 




SEQ ID NO: 


Nucleotide 


Nucleotide location of lasi 


Amino acid sequence ( X=Unkno\vn, 


NO: 




hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






1990 


32358 


B 


2020 


647 


1362 




1991 


32359 


C 


2021 


16 


378 




1992 


32360 


B 


2022 


32 


349 




1993 


32361 


C 


2023 


256 


425 




1994 


32362 


C 


2024 


134 


382 




1995 


32363 


B 


2025 


138 


171 




1996 


32364 


B 


2026 




1626 




1997 


32365 


B 


2027 


509 


810 




1998 


32366 


C 


2028 




513 




1999 


32367 


C 


2029 




375 




2000 


32368 


c 


2030 




410 




2001 


32369 


B 


203 1 




864 




2002 


32370 


B 


2032 


1 10 


928 




2003 


32371 


B 


2033 




1026 




2004 


32372 


B 


2034 




1008 




2005 


32373 


B 


2035 




588 




2006 


32374 


B 


2036 




412 




2007 


32375 


B 


2037 




1851 




2008 


32376 


B 


2038 


309 


663 




2009 


32377 


B 


2039 




525 




2010 


32378 


B 


2040 




2214 




201 1 


32379 


B 


2041 




486 




2012 


32380 


R 


2042 




774 




2013 


32381 


B 


2043 




596 




2014 


32382 


B 


2044 


305 


395 




2015 


32383 


C 


2045 


27 


185 




2016 


32384 


B 


2046 




1071 




2017 


32385 


B 


2047 




1326 




2018 


32386 


B 


2048 




3761 




2019 


32387 


C 


2049 


55 


189 




2020 


32388 


B 


2050 


1016 


1683 




2021 


32389 


C 


2051 


942 


1 130 




2022 


32390 


B 


2052 




598 




2023 


32391 


B 


2053 




768 




2024 


32392 


B 


2054 




999 




2025 


32393 


C 


2055 




252 




2026 


32394 


B 


2056 


154 


606 




2027 


32395 


B 


2057 




846 




2028 


32396 


C 


2058 


334 


690 




2029 


32397 


B 


2059 


268 


5712 




2030 


32398 


C 


2060 


1 17 


662 




2031 


32399 


B 


2061 




3504 




2032 


32400 


B 


2062 


816 


927 




2033 


32401 


B 


2063 




342 




2034 


32402 


B 


2064 




1443 




2035 


32403 


C 


2065 


53 


102 




2036 


32404 








528 




2037 


32405 


B 


2067 




843 




2038 


32406 


C 


2068 


187 


408 




2039 


32407 


C 


2069 


174 


320 




2040 


32408 


B 


2070 


31 


534 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


2041 


32409 


c 


2071 


183 


329 




2042 


32410 


B 


2072 


3 


389 




2043 


3241 1 


B 


2073 


78 


974 




2044 


32412 


B 


2074 


467 


692 




2045 


32413 


C 


2075 


605 


965 




2046 


32414 


B 


2076 


1 


555 




2047 


32415 


B 


2077 


1 


390 




2048 


32416 


B 


2078 


1 


2522 




2049 


32417 


B 


2079 


24 


94 




2050 


32418 


B 


2080 


78 


593 




2051 


32419 


B 


2081 


1 


612 




2052 


32420 


B 


2082 


42 


342 




2053 


32421 


B 


2083 


1 


477 




2054 


32422 


B 


2084 


57 


1640 




2055 


32423 


C 


2085 


1 10 


307 




2056 


32424 


B 


2086 


1 


591 




2057 


32425 


C 


2087 


14 


355 




2058 


32426 


B 


2088 


47 


998 




2059 


32427 


B 


2089 


1 


498 




2060 


32428 


C 


2090 


357 


560 




2061 


32429 


B 


2091 


1 


522 




2062 


32430 


C 


2092 


231 


659 




2063 


32431 


C 


2093 


36 


167 




2064 


32432 


B 


2094 


394 


2695 




2065 


32433 


B 


2096 


61 


2215 




2066 


32434 


B 


2097 


204 


572 




2067 


32435 


C 


2098 


476 


652 




2068 


32436 


B 


2099 


1 


190 




2069 


32437 


C 


2100 


1 


259 




2070 


32438 


B 


2101 


1 


2625 




2071 


32439 


B 


2102 


1403 


2950 




2072 


32440 


B 


2103 


672 


1955 




2073 


32441 


C 


2104 


1 


351 




2074 


32442 


B 


2105 


1 


567 




2075 


32443 


C 


2106 


176 


304 




2076 


32444 


C 


2107 


27 


308 




2077 


32445 


C 


2108 


68 


307 




2078 


32446 


C 


2109 


322 


567 




2079 


32447 


B 


21 10 


1 


1297 




2080 


32448 


B 


2111 


281 


1488 




2081 


32449 


B 


2112 


12 


2497 




2082 


32450 


C 


2113 


90 


284 




2083 


32451 


B 


21 14 


1 


2466 




2084 


32452 


B 


21 15 


1 


603 




2085 . 


32453 


B 


21 16 


1 


954 




2086 


32454 


B 


2117 


205 


441 




2087 


32455 


B 


21 18 


68 


2052 




2088 


32456 


B 


2119 


271 


639 




2089 


32457 


B 


2120 


1 


1356 




2090 


32458 


B 


2121 


247 


1326 




2091 


32459 


B 


2122 


1 


1041 
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SEQID ISEQIDNO: |Met SEQIDNO: Niic 
of peptide hod in USSN 



rotide location of last Amino acid sequence ( X=Unknovvn, 
codon for last amino acid *=Stop codon, /^possible nucleotide 
of peptide sequence deletion, \=possible nucleotide insertion) 
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SEQ ID NO: 
of peptide 
sequence 



SEQ in Nt 

USSN 
09/540,217 
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SEQ ID NO: |Mct SEQ ID NO: [Nucleotide 
of peptide hod in USSN 



le nucleotide insertion) 
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SEQ1D 


SF.Q ID NO: 




SEQ ID NO: 


Nucleotide 




Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






2245 _.._ 


326 . 13 . . 




2276 




2022 




2246 


j2614 


B 


2277 




2£j8 




2247 


32615 


B - 


2279 




1_806 




2248 


32616 


B 


2280 




2361 




2249 


j2617 




2281 




1221 




2250 — 


£2618 


— 

B — 


2282 




lZ2i 






32619 .... 


C 


228j 




507 




2252 


32620 


B 


2284 




3 2 6 




2253 — 


32621 




2285^ 


— 1 


Z72 




2254 


32622 


- J 


2286 


j7 


j88 




2255 


j262j 


B 


2287 




660 




2256 


32624 


B 


2288 


31 


63J 




2257 


32625 


B 


2289 




1032 




2258 


32626 


B 


2290 




JI227 




2259 — 


32627 




2291 


27 


296 




2260 


32628 





2292 


58 


370 




2261 


j2629 


B _ 


229j 




mi 




2262 


32630 


B 


2294 




1299 




2263 


j26j1 


c 


2295 


227 


613 




2264 , 


326j2 


5 — , 


2296 




297 




2265 




B 


2297 


126 


206 




2266 


32634 


c 


2298 




j87 




2267 


32635 


B 


2299 _ 


.I 9 . 


279 




2268 


32636 


B 


2300 




612 




2269 


32637 


C .... 


2j01 




}21 




2270 


326j8 


R 


2j02 


120 


3 .9. 8 .... , 




2271 


32639 


B 


2303 




2145 - 




2272 


32640 


C 


2j04 


270 


416 




2273 


32641 


B 


2305 


1! 


627 




2274 


f. 2642 


B 


2j06 


128 


499 




2275 


32643 


B 


2307 


61 


388 




2276 


j2644 


B 


2308 


744 


2094 




2277 


32645 




2309 


241 


669 




2278 - 


32646 




2310 




285 




2279 


32647 


— 


2311 


137 


307 




2280 


j2648 




2j12 




362 




2281 


j2649 




23J3 


— 


394 




2282 ,.. 


32650 


— 

B — j 


23J4 




489 




2283 


3265J 


L_ 


23J5 




204 




2284 


32652 


B 


2316 




361 




2285 


3265j 




2j17 








2286 


32654 _ _ 


- — , 

B 


2318 




2268 




2287 


32655 


8 


2319 




2337 




2288 


32656 


B _ 


2j20 




21% 




2289 


32657 


B 


2321 




2298 








5— 






Hi 




2I9T 


iim — 




2l2l 








2292 


32660 


B 


2324 




2835 




2293 


32661 


B 


2325 




2172 




2294 


32662 


B 


2326 


675 


2515 




2295 


32663 


B 


2327 


1 


2709 
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SEQ ID NO: 
>f peptide 



SEQ II) NC 

USSN 
09/540,217 



ion of first 
codon for peptidt 



icleotidc local 
codon for last ai 
if peptide seque 



*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide inserti 
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EQ ID NO: 

USSN 
09/540,217 



.mini) acid sequence ( X=Unkno 
=Stop codon, /=possible nuclcot 
eletion, \=possible nucleotide in 
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SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide location of last 
codon for last amino 
of peptide sequence 



Imino acid sequence ( X=Unkno\vn, 
-Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 
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NO: 


SEQ 11) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in 1JSSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


2449 


32817 


B 


2481 




564 




2450 


32818 


B 


2482 


16 


894 




2451 


32819 


B 


2483 




207 




2452 


32820 


B 


2484 




2742 




2453 


32821 


B 


2485 




1071 




2454 


32822 


B 


2486 


58 


1228 




2455 


32823 


C 


2487 


51 


179 




2456 


32824 


B 


2488 




1 1 19 




2457 


32825 


C 


2489 


147 


398 




2458 


32826 


c 


2490 




504 




2459 


32827 


c 


2491 




240 




2460 


32828 


B 


2492 


190 


388 




2461 


32829 


B 


2493 




594 




2462 


32830 


C 


2494 


299 


477 




2463 


32831 


B 


2495 




2328 




2464 


32832 


C 


2496 




924 




2465 


32833 


B 


2497 




2703 




2466 


32834 


B 


2498 


504 


1392 




2467 


32835 


C 


2499 


649 


1239 




2468 


32836 


B 


2500 


46 


842 




2469 


32837 


B 


2501 


251 


555 




2470 


32838 


B 


2502 


258 


326 




2471 


32839 


B 


2503 


49 


386 




2472 


32840 


C 


2504 


63 


383 




2473 


32841 


B 


2505 


150 


585 




2474 


32842 


B 


2506 


65 


678 




2475 


32843 


C 


2507 


477 


634 




2476 


32844 


B 


2508 


80 


337 




2477 


32845 


B 


2509 




1233 




2478 


32846 


B 


2510 




2526 




2479 


32847 


B 


251 1 


192 


2617 




2480 


32848 


B 


2512 




921 




2481 


32849 


B 


2513 




1650 




2482 


32850 


B 


2514 


79 


1587 




2483 


32851 


B 


2515 




657 




2484 


32852 


B 


2516 




1260 




2485 


32853 


B 


2517 




762 




2486 


32854 


C 


2518 




729 




2487 


32855 


B 


2519 




1299 




2488 


32856 


B 


2520 




882 




2489 


32857 


C 


2521 




369 




2490 


32858 


B 


2522 


52 


573 




2491 


32859 


B 


2523 




570 




2492 


32860 


B 


2524 




2376 




2493 


32861 


B 


2525 




786 




2494 


32862 


B 


2526 




760 




2495 


32863 


B 


2527 


73 


714 




2496 


32864 


B 


2528 




2976 




2497 


32865 


B 


2529 




1021 




2498 


32866 


B 


2530 




1386 




2499 


32867 


B 


2531 


352 


1239 
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SEQ ID NO: 



SEQ ID NO: 

USSN 
09/54(1,217 



leotide 
ilion of first 
codon for peptide 



;otidle location of last 
codon for last amino 
>f peptide sequence 
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Nucleotide 
location of first 
codon for peptic 



iNuclcotide location of l;i 
codon for last amino aci 



Amino acid sequence ( X=Unl> 
*=Stop codon, ^possible nucli 
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NO: 


SEQ ID NO: 

sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location ot hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


2602 


32970 


B 


2634 


99 


462 




2603 


32971 


B 


2635 


127 


1498 




2604 


32972 


B 


2636 


22 


105 




2605 


32973 


B 


2637 


1 


1 173 




2606 


32974 


B 


2638 


403 


660 




2607 


32975 


B 


2639 


58 


507 




2608 


32976 


C 


2640 


103 


480 




2609 


32977 


B 


2641 


1 


657 




2610 


32978 


B 


2642 


1 


508 




261 1 


32979 


B 


2643 


1 


999 




2612 


32980 


C 


2644 


1 


756 




2613 


32981 


C 


2645 


1 


675 




2614 


32982 


B 


2646 


1 


810 




2615 


32983 


B 


2647 


1 


334 




2616 


32984 


B 


2648 


1 


781 




2617 


32985 


B 


2649 


76 


21 1 




2618 


32986 


B 


2650 


1 


687 




2619 


32987 


B 


2651 


1 


753 




2620 


32988 


B 


2652 


37 


1038 




2621 


32989 


B 


2653 


1 


456 




2622 


32990 


B 


2654 


1 


168 




2623 


32991 


B 


2655 


1 


786 




2624 


32992 


C 


2656 


571 


1278 




2625 


32993 


c 


2657 


96 


548 




2626 


32994 


c 


2658 


391 


504 




2627 


32995 


B 


2659 


1 


183 




2628 


32996 


C 


2660 


1 


381 




2629 


32997 


B 


2661 


1 


642 




2630 


32998 


B 


2662 


1 


1 164 




2631 


32999 


B 


2663 


1 


471 




2632 


33000 


B 


2664 


I 


972 




2633 


33001 


C 


2665 


75 


182 




2634 


33002 


C 


2666 


125 


226 




2635 


33003 


B 


2667 


1 


462 




2636 


33004 


B 


2668 


1 


422 




2637 


33005 


B 


2669 


81 


616 




2638 


33006 


B 


2670 


197 


713 




2639 


33007 


B 


2671 


1 


882 




2640 


33008 


B 


2672 


1 


507 




2641 


33009 


C 


2673 


176 


274 




2642 


33010 


B 


2674 


250 


446 




2643 


33011 


B 


2675 


19 


1 18 




2644 


33012 


B 


2676 


21 


120 




2645 


33013 


B 


2677 


373 


389 




2646 


33014 


B 


2678 


1 


1452 




2647 


33015 


B 


2679 


70 


148 




2648 


33016 


C 


2680 


7 


96 




2649 


33017 


C 


2681 


360 


550 




2650 


33018 


B 


2682 


55 


1618 




2651 


33019 


B 


2683 


1 


309 




2652 


33020 


B 


2684 


100 


528 
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SEQ II) NO: 




SEQ II) NO: 




Nucleotide location ot lasl 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






2653 


33021 


B 


2685 


1 


1 191 




2654 


33022 


B 


2686 


52 


834 




2655 


33023 


B 


2687 


1 


933 




2656 


33024 


C 


2688 


80 


322 




2657 


33025 


B 


2689 


127 


415 




2658 


33026 


B 


2690 


74 


190 




2659 


33027 


B 


2691 


150 


380 




2660 


33028 


B 


2692 


1 


1098 




2661 


33029 


C 


2693 


185 


502 




2662 


33030 


B 


2694 


1 


180 




2663 


33031 


C 


2695 


257 


498 




2664 


33032 


B 


2696 


88 


409 




2665 


33033 


C 


2697 


720 


902 




2666 


33034 


C 


2698 


201 


437 




2667 


33035 


C 


2699 


16 


189 




2668 


33036 


B 


2701 




2286 




2669 


33037 


B 


2702 




1026 




2670 


33038 


B 


2703 


777 


1035 




2671 


33039 


B 


2704 




1200 




2672 


33040 


B 


2705 


332 


462 




2673 


33041 


B 


2706 


351 


480 




2674 


33042 


B 


2707 


10 


327 




2675 


33043 


B 


2708 


108 


1325 




2676 


33044 


B 


2709 


36 


189 




2677 


33045 


B 


2710 


54 


3192 




2678 


33046 


B 


271 1 




3423 




2679 


33047 


C 


2712 




280 




2680 


33048 


C 


2713 




88 




2681 


33049 


C 


2714 




153 




2682 


33050 


B 


2715 


70 


231 




2683 


33051 


B 


2716 


1 1 


427 




2684 


33052 


B 


2717 


74 


943 




2685 


33053 


C 


2718 


109 


315 




2686 


33054 


B 


2719 




335 




2687 


33055 


B 


2720 


108 


506 




2688 


33056 


C 


2721 




486 




2689 


33057 


C 


2722 


87 


441 




2690 


33058 


c 


2723 


85 


276 




2691 


33059 


c 


2724 


86 


280 




2692 


33060 


c 


2725 


108 


254 




2693 


33061 


B 


2726 




930 




2694 


33062 


B 


2727 


23 


847 




2695 


33063 


B 


2728 


19 


182 




2696 


33064 


C 


2729 


190 


300 




2697 


33065 


B 


2730 


67 


650 




2698 


33066 


B 


2731 




1149 




2699 


33067 




2732 




263 




2700 


33068 


B 


2733 


73 


676 




2701 


33069 


B 


2734 


1 


414 




2702 


33070 


B 


2735 


4 


256 




2703 


33071 


B 


2736 


29 


493 
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SEQ ID NO: 
in USSN 
09/540,217 



icleotide location ol 
codon for last amino i 
of peptide sequence 



Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion. \=possible nucleotide inserti 
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SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide location of I; 



Amino acid sequence ( X=Unk 
*=Stop codon, /^possible nucli 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 




Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location or first 


codon Tor last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


<il peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 

===== 






2806 — 









===== 

28j9 


\89 


— 




2807 


j3175 




2840 


302 


— 




2808 


jj176 




2841 


58 


— 




2809 


tI— — 
















2810 


jj178 


C 


2843 


21 


29j 




2811 


3£T79 




2844 


— 


54j 




2812 


33_180 


— 


2845 


-L 


507 




2813 


3j181 


— — I 


- 


— 







2814 


33182 





2847 


j14 


476 




2815 


33183 




2848 


572 


937 




2816 


33184 


C 


2849 


259 


528 




2817 


33185 


B 


2850 


1 


597 




2818 


33186 


B 


2851 





564 




2819 


33187 




2852 


368 


— 




2820 


33188 


- — 

C 


2853 


58 


375 




2821 


3318 L 


B 


2854 


608 


1222 




2822 


33190 


C 


2855 


41 


j58 




2823 


33 ..... 


C — j 


2856 


7j 


177 




2824 


33192 


B 


2857 


1 


582 




2825 — 


3j19j 




2858 


i 


5 df 




2826 


33194 


— 

B 


2859 


1 


15o8 




2827 


33195 


B 


2860 


40 


/04 




2828 


33196 


C 


2861 


jOj 


^ 




2829 


33197 


B 


2862 


bl ... 


jj6 




28,0 


33198 




2863 


64 






2831 


33199 


- — 
B 


2864 


180 


— 

712 




2832 1 


33200 


B 


2865 


1 


1104 




28j3 , 


33201 




2866 


65 


228 




2834 


33202 


- — 
B 


2867 


1 


2172 




2835 


33203 


B 


2868 


1 


]££8 




2836 


33204 


C 


2869 


181 


4K) 




2837 


33205 .... 


B 


2870 


1 


1 Ij7 




2838 1 


33206 


B 


2871 


69 


H22 




2839 


33207 


C 


2872 


24 


266 




2840 


33208 


B 


2873 


10"" 


J089 




2841 


33209 


8 


2874 


j67 


463 




2842 


33210 




2875 




£256 




2843 


332H 





2876 




278 


_66 




2844 


33212 




2877 


323 


4268 




2845 


3321j 


— 










2846 — 


33214 


— 


1 

2879 




567 




643 




2847 


33215 


— 


2880 




258 




2848 1 


33216 


— 

B 


2881 




1 






2849 _ 


33217 




2882 


56 


— 

984 




2850 — 


33218 


- 


288j 




807 






sfMi! — 


— 











2133 — 






5813 


To7 


4TT 




2853 


33221 


B 


2886 


1 


678 




2854 


33222 


B 


2887 


1 


246 




2855 


33223 


C 


2888 


41 


316 




2856 


33224 


B 


2889 


1 


300 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


2857 


33225 


C 


2890 . 




273 .. 




2858 


33226 


B 


2891 


78 


169 




2859 


j j 227 


B 


2892 


1 


882 




2860 


33228 _ 


C 


2893 


.' 


246 




2861 


33229 


B 


2894 


1 


639 




2862 


Jj230 .... 


- B 


2895 . ... 


1 


41 l 




2863 


33231 


C 


2896 


427 


522 




2864 


33232 


B ... 


2897 . ,. 


158 


826 ... .. 




2865 


33233 


B 


2898 


275 


310 




2866 


jj2j4 


B 


2899 


429 


933 




2867 


j3235 


B 


2900 


1 


560 ,. 




2868 


33236 


B 


2901 


1 


798 




2869 


33237 


B 


2902 


45 


384 




2870 


33238 


B 


2903 


845 


983 




2871 


33239 


C 


2904 


171 


422 




2872 


33240 


C 


2905 


139 


360 




2873 


33241 


C 


2906 


188 


436 




2874 


jj242 


C .. 


29 . 07 


76 


303 




2875 


33243 


C 


2908 


j 62 


574 




2876 


33244 


C 


2909 


42 


347 




2877 


33245 


B 


2910 


1 


766 




2878 


33246 - 


B 


291 1 


1 70 


1381 




2879 


33247 


B 


2912 


274 


543 




2880 


33248 


B 


2913 


768 


2001 




2881 


33249 


B 


2914 


140 


279 




2882 


33250 


B 


2915 


1 


2858 




2883 


33251 


B 


2916 


1 


32 1 




2884 


33252 


B 


2917 


1 


552 




2885 


33253 




2918 


1 


603 




2886 


33254 


— - 

C 


2919 


122 


406 




2887 


33255 


B 


2920 


508 


679 




2888 


33256 


- — 1 


2921 


1 


942 




2889 


332 H [ 


B 


2922 


1 


— 1 




2890 


j:>258 


8 


2923 


! 36 


326 




2891 


33259 




2924 


445 






2892 


33260 


— — i 


292 . L 


1 


639 




2893 


33261 


B 


2926 


1 


1850 




2894 


33262 


— 


2927 


76 


1341 




2895 


j3263 


C — i 


2928 .... 


184 


495 




2896 


33264 


B 


-? 29 


1 


226 




2897 


33265 




2930 


1 .. ...... 


9 7 2 . ... 




2898 


j.3266 


— . 

B 


2931 


57 


149 j 




2899 


33267 


c 


2932 


207 


404 




2900 


33268 


B 


2933 


664 


1647 




2901 


33269 


B 


2934 


1 


1j05 




2902 


33270 


B 


2935 


1 


639 


















2904 


33272 


B 


2937 


276 


1311 




2905 


33273 


B 


2938 


1 


708 




2906 


33274 


B 


2939 


123 


309 




2907 


33275 


B 


2940 


1 


957 
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SEQ ID NO: 

USSN 
09/540,217 



icleotide location of last 
codon for last amino 
of peptide sequence 



=Stop codon, /=possible i 
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kle location of last Amino acid sequence ( X=Unknov 
*=Stop codon, /=possible nuclcoti( 
of peptide sequence deletion, \=possible nucleotide insi 
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SEQ ID |SEQ ID NO: Met SEQ ID NO: 
of peptide hod in USSN 

09/540,217 
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SEQID 

iNO: 


SEQ II) NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3061 


33429 


c 


3096 




428 




3062 


33430 


c 


3097 


300 






j06j 


3j431 


c - 


3098 




— 

— 




3064 


33432 




3099 




864 




3065 


33433 .... 


- — 

c 


3100 




80] 




3066 


3j434 


c .. 


3101 


298 


480 




3067 


33435 


B 


3102 


503 


720 




3068 


3j436 


_ C ...._ 


jIOj 








3069 


3j437 


B 


3 104 






ri^L 




3070 


33438 


C 


3105_ 




l H4j 




3071 


33439 


B — i 


3106 




( 2256 




3072 


3j440 


C 


3107 _ 


£2Z 


966 




3073 


33441 


B 


3108 




2009 




3074 


33442 


B 


3109 




£02_1 




3075 


33443 


B 


3110 




K)85 




3076 


33444 


B 


3111 


180 


2069 




3077 


33445 


B 


3112 




375 




3078 


3j446 


B 


3113 


31 






3079 


33447 


B 






— 

452 




3080 


33448 


C 


3115 


149 


440 




3081 


33449 


B .- 


3116 


119 .... 






3082 


33450 


B 


jl 17 




900 




3083 


33451 


c 


3118 




270 




3084 


33452 


B 


31 19 








3085 


33453 


C 


3120 


72 


245 




3086 


33454 


B 


3121 




822 




3087 


33455 


C 


3122 


69 


242 




3088 


33456 


B 


3 !. 23 . ... 


2129 


2289 




3089 


33457 


C 


3124 




255 




j090 


33458 


B 




2_129 


2289 




3091 


33459 


B 


3126 




306 . .. 




3092 


33460 


C 


3127 








3093 


33461 


B 


3128 


82 


1254 




3094 


33462 


B 


3129 ... 




468 




3095 


33463 


C 


3130 




250 




3096 


33464 


C 


3131 


166 


357 




3097 


33465 


B 


3132 


423 


32 j^! 




3098 


33466 


B 


3133 


63 






3099 


334 . 67 . 


B 


3134 




_ 




3100 


33468 


B 


3135 






4322 




3101 


33469 


B 


3136 


46 


325 




3102 


33470 


B 


3137 


58 


28S> 




3103 


33471 


B 


313 i 


1 


l \695 




3104 


33472 


B 


3139 . . 


89 


1195 




j105 


j3473 


C 


3140 


317 


541 




3106 


33474 




fl^ 


w — 


HI 


















3108 


33476 


C 


3143 


26 


172 




3109 


33477 


C 


3144 


40 


255 




3110 


33478 


c 


3145 


277 


508 




3111 


33479 


B 


3146 


12 


1358 
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NO? 10 


SKQ ID NO: 
of peptide 
sequence 


hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


3112 


33480 


B 


3 147 


602 


780 




3113 


33481 


C 


3 148 


1 


306 




3114 


33482 


C 


3149 


1 


771 




3115 


33483 


B 


3150 


149 


360 




3116 


33484 


B 


3151 


1 


567 




31 17 


33485 


B 


3152 


1 


345 




3118 


33486 


B 


3153 


1 


1233 




3119 


33487 


B 


3154 


144 


773 




3120 


33488 


C 


3155 


1 


417 




3121 


33489 


B 


3156 


85 


525 




3122 


33490 


C 


3157 


251 


679 




3123 


33491 


B 


3158 


1 


1 185 




3124 


33492 


C 


3159 


541 


729 




3125 


33493 


B 


3160 


21 1 


382 




3126 


33494 


C 


3161 


200 


409 




3127 


33495 


c 


3162 


85 


423 




3128 


33496 


c 


3163 


243 


455 




3129 


33497 


B 


3164 


152 


437 




3130 


33498 


B 


3165 


1 


816 




3131 


33499 


B 


3166 


79 


294 




3132 


33500 


C 


3167 


6 


353 




3133 


33501 


C 


3168 


82 


405 




3134 


33502 


B 


3169 


3 


191 




3135 


33503 


C 


3170 


204 


413 




3136 


33504 


B 


3171 


75 


1449 




3137 


33505 


B 


3172 


1 


738 




3138 


33506 


B 


3173 


1 


324 




3139 


33507 


C 


3174 


299 


1009 




3140 


33508 


B 


3175 


1 


447 




3141 


33509 


C 


3176 


1 


570 




3142 


33510 


B 


3177 


1 


703 




3143 


3351 1 


B 


3178 


142 


744 




3144 


33512 


B 


3179 


1 


237 




3145 


33513 


C 


3180 


63 


254 




3146 


33514 


B 


3181 


185 


330 




3147 


33515 


B 


3184 


214 


1333 




3148 


33516 


B 


3185 


61 


423 




3149 


33517 


B 


3186 


19 


2467 




3150 


33518 


B 


3187 


4 


1085 




3151 


33519 


B 


3188 


157 


341 




3152 


33520 


B 


3189 


222 


656 




3153 


33521 


B 


3190 


249 


999 




3154 


33522 


B 


3191 


416 


2447- 




3155 


33523 


B 


3192 


187 


1855 




3156 


33524 


C 


3193 


38 


166 




3157 


33525 


B 


3194 


1 


1449 




3158 


33526 












3159 


33527 


B 


3196 


255 


556 




3160 


33528 


B 


3197 


85 


591 




3161 


33529 


B 


3198 


32 


404 




3162 


33530 


B 


3199 


185 


253 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
U!)/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3 163 


33531 


B 


j>200 


202 


2862 




3164 


33532 


B 


3201 


448 


833 




3165 


33533 


B 


3202 




1275 1 




3 166 


33534 


B .. 


j20j 




5 ?.' 




3 167 


33535 


c 


3204 




29 1 




3168 


33536 


B 


3205 




744 




3169 


33537 


B 


3206 


338 


523 




3170 


33538 


B 


j207 




4j5 




3171 


33539 


B 


3208 




477 




3172 


33540 


B 


3209 




2943 




3 173 


33541 


B 


j>210 




1719 




3174 


33542 


C 


321 1 


1 13 


280 




3175 


33543 


B 


3212 




1092 




3176 


33544 


B 


3213 




1470 




3177 


33545 


B 


3214 




426 




3178 


33546 


B 


3215 




747 




3179 


33547 


B 


3216 


321 


2234 




3180 


33548 


B 


3217 




3057 




3 1 81 


33549 


B 


3218 




537 ,, 




3182 


33550 


B 


3219 




2496 




3 183 


33551 


B 


3220 


94 


273 




3184 


33552 


B 


3221 


302 


1432 




3185 


33553 


B 


3222 


35 


1657 




3186 


33554 


B 


3223 


2 


901 




3 187 


33555 


B 


3224 


82 


1479 




3 188 


33556 


B 


3225 


224 


41 1 




3189 


33557 


B 


3226 


328 


429 




3190 


33558 


B 


j227 


27 


1098 




3191 


33559 


B 


3228 


508 


1765 




3192 


33560 


C 


3229 


1 


321 




3193 


33561 


B 


3230 


251 


415 




3194 


33562 


B 


323 1 


695 


101 1 




3195 


33563 


B 


3232 


1 


416 




3196 


33564 


B 


3233 


45 


1340 _^ 




3197 


33565 


B 


3234 


65 


2087 ...... . 




3198 


33566 


B 


3235 


1 


1149 




3 199 


33567 


C 


3236 


1 


108 _ 




3200 


33568 


8 


3237 


1 


384 




3201 


33569 


B 


3238 - 


80 


— 




3202 


33570 .... . 


B 


3239 - 


200 


409 




j 203 


33571 


B 


3240 


14 ■ 1 


419 




3204 


33572 


B 


3241 


1 


888 




3205 


33573 


C 


3242 


165 


435 




3206 


33574 


B 


3243 


452 


593 




3207 


33575 


B 


3244 


1472 


4415 




3208 


33576 


B 


3245 


103 


207 


















3210 


33578 


B 


3247 


1 j 


306 




3211 


33579 


B 


3248 




684 




3212 


33580 


B 


3249 


1 


838 




3213 


33581 


B 


3250 


215 


2593 
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NO: 


SEQ ID NO: 
or peptide 
sequence 


hud 


SEQ ID NO: 
in USSN 
09/540,217 


location If first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3214 


33582 


C 


3251 


80 


376 




3215 


33583 


B 


3252 


1 


639 




3216 


33584 


C 


3253 


52 


288 




3217 


33585 


B 


3254 


1 


1 197 




3218 


33586 


B 


3255 


39 


2809 




3219 


33587 


B 


3256 


1 


609 




3220 


33588 


C 


3257 


269 






3221 


33589 


B 


3258 


1 


561 




3222 


33590 


B 


3259 


347 


922 




3223 


33591 


B 


3260 


52 


339 




3224 


33592 


B 


3261 


235 


434 




3225 


33593 


B 


3262 


74 


2676 




3226 


33594 


B 


3263 


90 


675 




3227 


33595 


B 


3264 


1 


1440 




3228 


33596 


B 


3265 


288 


752 




3229 


33597 


B 


3266 




804 




3230 


33598 


C 


3267 


109 


451 




3231 


33599 


B 


3268 




1 122 




3232 


33600 


B 


3269 




768 




3233 


33601 


B 


3270 


380 


2743 




3234 


33602 


B 


3271 




1296 




3235 


33603 


B 


3272 


322 


591 




3236 


33604 


B 


3273 


174 


464 




3237 


33605 


B 


3274 




384 




3238 


33606 


C 


3275 


320 


385 




3239 


33607 


B 


3276 


53 


485 




3240 


33608 


C 


3277 


175 


205 




3241 


33609 


B 


3278 


216 


316 




3242 


33610 


B 


3279 




921 




3243 


33611 


B 


3280 


22 


453 




3244 


33612 


B 


3281 


168 


817 




3245 


33613 


B 


3282 




477 




3246 


33614 


B 


3283 


190 


1062 




3247 


33615 


B 


3284 


1 16 


787 




3248 


33616 


B 


3285 


130 


697 




3249 


33617 


B 


3286 




901 




3250 


33618 


B 


3287 




342 




3251 


33619 


B 


3288 




677 




3252 


33620 


B 


3289 




624 




3253 


33621 


B 


3290 




756 




3254 


33622 


B 


3291 




624 




3255 


33623 


B 


3292 


130 


429 




3256 


33624 


B 


3293 


95 


516 




3257 


33625 


B 


3294 


120 


524 




3258 


33626 


B 


3295 


51 


425 




3259 


33627 


B 


3296 


647 


1015 


















3261 


33629 


C 


3298 


67 


294 




3262 


33630 


B 


3299 


1 


1212 




3263 


33631 


C 


3300 


187 


453 




3264 


33632 


B 


3301 


188 


492 
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SEQ ID NO: 

USSN 
09/540,217 



.n of first 
for peptide 



Amino acid sequence ( X=IJnkno\vn, 
,= Stop codon, /=possible nucleotide 
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SEQID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


joI6 


j£684 


B 


£35_£ 1 




1^2. 




iill — 


iSr^— 


- — 


if 




±2 






33 _ 


C 


3355 


62 


559 




jjI9 


3j-687 


B 


3356 




15_> 




jj20 


jj.688 


B 


jj57 




1^1 




4— — 







££58 




- 




— 


tt— 






3359 


£12 


— 




3_— — 


££691 


— 


3360 




96J 




3324 _ . 




- — 

B 


3361 


— 


1799 




j325 


j3693 


B 


3j62 


80 


1j27 




tt^ — 







£j6j 


11! 


25Z_^ 








— 


3364 


11?. 







— — - — 

— 


££696 


- — 


3365 








jj29 


j>3697 


— 

B 


3366 


— 


— 

— 




3330 


j3698 


B 


3367 




2290 




JJjl 


j3699 


B 


3368 


19 


4071 




7—^ — 


£370^0 












j33j 


j3701 


- — 

C 


— — 

3370 




— 

18j 




jj:>4 


j^702 


C 


3j71 


44 


28j 






JV703 




3372 




^ 







j j 704 


- — 

B 


3j>73 




j84 




3337 


33705 


B 


3374 


709 


773 


















3339 


33707 


B 


3376 


83 


1229 




3340 


33708 


B 


3377 




1512 




3341 


33709 


C 


3378 


30 


200 




3342 


33710 


A 


3379 


3 


322 




3343 


33711 


A 


3380 


530 


1489 


YAGNESHPPSLPRYLRRSRHCG 

CRPPPLPVPTPTQACNAPQRRR 

TTSTSLACLGRAGLWLPSVSSP 

YLVLSSCQEQPHHCCPPSTPRPS 

WSPLPGMPSA/SSPGQVPAQGD 

LSQEDSSDSPPAEQVLPPSSGSH 

NTLYLGCKRFSAFILNCEPPSKL 

LKARPQVSELSWNPDFVAS/SA 

ARPRDGPCSTGRQSASKTPPPPS 

HPHTGHSLWSEEK*KDSDSRPN 

QSAFPGCSVDLQFSHKLRPYLI 

HP/SESLGTVGNRPSQEGHELPP 

APFSRMGPEQHLPVVVLPFTGA 

FAVVLPCPFLVSSSAWHFKVKH 

PSIPLLRGEK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3344 


33712 


A 


3381 


296 


1255 


YAGNESHPPSLPRYLRRSRHCG 

CRPPPLPVPTPTQACNAPQRRR 

TTSTSLACLGRAGLWLPSVSSP 

YLVLSSCQEQPHHCCPPSTPRPS 

WSPLPGMPSA/SSPGQVPAQGD 

LSQEDSSDSPPAEQVLPPSSGSH 

NTLYLRCKRFSAFILNCEPPSKL 

LKARPQVSELSWNPDFVAS/SA 

ARPRDGPCSTGRQSASKTPPPPS 

HPHTGHSLWSEEK*KDSDSRPN 

QSAFPGCSVDLQFSHKLRPYLI 

HP/SESLGTVGNRPSQEGHELPP 

APFSRMGPEQHLPVVVLPFTGA 

FAVVLPCPFLVSSSAWHFKVKH 

PSIPLLRGEK. 


3345 


33713 


A 


3382 


81 


702 


RAAFSPPAPVSSLPAPVSSPPAS 

TSCPPAPVSS1.PAHASSPPASTSS 

PPAPLSSAPAHTSSLPAPVSSPP 

ASTSSPLVAGSGGSTTRSLPPGL 

GALLTHSVAPYPGGQPPPAAAD 

DPTMAPAGWGSHNPRGCSCSP 

VAAGAG PFPASF*GPLR* AGSQ 

TFQILQVEVFLVVRHFSPSTP/PS 

VMLYPPPPSTPPTLRAPRPPIPPS 


3346 


33714 


A 


3383 


3 


231 


PMLLEVSVADRDAV*TFWQAPI 
GESQQGALGFWSKALQSSADN 
NS/PFQ1TMQPELPIMNWVLSVP 
SSHKMGHAQQH 


3347 


33715 


A 


3384 


3 


355 


KIPGTSTSVKFLGVQ*CGTCQDI 

PCk'Vk'rwi t m a pptiv vc a r\x> 
r >1S. V IS-L/ivlyLnL-Arr 1 JivJvdA^K 

LVGLFGFWSQHIPHLGELLRPIY 
RVTRKAASFEWGPEHEKALQQ 
VQAALQAALPLGPYDPADQPL 
CNLNCLS 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3348 


33716 


A 


3385 


2 


1076 


LCQRLLLAEPNEKPGSLGNVM 

AVARIE1GICEYYHEKTTEKALD 

SHGVLAGSTIKGVRSFQRNLEL 

KLPATERATANAIEI .I.TVLDQA 

YENFAPQILPSTGSPTSQETAQF 

KANQNKPLVRGKGSPHEAIRYl 

SAAHREWKPA1LTSAIRSFCST 

WLVFTSKNFPKLVTQHGSTIAG 

NGQSSDETQVQGAAWKSDSRG 

TKRQIPTWILAEGNNAGAQLDI 

PGPTIPAPNCSLKVPQSWSTTPS 

MPSSLGKAYWLLACYWALVET 

E/RLAMGHQVTM\KPELPVMN 

WVLSDPSSHKVGGAQQHSINK 

WKWY1RNRARAGPEGTTLPLT 

KALTLWLKKYSNVLMLVEFTG 

LTMFPDILKQLE 


3349 


33717 


A 


3386 




1416 


MAQYPILDFLKVGQLLGNCAL 

GKGNDQTFRGLLDTGSELTLIP 

GDPKHHCDPPVK.CAAIDLANA 

FFS1PVHKAHQKQFAFGWQGQ 

QYTFTVLHQGCMNSLALCHNLI 

QRELDCFLTPED1TLDHYIDDIM 

LIGSSEKEVANTLDLLFWDYRH 

EPLRLANYSPFERQLLACYWAL 

VETECLMMGHQVTMRPELPIM 

NWVLADPSRHKVGNAQQHWK 

CAVHT/1IKWKWY1RDWAQAG 

LEGTS*LYWPRASRYQQGHQD 

LFILRSDLPSQVFIRDKLMERRN 

RRTGRTEKARIWEVTDRTVRT 

W1GEAVAAAAADGVTFSVPVT 

PHTFRHSYAMHMLYAGIPLKV 

LQSLMGHKSISSTEVYTKVFAL 

DVAARHRVQFAMPESDAVAM 


3350 


33718 


B 


3387 


50 


693 




3351 


33719 


A 


3388 


153 


578 


ARIQ/GSRNQGVEVEVAPLTVT 
PSDPLANVLLPVPATLPSAGLEI 
LVPEEGRLPPGDTTMMPLNWN 
LRLPHGHFGLLLPLNQQAKKG 
VAVLGGVIALDCQDEISLLLYK 
GDLTVMVEDK.EEQNHILHGSR 
QREREPSKTGSPL 


3352 


33720 


A 


3389 


3 


402 


GRHAVGDIEAEDGGGVRGPHP 
GGVYGLQQSHPGGGDPVWED 
GHPGLPGAQQRGQ*RQQACAH 
HKSPSGAG*G*LPGP/AQS/AGN 
PDPKSPGPAPCLVGSSRNETPG 
AMGAPSRNGSPPTAGLGVGDG 
TGSPSEAV 


3353 


33721 


A 


3390 


141 


320 
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SEQ II) 

NO: 


SEQ ID NO: 
ol' peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


3354 


33722 


A 


3391 


1 


464 


HLKGLGNDTPRVCSCLIG*T*LC 
DCH*LQ\EASPTSVEVREPRTSV 
NKD/SPKSLLYSCSYSYFDEPVE 
LRSSSFSSWDDSSDSYYETHLL 
HLKLV*PNLAVFNCRPTARRKP 
D Y EPVENTDEAQKTFCKTAHN 
LWSLTFPFPCLL*YETRARLER 


3355 


33723 


A 


3392 


3 


1189 




3356 


33724 


A 


3393 




867 


PGRPT/LSEWI/QNTLGVNVEHK 
TTSKASLNPRDTPPSVVNEDFL 
HDLKETN I SYSQEADDRVFRAH 
GHCLHEIFLLTEGMFER1PDIVL 
WPTCHDDVVKIVNLACKYNLC 
IIPIGGGTSVSYGLMCPADETRT 
IISLDTSQMNRILWVDENMLTA 
HV*AG1TGKELERQLKESG\YCT 
G\HEPRFPWSSSTVGGWVSTRA 
SGMKKNIYGNIEDLE1VHFSDN 
DLSCIELDRL1E1VLPSSGIPLLD 
GYSTEIHMPVHLETSTTMCIVTP 
IHSSMKLETLRMSMSINCRK.DK 


3357 


33725 


A 


3394 


' 


890 


MSKSESPKEPEQLRKLFIGGLSF 
ETTDESLRSHFEQWGTLTDCVV 
MRDPNTKRSRGFGFVTYATVE 
EVDAAMNARPHKVDGRVVEP 
KRAVSREDSQRPDYFEQYGKIE 
V1E1MTDRGSGKKRGFAFVTFD 
DHDSVDKTVIQKYHTVNGHNC 
EVRKALSKQEMASASSSQRGRS 
GSGNFGGGRGGGFGGNDNFGR 
GGNFSGRGGFGGSHGGGGYGG 
SGDGYNGFGNDGSNFGGGGSY 
NDFGNYWJQSSNFGPMKGGNF 
GGRSSGPYGGGGQYFAKPRNQ/ 
GGYGGSSSSSSYGSGRRF 


3358 


33726 


A 


3395 


2 


441 


DG M EK V DTAMN ARPH K VDGR 

FVEPKTAVSREDSQRPGAHLTV 

IKM/FKE/DTEEHKL R D Y 1 EQ YG\ 

p-r^pcr^r - ' a r: x:r\f i> op r~* r\ v> r~ 
UUNribULAUrUUKoOuuK uu 

SGNGYNRFDNDGSNFGGGGSY 
NDFGNYNDRSSNFGPIKGGNFG 
GRSSGPYGGGSQYFAKP*NQ 


3359 


33727 


A 


3396 


3 


404 
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SEQID 
NO: 


SEQ 111 NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3360 


33728 


A 


3397 


2 


762 


MNARPHK.VDGRVVEPK.RAVSR 

EDSQR.PGAHLTVKKIFVGGIKE 

DTEEHHLRDYFEQYGKIEVIEI 

MT\DRGSGRKRGFVFVTF\DDP\ 

DSVDK1VIQKYHTVNGHNCEV 

RKALSKQEEMASASS\SQRGRS 

GSG\NFGGGRGGGF\GGNDNFG 

RGGNFSGRGGFGGSRGGGGYG 

GSGDGYNGFGNDGSNFGGGGS 

YNDFGNYNNQSSNFGPMKGGN 

F\GGRSSGPYG\GGGQYF\AKPR\ 

NQGGYGGSSSSSSY\GSGRRF 


3361 


33729 


A 


3398 




3737 




3362 


33730 


A 


3399 


5 


633 


DLRJEWSWARRTAWEPRGKRV 
RGK*AFKEIQCP*QQKE/SMSGL 
LLLKVVAKEMTWLPPLSAIQAP 
GKVEPTKFPFPNKLMFSWWYIE 
TTTASAKVIGYKPSVLNCATLR 
VQIMSH YHSYRHLASLLVEGSA 
TLPGHSH I LGPLIRHPDKVSAGK 
PRVLGLQLLKEDCSSQPAAKPQ 
GPHRLCSSL1LHRARARLGPEQ 
RETKVPFSKGTTH 


3363 


33731 


A 


3400 


2 


816 


QVPTMVDWAGWSPGLWTTCS 

GTGGGGAEQGWANWSLVLPG 

VLAGTSLETFSPLS*GLTFSSLLL 

MQ1SAASLNFSSENGIFFSTTLP 

GCKFSKFLCSASLLKWNAFSST 

QVTS*MLCCSEISSTRYPKSSL* 

SSKFHKSLEQGQNAASLFAKT* 

rvrcm i ni DTCccCDCtrnrnrc a \i/ic 

LSISLSVFLSKLFDKSLESSKLS\ 
TFSSVLLSPPNCSNLCLLPSFKV 
ACTFLGTFLRSTSLHWYQFTVL 
VCFHPADKD1LKSEKKKRCKEK 


3364 


33732 


A 


3401 




485 


LFKAVLHDPHLKLLSLYGTSLS 
HTDVSHLCETLKHTTCKIEELM 
LGTCDISDEGCEDIASVLACNS 

rvLlHLoLV ElNrclS.UrvKlVl\CLCA 

LETLMLMYCCLICVSCEDISHV 
LFCSKSLSLLDLGSNFLEDNEV\ 
HLLCEALKH*DACKTWRSLNF 
DWVGYLGC 


3365 


33733 


C 


3402 


952 


1 164 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 




SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for hist amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


3366 


33734 


A 


3403 




163 


IAVSKQDPITSLEQEKEPWNMK 

ICEMVDESPAMCSSFTRDLWPE 

QDIKDSFQQVILRRHGK.CEHEN 

LQLRK.GSASVDEYKVHKEGYN 

ELNQCLTTTQSKIFPCDKYVKV 

FHKFLNANRHKTRHTGKKPFK 

CKKCG KSFCMLLHLSQHKRI HI 

RENSYQCEECGKAFKWFSTLTR 

HKRIHTGEKPFK.CEECGKAFKQ 

SSTLTTHKIIHTGEKPYRCEECG 

K A FN RS SH LTTHK 1 1 H TGEKP YK 

CEECGKAFNQSSTLSTHKFIHA 

GEKPYKCEECDKAFNRFSYLTK 

HKIIHAGEKPWNCEECGKGFN 

WSSTLTKHKRIHTGEKPYKCEV 

CGKAFNESSNLTTHK.MIHTGEK. 

PYKCEECGrCAFNRSPQLTAHK.il 

HTGEKPYKCEECGKAFSQSSIL 

TTHKR1HTGEKPYKCEECGKAF 

CGKAFNQSSTL 1KHRKIHTRQK 
PYNCEECDN 1 FNQSSNL/N*/HK 
IIHTGEKLYKCQECGKASKQSF 
TLTKH*1LFNK 


3367 


33735 


A 


3404 


3 


345 




3368 


33736 


B 


3405 


282 


694 




3369 


33737 


A 


3406 


586 


1403 


VSETALADGRCWFRKCQSHLC 

LASTTGKC*TSTLQSGRDYTEN 

GESAQEGETGLPERRLAHCT* L 

AEVHRRQPD*TQENRP/SKMGI 

MTSS/AAKDHLDNKCQRQDSIP 

G SS RG PSPLTMG AQDTLPV A A A 

FTETVNAYFKGADPSNTPSVLV 

EQLLSKRRSNPIMDHGGHKVPC 

SLPPLLTHPNRRQRELKMYGSH 

KAVAQPSPLQDRLQQCAVPTP 

VTGWTNSRAALGDIFSTWGSLL 

LRTSTPKKAAARARPMCPCPGA 

YNTSYPLAPYFWR 


3370 


33738 


A 


3407 


1 


421 


FRHSMNGCEKDSSSTDSANEKP 
ALIPREKKISILEEPSKALRGVT 

UrlN Iclvo VIS.UHs^Kk_. I V jL 1KYK 

VMIKEEVDSSVK.K1K.AAFAELH 
TCI I DKE VSLM AEM DKVKEE A 
ME1LTARQ\RKAEALKRLTDL\A 
S\QMAEMQL 














QMAEMQLAELRAEIK/*WFSEN 
ELGNSDLCSYSCYCLAAQKLSC 
QC YLGGTAHSAPG 1 A ICRKTSQL 
I*PLP 
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SEQ ID 

NO: 


SEQ II) NO: 


Mel 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


3372 


33740 


A 


3409 




756 




3373 


33741 


A 


3410 


2 


1849 


qrrrrntpgwsgfqgltrapa 

lfprlifqsssetrllsgtllwip 

raystrskmaelnthvnvkek 

iyavrsvvpnksntme1vlvlqq 

fdfnvdkavqafvdgsa1qvl 

kewnmtgkkknnkrk.rsk.sk 

qhqgnkdakdkverpeagplq 

pqppqiqngpmngcekdssstd 

sanekpaliprekkisilef.pska 

lrgvtegnrllqqklsldgnp 

kpihgttersdglqwsaeqpcn 

pskpkaktspvksntpaahle1 

kpdelakkrgpn1eksvkdlqr 

ctvsltryrvmikeevdssvkk 

ikaafaelhnc1idkevslmae 

mdkvkeeameiltarqkkaee 

lkrltnlasqmaemq\laelr\ 

ae1khfvserkydeelgk\aar 

fscd1eqlkaqimlcgeithpk\ 

nnyssrtplqapcwpllna\ha 

anlwgkqsnf\srkssthnkps 

egkaatpkmvsslpstadpslr 

AMPANKQNGSSNQRRRFNPQY 
rTNTNR\LNGPAKSQGSGNEAEPL 
GKGNSRHE1 1RRQPHNGFRPKN 
KGGAKNQEASLGMKTPEAPAH 
SEKPRRRQHAADTSEARPFRGS 
VGRVSQCNLCPTRIEVSTDAAV 
LSVPAVTLVA 


3374 


33742 


A 


341 1 


1 


489 


MAEVQVPVLHGRGHLLGRLAA 
IVAKQVMLGWKVVVVRCEG1N 
ISGNFYRNKLNCSFRTPSCIFRW 
TVRGMLPHKTKRGQAVLDHLQ 

VrUUlorLY LUVN/rvKlVl V VrAAL 

KVVRLKPTRKFAYLGRLAHEV 
GWKYQAVTATLEKRKEKA*IH 
YRKKKQLMRLRKQA 


3375 


33743 


A 


3412 


2 


260 




3376 


33744 


A 


3413 


1 


612 


AEVQVLVLDGRGHFLCRLADI 
VAKQVLLG\RKVVVVRCEGIN1 
SGNFYRNKLKYLAFLRKRMNT 
NPSRGP\YHFRAPSRIFWRTVRG 
MLPHKTKRGQAALDRLKVFDG 
IPPPYDKKKRMVVPAALKVVR 
LKPTRKFAYLGRLAHEVGWKY 
QAVTATLEEKRKEKAKIHYRK 
KKQ LMRLRKQA EKN V EKK 1 DK 
YTEVLKTHGLLV 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IInknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3377 


33745 


A 


3414 


734 


1488 


MTKDPWLKQSGSSDTSPAASP 

GHFRAVPRAPRARGTVVHHRH/ 

LCLSSWPSSS/RVPPGCASYTPA 

STAAGALPYQAQRRQGVLRRY 

TTYLRV*HFLPRGLPEGFQRGP 

RVPPPPPCPMAAEPELGHALKL 

LD\LRE1VSFLYYFFFFFLRRSLT 

L SPG WRDLG SL Q\P LPH G F K_A I F 

/SCFSLLSGWD\YRHTATHAQL1 

FVFLVEMGF/TPMFARMAS1S*P 

CDPPDSASQDAGITGVSHQVW 

RERLFLDEGGGGCP 


3378 


33746 


A 


3415 


48 


966 


WSQVVTIVTVVVTVSGSNHGN 
HTQASHEGYRHPMRAQVSH/G 
ECR/PSHEGHRHPMRTQASHEG 
HRRPMRTQASHEGHRHPMRTQ 
ASHEGHRHPMRGTGVP*EHRH 
PMRAQASH/GEHRR/HH/GEHSC 
PMRAQASHEGTGVP*EHRC/HH 
ENTGVP*GHRCPMRMQASHAG 
HRHPMRVQASHEGHRCPMRTQ 
VSHEGHRRPMRVQASHENTGV 
P*GAQASHEGTGVP*EHSHPMR 
AQASHENTDVP*GVQASHEGY 
RRPMRTQA SHEG H RCPMRAQT 
SHENTGVP*AAQYRP*EAGAPQ 
GGQGWQETGADRST 


3379 


33747 


A 


3416 


8 


432 


NSKLPPVVTSQQMRFMY/DPQT 
DQHMK1\FPEQLPLDEFLQKTDP 

1/ HDA X! VIT LJA\/T \/UCmMLIPr 

HYVVYLNPKGDGKWCKFDDD 
VVSRCTKEEAIEHNYGGHDDD 
LSVRHCTNAYMLVYIRESKLSE 
VLQAVTDHDIPQQL 


3380 


33748 


A 


3417 


38 


2865' 


SFRWDSKKHTGYVGLKNQGAT 

CYMNSLLQTLFFTNQLRKKLL 

MGALPWEGALAPWV*ALDTDP 

SLPCSTCLTTARTCTSL\QQCHA 

DQCRWQTRWQGSSRW*WQQE 

EIGQEREEGVEYAKRVLLGPPY 

SISDCTHMESSLPPCSS*DPGSF 

QFHEERAEDEKSEGRGPSCSCT 

QPPPW*SLGEGLGECR*ESSSSY 

CSLAGLSLHP*ETRGERLQEAS 

QGQPESPFGEV*HPALVSLDLA 

E*QGRAEKHGCTETH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possinle nucleotide insertion) 


3381 


33749 


A 


3418 


2 


3515 


YVRVSLPPPPPAAGRPGAAVAD 

DAREEEEEAAPPPPPPPPPRLAA 

ARPPGSQPRPPAAGEAQAAAD 

MNHQQQQQQQK.AGEQQLSEPE 

DMEMEAGDTDDPPRITQNPV1N 

GNVALSDGHNTAEEDMEDDTS 

WRSEATFQFTVERFSRLSESVLS 

PPCF VRN LP WK I'M VMPRF YPDR 

PHQK.SVGFFLQCNAESDSTSWS 

CHAQAVLK1INYRDDEKSFSRRI 

SHLFFHKENDWGFSNFMAWSE 

VTDPEK.GF1DDDKV 


3382 


33750 


B 


3419 


36 


335 




3383 


33751 


A 


3420 


2 


1602 


CRLKTTAFSSPSSRHITACLPRF 

WQICSLPKHL1PPEAPPVGMS*R 

RRKPVWVKSMMLG*RIP*GKR 

DPPTTAKCRTCSPQEETGPAGT 

QGQAARQLERRKLPPYVQT/PP 

RPDQL KG VC SLQTD AI SL APTA 

ERHSRLLPPPSRQQPTSAGTEA 

GACPNTRRPSGLQLPAAV\QTPS 

GQTPSVPKPGLEPTSLPVGSG/PI 

SASHSQ/PVSKINKK**VCESPY 

METFP*DAKRTRHKRADTARR 

G EPLRPRTS VPRRTVPA PS EK.LR 

G SRRGEPTPA A PRRDPRR AGS L 

THAGPPGG*RHR*PGWPRGTA/ 

A KTPVA AEALI AAAAPLALH RI 

PLGAPPQLPAAPAP/RLALALRG 

ASAA/RPRVAPSAASPQRCLLR\ 

GPPSPQPSPAPGPVAPSAQGRG 

AVPGGVLAVLLPGAPRLSGKRP 

AAPRGGDTPAQGQVPLAARAP 

REGPGHGREPVIEELERRGAEL 

RSGKGGTRSEGVRGGRARGIV 

YGGAHGPEVGKDKMPLKPRNL 

SAPVAIGGLLHGAGIRFLNLAL 

HSPAVDFGQIT 


3384 


33752 


A 


3421 


3 


498 


IIDPTQYRPMVPNKVSSPC*WLP 
TITQVHPDNEAEPIPS/PARSCAP 
ICGVP/AYGSPLSQSSVS*TRQ*F 
PSCSQSL**GSPTLVNPKTAYT* 
NSGSRGG/VSFDEDTSQHCYPG 
TG*GQQPLQ*SRNHAGPPGG*M 
T*VTGVAERDK/PPKTPVGRRG 
THSQPPRRSP 


3385 


33753 


A 


3422 


1 


270 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3386 


33754 


A 


3423 


1 


1899 


MGFCH1GQAGLKLLTSKDLPAS 

AFQSAGIAGFWLLDGISGPILGQ 

REACCPAGNSNKELKQENSAL 

AEQLQVVL1DKAGMQCDLEEL 

KKKLELTELTLQQLSSWCEAPD 

ANQQLQQPTDERAQLEAHLGQ 

VMEWLKYLQMEREQYAEYLH 

GESAMWWQRMREMSEQIGHLI 

VPG1CEMGGAQPEVVMGLGFV 

EVHTLREERVHSMSRVQELETI 

LAELRNQVAEPLPPEPPAGPSE 

VEQKLQAEAEHLWKELENLAG 

QLQAQVEENEGLSHLNQEQE\G 

LLRLLEQEEK.LLEQEERLLEQE 

ERLLEQEERLLELQESLLEQKR 

KAASFLSTPTPGAPSRALRGK 

YVTSYQSQRSV/REDVDRENEY 

ISRLAQDKEEMKVKLLELVLQL 

VGDCNKW1 IGRFLA AAQNPAD 

EPAPWDPAPQEIGAANKQGGLF 

PGCCLVTPGGFHGDCRGAYGA 

QSSPDSQQAQNPDLAVAGKAA 

FWEFKEHQESLTLLKSWGRRK 

SGSGQAAQLREGSRCAAARRH 

LARALPAARMPKRKVISTEGAA 

KEEPKRTSA SLS AKPPAKVEAQ 

PKKAAAKDKSSDKKTQTKGKR 

GAKGKQAEVANQETKEDLPAE 

NELSSLYSFYARSLILAFI1HLRM 


3387 


33755 


A 


3424 


198 


364 


FL1I+YEG1NCSRIVNLTRTAWCF 
FSG * 1 FRQKKCKQKGKGEQREN 
RPEVANPRN 


3388 


33756 


A 


3425 


3 


238 


GVCPPRGRSCSDFKADSLYSFP 
CPSRCGS*ESSTQTCSGFWTGCT 
ALHRWRGMPERCPPESRDS*TR 
FPQSSLPGHKT 


3389 


33757 


A 


3426 


3 


681 


H1RGPRYSGHHSAFGCPYSDMN 
LKKEATLHDRLREQTQANXLES 
DSSHSKSKSLCSLNFNGKHEKV 
NSQPRLVQQAKCLKIKGKED1D 
LDNLFREYSVEQAQQVLHQSV 
SMSTVSAHPFRDLPLGREQHCK 
LLPGVADIRASQVARWTVDEV 
AEFVQSLLGCEEHAKCFKKEQ1 
DGKAFLLLTQTDIVKVMKIKLG 
PALKIYNSILMFRHSQELPEEDI 
ASGQEVRG 
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SEQ ID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3390 


33758 


A 


3427 


30 


981 


TQDPWPSLPVLWSRASSDPAAG 
HRAEH1*TYWPWKLEGT\D1WL 
VLYMPLVQPDNFIKKHSHLPTY 
CLFKEDVKFPFRTCRLTYCWLN 
YTEE1TYLHTKKVSVGQSAVRE 
EFAAACTWSIRIGEKLAILLSLY 
LCRQQALLNMRMSVPIHESGV 
AQRSPVMDKLAQYSVEQAQQV 
LHQSVSMSTVSAHPFRDLPLGR 
EQHCKLLPGVADIRARQVARW 
TVDENLHGL1QTKQTPHLDESIS 
KGESPALVVTELRMCMTATEP 
LVPTKNPYQERGHIGDSFLHYT 
DQEPQPWDQSSVHPTPAP1YSV 
SSGFRVTRGSDI 


3391 


33759 


A 


3428 




864 


MVSALPEVGRAQILRLIAYIRSP 

APPVVGVERAARRPAQAFGLV 

ALPSTDATVFANQPLARACIGA 

A RHREPDAPGQSA WVG EECLK 

DALRSPETPKLGSLSPPCQDTRP 

GRASNDFSLEMGYSSLSAARLK 

IHGQVFQCCGPGPLRTL\HWTQ 

S*TYLN1LALET*GAQNQP*EW 

QAVD*GAPGLFSMTLGVFPR/RL 

PQHPKQIICFQNYEYSVEQAQQ 

VLHQSVSMSTVSAHPFRDLPLG 

REQHCKLLPGVAD1RASQVAR 

WTVDEPYSSAPRGPELSAGANS 

SRGA 


3392 


33760 


A 


3429 


201 


336 


QQTPGKAVHAPFIADQSLT*EL 
VSVFPQFQLFPYRR*DSHSGKS 


3393 


33761 


A 


3430 


600 


768 


TDTSSYHGSG*PAR/NG*MHSFI 
RCLLLK*GIEPCALNGDSVLKS 
RTDVTFTPVN 1TTKVKS VEMHN 
EALSRALPGDNVGFKNVSKMF 
VMATLLFSDCIHNTFDQMWRT 
KEHNEARWSLQSSGDKVMKEN 

ALGESLISCRERAEIEIVDKQTQ 
ALIMGVADLQGRVNAQLHQVS 

1 VrvVKlJWrvtvIvlUr YJNLcUO 1 V 

GRTLIK.LWTLSL 


3394 


33762 


A 


3431 


1655 


1841 


EHQAEAEGGDGGPRSLPMKPG 
SPLMPDKAQRKQVRSRHGRGG 
RGGG*AGPGIPGKPGSPVSP 


3395 


33763 


A 


3432 


1 


1773 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 


3396 


33764 


A 


3433 


648 


1884 


LDPEVAWAKWQHSTVKGPQK 

QFAFSWQGQQYTFTG LPQGYIN 

SLSLCYNL I PRDPD/RL/SLLQN I 

TLVHYIDDIML1GSSEQELAYTL 

DLLVRRLCAKGWEINLTEIQEA 

STSVKFLRVQWCGACQD1PSK 

MKDKLLHLFPPTTKKKASLFGF 

RRQC1PHLECGPEQEKALQQAQ 

AAVQAAVPLERYDPADPMVL/ 

V/ELTWLWPLLSAQFASSGDQH 

*ALHMAPFLGVVSQLPGGKLIIL 

DIFHHGKGRVLFSLE*TLTPDM 

GLPILHIMLLPRLPSVNSQNALS 

TVMPGFTGPG1KGWKWHHSPS 

PLVIH*QNFCFLFP*HYVLLA*R 

S*FQRKEPCHQET*Q*FH*TGS* 

GCQLDTLGSCYF*VNKLRRELQ 

CWLG*LTQTIKMKSVYYSITEN 

CWMKRSPVKRRK1LELEEA 


3397 


33765 


A 


3434 


1 


2223 




3398 


33766 


A 


3435 




1078 


MNKEMSGQTFVGKQNSVRMP 
K1ISGLGVQKPNRQWRLVQDLR 
1INEAVVPLYQAVRNPYTLLSQI 
PEETGWFTVLDLKDALFC1AVH 
PDSQFLLAFEDPLNPTSQLTWT 
VLPQGFRDSPHLFGQALAQDLS 
QFSYLDTLVLRYVDDLLLAAPS 
ETLCHQATQVLLNFLATCGYK 
VSKLKAQICSQQVKYEGLKLSK 
GTRALSEERIQP1LAYPHPKTRK 
QLRGLLG1TGFCQIWIPRYSEIA 
RPLHTL1KKTQKANTHLVRWTP 
EAEAAFQVLK.KALTQAPVLSLP 
TGQDF\SLYVTEKTGIALGVLTQ 
HYGEERNS*LPTEYLSNIRKPLG 
DYYWLYRNLKRWQSYTARVIR 
KERKGK 


3399 


33767 


A 


3436 


1 


1677 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
ol peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


3400 


33768 


A 


3437 


1 


2052 


MVLVVVAVVVVVLVVAVIVV 
VVVVVAAVVVGAVVVVVVVV 
MVVVVVVVVVEEDNQHKTGA 
INNNNTAKNPQQSPFHSPATST 
GAEATQMRRNQKTNPHNMTK 
QVSLTPPKITLAHQQWIQTKKK 
YLIYLKKHSGVNKIPRNPTYEG 
CEGPFQGELQTTAQQNKGGHK 
QTEDHSMLMDRKNQYCENGH 
TAQAVPNPYTLLSQIPEDAEWF 
TVLDPKHAVFCIPVHPDSQFLF 
AFEDPSNPMSQLIWTVLPQGFR 
NSPHLFGQALAQDLSQFSYLDT 
LVLRYMDDLLLATHSETLCHQ 
ATQALLNFLATCGYK.VSKPKA 
QLCSQQVKYLGLKLSKGTRTLS 
EER1QPILGYPHPKTLK.QLTAFL 
G1TGFCQIWIPRYSKIARPLNTRI 
KETQKANTHLVRWTPEAEVAF 
QALKKALTHAPVLSLPVGQNFS 
L Y VTE KATG I ALG VLT/PGTS AQ 
LAELIALTRAPELGEGKRVNIY 
ANSIGREREFLTSKGTLVKHQE 
AIKRLLLAVQKPKEVAVLHCW 
GHQKGKEREIEENRQADIEARR 
A ARQDPPLEM LTEGPLAFELA 

\/fA TAD ACT QT A lUUPPI DDDDn 

TRCWLPSLR1RQGVCCIPDPAR 
A1TLTAWPKIPFLGIRKAKNPRS 
EKTRLATILEAACCHFGSGPPPS 
WELWEQGPPVTVQTH1LRSHL 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


3401 


33769 


A 


3438 


294 


2340 


EKCRHNCSSRVWQSLVSQSVW 

ATEGQYGRTKNARPVQVKADS 

ASFPYQRRYPLRLEAQQGLQK1 

VKDLKAQGLVKPFNSPCNTPIL 

GVQKPNGQWKLVQDLRI1NEAI 

VPLYPAVPNPYTLLSQIPEEAE 

WFTVLDLKDAFFCIPVHRESQF 

LFAFEDPSNPTSQLTWTVLPQG 

FRNSPHLFGQALAQDLSQFSYL 

NTLVLRYLDDLLLAAHLETLCH 

QATQKKTGIALGVLTQVQGTSF 

QPVAHLSKEIDVVAKGWPHCL 

WVVAAVAVLVSEAVKIIQGRE 

LTVWTSHDVSGTLTAKGDLWL 

SDNLLLNQALLFKRPVLRLHTC 

ATLNPATFLPNNKEK I EHNHQQ 

VIVQTYTIQGDLLEVPLTDPDL 

NLYTNGSSFVEKGLRKAGIHPS 

RQWTPLWPKAGPEMLSKRQVL 

ESGILKAFLVPYLLVAVLGS1DF 

NGKPPVAVFSLSQAHRFLCAT 

WLLLGYGEVW1HSHTAIKTYQ 

RRRSQDGR1GTAPVYSSQRERR 

RRRVISAFPSEGIPTDLQLRVLS 

VRRKTNKQKGHPHQKPICTSPS 

SRPKVDKTTKMGKKQNRKTGN 

SKTQSASPPPKERSSSPATEQSW 

MENDFDELREEGFRRSNYSELR 

EDIQTKGKEVENFEKNLEEC1TR 

ITNTEKCLK.ELMELKTKARELR 

EECRSLRSQCDQLEERVSAMED 


3402 


33770 


A 


3439 


2 


350 


YKVSKPKAQLCSQQVKYLWLK 
LSKGTRALSEERIQP1LAYPHPK 
TLKQLRGILGITGFCRIWIP\R*S 

or 1 Kj(jL,/r oLi I V 1 E-c. 1 UJALOIL 1 

QVQGTSLQPMEYLNKE1DELDQ 
GRTH 


3403 


33771 


A 


3440 


1 


897 




3404 


33772 


A 


3441 


1 


429 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


3405 


33773 


A 


3442 




957 


NK.IPRNPTYEGCEGPFQGELQT 
TAQQNKGGHKQTEDHSMLMD 
RKNQYCENGHTAQAVPNPYTL 
LSQIPEDAEWFTVLDPKHAVFC 
IPVHPDSQFLFAFEDPSNPMSQL 
IWTVLPQGFRNSPHLFGQALAQ 
DLSQFSYLDTLVLRYMDDLLL 
ATHSETLCHQATQALLNFLATC 
GYKVSKPKAQLCSQQVKYLGL 
KLSKGTRTLSEERIQPILGYPHP 
KTLKQLTAFLG ITG FCQI Wl PRY 
SKIARPLNTRIKETQKANTHLV 
RWTPEAEVAFQALKKALTHAP 
VLSLPVGQNFSLYVTEKATGIAL 
GVLTQELVLSWQN 


3406 


33774 


A 


3443 


146 


1303 


EKCRHMCSSRVWQSLVSQSVW 

ATEGQYGRTKNARPVQVK\DS 

ASFPYQRRYPLRLEAQQGLQK.I 

VKDLKAQGLVKPFNSPCNTPIL 

GVQKPNGQWKLVQDLRIINEAI 

VPLYPAVPNPYTLLSQIPEEAE 

WFTVLDLKDAFFCIPVHRESQF 

LFAFEDPSNPTSQLTWTVLPQG 

FRNSPHLFGQALAQDLSQFSYL 

NTI.VLRYLDDLLLAAHLETLCH 

Q ATQK K.TGI ALG VLTQVQGTSF 

QPVAHLSKEIDVVAKGWPHCL 

WVVAAVAVLVSEAVKI1QGRE 

LTVWTSHDVSGTLTAKGDLWL 

SDNLLLNQALLFKRPVLRLHTC 

ATLNPATFLPNNKEK1EHNHQQ 

VI VQTYTIQGDLLEVPLTDPDL 

NLYTNGSSFVEKGLRKA 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codoii for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l Inknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3407 


33775 


A 


3444 




1647 


MNKEDYNDDDDNGDIKYLPDI 
KTGYNKTVQIPITSENSTVGLSN 
TEADEMDRLKCERDDALKEVN 
TLKRRTKGGKHLTLKVTYTLSE 
TNLHKNYLWECILMGQLGCYE 
ILRKPSPALGLTPEHKGNVGHT 
GEKTGAG/PATSRPPDSFPN**G 
PPFNPNGTKGDRQRGKQQTKE 
CQYSPIMPTPSSGRRRIWSSQ\R 
HVPFSLSDLIDLAVPNPYTLLSQ 
IPEEAEWFTVLDLK.DVFFCIPVH 
PDSQFLFAFEDPLNPMSQLTCT 
VLPQGFRDSPHLFGQALAQDLS 
QLSYLDTLVLQYVDDLLLAAC 
SETLCHQATQALLNFLATCGYK 
VSKEKAQLCSQQVKYLGLKLS 
KGTKALSEECIQPILAYPHLKTL 
KQLREFLGITGFCRIW/NFQALL 
LERPVLQLCTCATLNPVTFLPD 
NE\EEYNCQQIISQTYATRGDLL 
EVPLTDPDLNLYTDGSSFVEKG 

T>C\V A C\ PPT? A \n ACHTCI TDT T.D 

NGRS1PA TLALESKELVKSVRA 
LLDMDCAIPFLVGTSIVDPYLK 
YEPTTK.N HLIMVQG EKNCITGR 


3408 


33776 


A 


3445 


1 


2217 




3409 


Villi 


A 


3446 


1 


749 


MNQSDQEMTGAFVHMKSYTG 
L1SGVAVKMERHIYQDRR1AIEK 
EFNSCRTGCMGDWSFTITQIRL 
LENTGIRVFKDNLVEEAEWFTV 
LDLMDAFFCIPVHPDSQFLFAFE 
DPSNPASQLTWTVLPQRFKNSP 
HLFGQALAQDLSQFSYLDTLVL 
RYMDDLLLAAYSETLCHQATE 
ALLNFLATCGYKVSKPKAQLCS 
QQVKYLGLKLSKGTRDLTTFLP 
VNEEKIE/P*LSTSNCSKLRCSRG 
TSRGSLG 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3410 


33778 


A 


3447 




1374 


MPLLQMIATPLQQSLISTEDEM 

DELTEVGFERWVITNFTEEPSPA 

LGFTPEHKGNVGHAGKGPLESS 

SPDPFLCGQEKQEKGAGLLHRQ 

YPLRLEAKQGLKKIVKDLKAQ 

GLVTPCSSPCNTPTLAVQKPNG 

QWRLVQDLR11NEAVVPLYPAV 

PNPYILLSQ1PEEAEWFTVLDLK 

DAFFC1PVHPDSQFLFAFEDPSN 

PMSQLTWTVLPQGFRDSLHLFG 

QALAQDLSQFSYLDTLVLQYM 

DDLLLVTHSETLCHQATQVLLN 

FLATCGYKVSKLKAQ1CSQQVK 

YLGLKLSKGTRALSEER1QPILA 

YPHPKTRKQLRGLLGITGFCQI 

W1PRYSEIARPLHTL1KKTQKAN 

THLVRWTPEAEAAFQVLKKAL 

TQAPVLSLPTGQDF\SLYVTEKT 

GIALGVLTQHYGEERNS*LPTE 

YLSN1RKPLGDYYWLYRNLKR 

WQSYTARV1RKERKGK 


3411 


33779 


B 


3448 


1 


2862 




3412 


33780 


B 


3449 


94 


1248 




3413 


33781 


A 


3450 


1 


3805 


MQWEEAEKDPSGSCVFQRPPV 

ALVFPLHSKWTLVNSPPSSGDP 

YVPGRPAQSGQLSLSPAPPYVL 

PGPGKIKQAGNNPSLTSIYRSEV 

FCAHRHLHPPQLVCARGH1GSA 

HLSVDRGSL1WEVLESTVWART 

NEWSPVTRTVL1SALASTHIPQP 

CESRPPVPPEYEVTVLRSQGTA 

QLPPWSSSTSWRLTDPSCPKHA 

AWLTDLASSKGPAAGGTGSFS 

QPGTLTSTRTNPLKKEKSPEDL 

KQIKIDLGKFSDN 


3414 


33782 


A 


3451 


1 


444 


YSLVEFHTLVLQKSDVEAVF/S 
KYCFIVGCSVHKGFAFV*YVNE 
RNARAAVGGDVDSSSFDLDHDF 
QRDYYDRMYSYPAHVPPPPIAR 
AVVPSKCQHVSGMRRGKSGFN 
SK.RGQRGSSKSGKLKGDDLQAI 

JSJS.CL, I ^IlS-vlvV uoLLclNL 


3415 


33783 


A 


3452 




93 




3416 


33784 


A 


3453 


117 


316 


SSATFSAL*ETLPSNTMASSSFD 
LDYDFQRDYYDRMYSYPARVP 
PPPPIARAVVPSKRQRVSGNTS 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3417 


33785 


A 


3454 


102 


1059 


ETLPSNTMASNVTNKTDPRSM 

NSRVFIGNLNTLVVKKSDVEAI 

FSKYGKIVGCSVHKGFAFVQY 

AYE\RNARAAVAG\EDGRMIAG 

QWLDINLAAEPKWNRGKAGV 

KRSA\AEMYGSVTEHPSPSPLLS 

SSFDL\D\YDFQRDYYDRMYSY 

PARVPPPPPIA\RAVVPSKRQRV 

SGNTSRRGKASGFNSKSGQRGSS 

KSGK\LKGDDLQ\AIK\KELTPD 

KTKKWDSLL\ENLEKI\EKEQSK 

Q A V E MKN DKSEEEQ S S S S R/V K 

K\DETNVKMESEGGADDSA\EE 

GDLLG*MNDNE\DRGDDQLE\LI 

KDDEKEAEEGEDDRDSANGGG 


3418 


33786 


A 


3455 


299 


509 




3419 


33787 


B 


3456 


16 


101 




3420 


33788 


A 


3457 


1209 


1828 


GNCDSPARPARPPHRQGCPRPS 
PPPRG RPRALGPTRA SA ARAP A 
DLPPPAAPHPAPAALVPHTAAP 
KA\RNALPGSPGALTEGAVLLP 
NAGARPRRPRSSEKP\GPAPSWP 
RJPGFRTGAPPPATPVLAAGGL 
APPSPGLAGQQVALPSQVPADT 
QSGVKSGSQDRGRN*QSAGSA 
GGGARTQVPGPLRMWKRAVW 
PGDWAPHPAN1 


3421 


33789 


A 


3458 


387 


772 


PHRKQAEPPRHHERLGRRVRH 

HARHGRGSRPDTAAEAAGGCG 

DPRAFQQLERRLRHPPLRWQGL 

LRRQRLLREEPRRSLL/QTS*S*G 

SPVTRPSSGCSSPRSWMETRRG 

APAPPAPRSRNKPTTWWPH 














FFFFFLNRVLLCHPG/WS*SGNH 
QWQSWLNS*PQTPGLK*SSFLC 
FRKWWDYKHEPLYPAKPHFEF 
LFGSSLQVREFFGKIKV 


3423 


33791 


B 


3460 


1 


612 
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SEQ ID 

NO: 


SEQ ID NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3424 


33792 


A 


3461 


1277 


2152 


SRAAPTCFSWLPCGASTCPWL 

MWAMSGRMVAPLQRVLRAAP 

GLEGTLGGRQHPGTPPSVLHFS 

LT1VTNSMFGLQDFNVTPLAAQA 

TLPPGSPGRPTLVPSTAAPNSLQ 

MFTGGHGA*FPRWQPQPPSGVS 

/SHGAPPGVPHYCRQGRSPGKR\ 

QRKWLESEVQAQGP* EPDPTQL 

QTSTRTACG*GPPSQADPDPDP 

TRPRTPDL DPNC MRL RTP KPGR 

RQSRPH\GPRTPTQTDPDPPVQP 

PAPEVKPQRPP/WAARAPSDTA 

AS*GGLTCNSRPIREGQMGSPSP 

AGSLLLGAL 


3425 


33793 


A 


3462 




2064 


MDGQCSHYCVKTDLRVHSPFT 

TGAVHADQSCCKTTSARWEDT 

CDLTGSKKTLVISNIVIRTRSDD 

KLENEWETQSQNRNRVKPTAA 

DPCRNE/NEHSS*EKHPEVLQES 

ANDRLRDNERVSQRQSQPTTVS 

QRQSQPTTESEPTTES/RQRQSQ 

RQRQSQPMTES ETMTELQKMT 

ESANDRVSQRQSQSQRQSQ\QR 

QSQRQRQSQSQ*QSQSQRQSQS 

QRQSQ\QRQSQSQRQSQ\QRQS 

QRQRQSQRQ*QSQSQ*QSQPTT 

ESEPTTEVSQRQNQRQRQSQP/ 

DDRJRDNDRVSQRQNQRQRQS 

Q\Q*QSQRRQSQSQRQSQPTTES 

EPTTESANDRVSQRQSQSQRQS 

Q\QRQSQSQ*QSQPTTESANDR 

VSQRQSQSQGQSQSQRQSQS/D 

DRVSQRQIQSQHQEDRPPKYQN 

KNVQVHA/DDKPRSDPQRRRNL 

TPPVKTAERRPHQEHVVKGEK 

ATSPSRHSTSTAPTRPPSAETAH 

VNVMCGGDMAHINQGHVEAP 

QG SHEKHVGAA RDQ Y ERRD A 

QSEKSQQVQTTGLRVHVSRRPP 

HDGSLTSTGLRVHVSRRPPHDG 

SLTSTGLRVHVSRRPPHNGTVT 

STGLRVHVSRRPPHDGSLTSTG 

LRVHVPRRPPHDGSLTSTGLRV 

hvprrppttalshpldvsicrtl 
naypemltgerstfpcvnvkn 
ekaveskk.dtpfkcesk.es wi 


3426 


33794 


A 


3463 


1 


424 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possihle nucleotide insertion) 


3427 


33795 


A 


3464 




492 


MDESSFRGSITQSGSAKTAGLT 
GFCKLCKTSSWHTGAAQILEGG 
MEKANSPQYADPQTHLSWHTL 
PPGSQATSANESNVNFLSLPDT 
NSPEIRPDHSPPVPDRSVSPLEHI 
PRTFPKPGTG/PPHINTVTNPSA 
GAPR*E*PS*SGFNPGCFQLVRP 
SRISGTPV 


3428 


33796 


A 


3465 


107 


543 


KREGWKEESDFWDGSHLPPLN 
SRCSTRK.GRKTGRCGAATAAA 
SSPREGRRPPPSWAGHPCLGSC 
QWLRSCR/RGLAMAPGALPAL 
GEEEGPGASGLSAEL/RASERGL 
GQGLGPAALHS*ASPTPWAPVR 
PEPPRRAPPPAPWRPVPL 


3429 


33797 


A 


3466 


27 


1021 


STQTWPVSEETGSPPQRNRC*SS 
HQPDTASWVLQREYSHRKGTA 
PRGMQGTLPLCPSLSGCRSPSCP 
AAARPPRPRAVRFPPPATAAAS 
SPREGRRPPPSW/RRPSLPRGLP 
VASELPEGLAMAPGVLPALFGS 
TLPL*AVT/PH*ECL/PASLLKPA 
RP*THREK*TTPD VQP* EL* HSP 
*RSAASLQEGPQLHS*SQ*DQEP 
TNSGHTYTLGTGR*FYTVCQFL 
WLG*TYRSSHRPGFACRCLEPG 
SAAPCPSHCLSAGPEGTL*AAC 
LGK.VPGRSAPRSDQWSPGGRA 
PRGVPPPPLSRGHCKALASCAP 
SADA\REPPHRALLGSPKVHTP 


3430 


33798 


A 


3467 


807 


1428 


GSDRLQPQPLLFGRDVLLLLPS 
GPA1PASGLASVFGAAGRAGHG 
SGGSA*TWGRGRTRRERPLGG 
AGASE\PGSVGPRGA\GWVSGP 
VRAPPRAAPGTLAPSSGRCRAP 

rrKKAl^ALVAL 1 LrUrUuKLrL 

PMDRPA LA MP/SHL/HPRPGQ V 
APRWSPCSRRREEKGRHERVDI 
G HSHL VFALTLFLP* FGGGGKT 
EAAQNSWRIPPAG 



WO 01/075067 
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SKQ ID 

NO: 


SKQ IB NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3431 


33799 


A 


3468 


68 


1153 


LLKMFRAKAACLTSMAWVLPP 

LSL1VLV1LSPGSFILQ1TFTLLEP 

VLRRPSSAEKPLEPGPSSSPSSG 

RARGAVRPALPAAPKPLASPEA 

GMAVPGWGRRVSPSRREEAGA 

VACLSLTVFSGKWICQQAP/SA 

WGCCC* D*GKLVHRST*RCAR* 

KYPGLKPDQEGYCQPGAPVEV 

HPRCRDFPS/VLRRNLGFSALAQ 

SEYLW*DHS/CVLVVG/PVLFC* 

TLFASFP1RLYPEELLA/HKVTQ 

CPSL.VSPCNWLSAGGGRKFEPA 

LRRPSSAERPLAPYPSSSPGAGR 

APQPWPALPAAPKPLASPEAG 

MAGPGGRRTTSLPKRRGCGCS 

RPASSCFSSLSGWAARVERRQM 

AS1PEIALLFPSPL 


3432 


33800 


A 


3469 


1 


248 


FRPAP1PSSAPRGPTEPVLRRPSS 
AEK.PLEPGPSSSPSSGRARGAM 
ASPSSSSEATGKPRGRDGSPRM 
G/VGGRPSRKEEAGAVAGGGK 
RTA RG L RG RG GP A ATGQEGDR 
HPYRWRRQRSGILHEF*AASGF 
PPPPNHGRHTVQAEPPEPWPAL 
PAAPKPLASPEAGMAGPGGRR 
TTSLPKRRGCGSCCRGEAHSPT 
TARTGEDAPRPGREETGTQTGG 
DRRGAA/RGSP/RSPWA/C1RAPL 
PSLGVAPG/VPSGRLAHGDILISP 
CTLPHSELGSPGH*TQANFL*DP 
GRRRTVLWKVFQGRSRKG*EG 
RG PGRG HN YDG S VTPGNFI A * S 
PS/PLPL P PS FT WTL PKTR1 PEC S 
GVTKCSGTLGTRVW/RPGSWG 
LH PG SAPP*LRRPSSAEKPLEPG 
PSSSPSSGRARGAMASPSSSSEA 
TGKPRGRDGSPRMGEEDVPPE 


3433 


33801 


C 


3470 


365 


589 




3434 


33802 


A 


3471 


1 


465 


MVTTTCYCKKAK.PIPRRCSAKE 
WSCQLPCGQKLLCGQHKCENP 
CHAGSCQPCPRVSRQKCVCGK 
KVAERSCASPLWHCDQIKE/CR 
SQSCS*RRKTKTTG\ELEAFENR 
LKGRRKKNRKRDEVAVELSLW 
QKHKYYL1SVCGVVVVVFAWY 
1THDVN 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3435 


33803 


A 


3472 




444 


YSLVEFHTLVLQKSDVEAVF/S 
KYCF.VGCSVHKGFAFV*YVNE 
RNARAAVGGVMYSSSFDLDHDF 
QRDYYDRMYSYPAHVPPPPIAR 
AVVPSKCQHVSGN\RRGKSGFN 
SKRGQRGSSKSGKLKGDDLQAI 
KKELTQIKQKVDSLLENL 


3436 


33804 


C 


3473 


190 


265 




3437 


33805 


A 


3474 


144 


316 




3438 


33806 


A 


3475 


3 


342 




3439 


33807 


B 


3476 


180 


1370 




3440 


33808 


A 


3477 


102 


1054 


ETLPSNTMASNVTNK.TDPRSM 

NSRVFIGNLNTLVVKKSDVEA1 

FSKYGKIVGCSVHKGFAFVQY 

VNERNARG\AVAGEDGRMIA\G 

Q\VLD1NPGLQSPKVN\RGKARC 

ETDLQAEMYGLLF*PWTYDFQ 

RDYYDRMYSYPARVPPPPPIAVR 

AVVPSKRQRVSGNTSRRGKSGF 

NSKSGQRGSSKSGKLKGDDLQX 

AIKKELTQIKQKVDSL\LENLEK 

1EKEQSKQAVEMKK.**SQKEEQ 

SSQLR*KKDET*C*RLEVLKGG 

AD\DSA*GRGDLL\DDDDN*RS 

GGIDQLE\LIK\DDEKEAEE\GED 

DRGQRPMGGDDSLST 


3441 


33809 


C 


3478 


216 


350 




3442 


33810 


A 


3479 


1 


3048 


MGLMVLNVENCSSFGW1GRAP 
PRNTTVDLNSGN1DVPPNMTSW 
ASFHNGVAAGLKIAPASQIDSA 
WIVYNKPKHAELANEYAGFLV 
ALGLNGYLTKLATFN1HDYLTK 
GHEMTS1GLLLGVSAAKLGTM 
DMSITRLLSIRIPALLPPTSTELD 
VPHNVQV\AAVVG\IGLVYQG\T 
AHRHTAEGPVGLR*DGLLFLKC 
NTALTGSHTP*AAGLALGMVC 
LGEQGPCCGVWEELGERETFK 
DLIFNRKAPEGSNAT 


3443 


3381 1 










AAAERGAEEASGGAPPGILEDA 
GRERRGSGGGR*AGPVGDSKD 
G VG A V* PPQPHSH RDHHQ* PGP 
LGGPGCSG*PHLREGLET 


3444 


33812 


C 


3481 


241 


426 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3445 


33813 


A 


3482 




826 


RGEEAVSGK.AGPDSPRAVLRG 
QGQVWGAAAERGAEEASGGG 
TQGEGGREVFDS*GTCSLGFPS* 
PGEQLMGI.VYTLGG*PHSHRD 
HHQ*PGPLGG/HGCSG*PHLRW 
VPVSALGGRGVGADQLVRVAQ 
GSPETPCSLSGESWPA/GLPGPT 
PPGWQ**PGP*RAPGLQKAPKG 
PSYQQGPAPPSHRQSTAQRGVR 
PRTK.RCPSLGCGDLSLLSLAVP 
V AQPA PRC AY RM LPLLFLLG RL 
TPVPSPLSSDKVIYNLHLQFIVF 
TSIKFSATPFKKKKK 


3446 


33814 


A 


3483 


135 


396 


LCWLQIHRQGRKPCSPPSLKG* 
*ATCMPPRRRKGGFLSSVSMDI1 
THSPGNEKJKMPPPTMSKQPGV 
LQQDCREKLSHCLVCSSLG 


3447 


33815 


A 


3484 


256 


1860 


RAPETPRKI LG E AG G CRG DG DR 
PAFQPVRNSRPFLSKLLGQCGR 
STLCRLCFRSLNHLFWLFPGPG 
WRGPGGHSTEDGSLQGKAGQD 
FSC*NLEISFFP*PSPTCSPTLHC 
GQKPRAGQGHLHSV\PGAPCW 
AEVPALLPRRVGD\PGPDILPPS 
TRV*RCPLDRNSPILL*VHFLKD 
RATTQNTARPPMG WRPLQQSR 
QISPAVGGKLCSLPVMI*ASPHP 
SASVVGETPA*1GGWGW/P*GF 
QLIG/LPHVRGTQPGLLESRVPS 
VRGTQPGLPGLPESRVPSVRRT 
QPGLLESRVPSVRGTQPGLPGL 
PESRVPSVRRTQPGLPDARVPY 
VRGTQPGLPGLPESRVPYVRRT 
QPG L PD ARVP Y VRGTQPGLPGF 
RPSRVPRSFCEGDAAGPPRRPRS 
YVRGTQPGLPAFPSPAFLVRVP 
SLRGTQPGLPGLPESRVPSVRRT 
QPGLPDARVPSVRGTQPGLPGL 
PESRVPSVRGTQPGLPDARVPY 
VRGTQPG L PG L PESRVP Y V RGT 
QSSLPGLP/GVPRSFREGDVAGP 


3448 


33816 


B 


3485 


111 


258 




3449 


33817 


A 


3486 


1 


4455 





316 
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SF.Q II) 
NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 




ocation of last 
st amino acid 
equence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3450 


33818 


A 


3487 


1 


2302 


MTECLDRFIDS1AAVPRSTKSTV 

QKCLPCLSDGEDKIPDLIAITWT 

PRQGELLEKNVISETGTLLPTPC 

L DTSTK ET A D K STSG K.TI H Q S 1 K 

TVLKDLSGSIDDLPTGTEATLSS 

AVSASGSTSSQGDQSNPAQSPF 

SPHASPHLSSIPGGPSPSPVGSPV 

GSNQSRSGPISPASIPGQDPGYG 

N S/DK SMGHEYSQR/SFLEDRFP 

1AVWWPRPLRLKNCLSVLSYSS 

PSEVTPHPKSESSGTS/SAAQDL 

QGCSQDVGQPASSSGGSTREQS 

TSSFIR1VAASSPSSCWKLQVLL 

SG/AGG DYSPVLLIGG YSRVCLP 

Q*SDASAATREP/GQNPVPIPP* 

ASHQCHRKEGPPCRQQAGASQ 

MLSRD*AKQLKPSSSHTLSKHK 

TT/GTRKSLLFGIKKAYNFTNKY 

YSELMTQTRPQSTPSIPSPLPLD 

DAGLERSQGNVSASSFMVLGN 

RERGEDTTGAGFGRSRNKEEVP 

CTI YVGAESP/EMC* WMDHT*R 

KEG KGGLVG VPCV/SREH LEEW 

QYQLQR*ISLKTQQV*RRKSEV 

LLGRS/SNTAQACSCWQLTCFM 

AGTQRNPQMAQYGPQQTGPSM 

SPHPSPGGQMHAGISSFQQSNSS 

GTYGPQMSQYGPQDGGGDVSD 

VVMAIDDDGSCHLLGSAVPGA 

VL VTFNLLL 1 1 V VTLQMTEPQFR 

EYITGDPLESTCRHASLALAVV 

LHQETAMTMITDSLAVVPHSG 



317 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIRNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 


3451 


33819 


A 


3488 


2 


1427 


EEPSRREPR/PPGH APGAVAGG 
AGPMARAGARGLLGGRRPPGL 
RL/CARASARVAAG/CGRRRAA 
REPPRRRVPRRPARQPRRGATA 
AAATTT*WASGTRPSTAAPEPT 
ASAAARXRLPLLLPRRAAAPRPE 
PLFQLRHAGLGPDRPAARPRPR 
HRSAPGPRPRAQPYGRLRCVRR 
RSAAGDGG/EPGLAFDEVGDRG 
PPLTAVPAG\ADRASEAAGPPG 
ATASHPG PTER*QRGRSEPGHR 
TEPR1TPR S RQEA PQQRAPG VG 
RPGAPARPAAAGRRDPLSSPEL 
GC S A RRH SSLPC PRRGRP AG L\R 
QRFPALEPSPRQPPARAPRVHPR 
TCLRRWTPAPGPRRSTRPLPRR 
APMPPGPPVARPGP/PPLSHPTA 
RAF/HGTPATRARGPAPVQCED 
A*DLQPAAPRPLRQRGPRVPVP 
KDQ*QDRGHRVKRGRGA/RRG 
MGWGPVCPSEPQATGRGAPAV 
RPALLSASTAVVSWSLQAAGSS 
CK 


3452 


33820 


A 


3489 


1 


262 




3453 


33821 


A 


3490 


411 


1919 


RSYGVRWRRHAPPGRRSSPRIG 

KVKSASRAWRLRCCGCRRPSR 

TGMRWQMRWPMVTLARQPFW 

RRSVSWRGAWGSWRKSWRRS 

RATRSCSMTATASCSCRLSRJD 

DISNYEVN LEPGGHDD1TSCQG 

RGRSLPQRAP1GLCCSLGGGAV 

LADTPLFLPRPKPRDGPGSRAF 

QKRQQQQSALRVMQRNCAAYX 

LKLRHWQWWRLFTKVKPLLQ 

VTRQDEVLQARAQELQKVQEL 

QQQSAREVGELQGRVAQLEEE 

RARLAEQLRAEAELCAEAEETR 

GRLAARKQELELVVSELEARV 

GEEEECSRQMQTEKKRLQQHIQ 

ELEAHLEAEEGARQKLQLEKV 

TTEAKMKKFEEDLLLLEDQNS 

KL\ARLGA*GQLGK.WGWGALV 

G**MVNFTPWGLPHCGSQERK 

LLEDRLAEFSSQAAEEEEKVKS 

LNKLRLKYEAT1ADMEDRLRK 

EEKGRQELEKLKRRLDGESSEL 

QEQMVEQQQRAEELRAQLGRK 

EEELQAALARRQRFQ 
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SEQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 


|IJ 


SSL 


Nucleotide locution of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 








3491 






TPYTRSDSGEGFLQLPHQDSQDS 
TSVGTNS*E\DGQTQHPRP|*DA 
QSSVCCAGSQHGM*ANHSQE 


3455 


33823 


B 


3492 


1 


241 




3456 


33824 


A 


3493 


1 


1486 


SRLHKLCNKPRRSGTTNAKRV 

GPDCHPMGREGAR*HHALRGR 

RGE A GTRG G RQ R RREQ D W RE A 

GPGPRAE VGRTA A S ARRA RGS 

APGPRGPSRGRSRWN I GQPRR 

NRGRGAERPRMQRSRPENGAR 

GTGAGLRGFQPRRHPGFPSRV* 

GSKDIPAARRRVETCPGPEPRPQ 

PQLPPRPWKGGGDARGDPKFP 

QAPNAVPGFCVIPAGGVLGAPT 

AAGLRPTGDVALRRPAGSVEPS 

GS/AGSQSQCLLCGPVPYRQQT 

STGP*PGGWGSP\SDVPCSALIS 

GTGC/PKAQHVSGSLSQRSLSL 

VDFGRPAS/RGSLFPWPLGTGG 

KS\PAAPSPQTLWQSS/P/GFLYF 

PGE/RKGKG*SGPGAGCEP\PIA 

VGCQEQPRGAEGNLPPKPADPC 

AU i N.^lrKA^Ku V VV^- 1 ' ' 
V Vlvl 1 JUKUAnoKuurvlvAUAn 

SREVPAAVHGGD/GLLVEGHTA 
GRVQQPSTGG*PLVEGPPAGEG 
PFAEGHTAGRSSQLSTVLTTFLP 


3457 


33825 


A 


3494 




393 




3458 


33826 


A 


3495 


145 


1089 


VYRTEFLQDRNYFFLSLVVSAP 

RTVPGTWTCLLSE*RNE*ILGCD 

SLFPKAGQAP*VAH1TLGFQSSE 

YSKWKFTNSPTFLELLEEFPSLQ 

VSAGFLLSLLPILKPRFYSISSSQ 

DHTPTAIHLTVAVLMYHTRGL 

QPARATLMSTHSSSHPEGPLPA 

AVSGAQCASGFRLPEDPSHPRV 

LIGPGTGIPPFLSFWQQRLHDSQ 

QKGVAGGFPGVQGGRMTPVFE 

CRSPNEDHIYQEEMLEMARKG 

VLPAVPTAYSCLPGKPKVCVQ 

DILQQQLASEVLRVLHKEPGHL 

Y VCRAVCM A WD V A HT/L/KQL 

VAA*LNLN 


3459 


33827 


A 


3496 


292 


478 





319 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3460 


33828 


A 


3497 


87 


992 


TACGFIACIG*QRLEYCY*DHK 

GKQQEVLSKHLQMAMDISHIR . 

RNVSCSGRNKASSKAYGTGGS 

QGRACDLGHNF/TTPSSWERHC 

TLTSQGVDDFLNAKATFKIFDF 

SDAFVLSKVGFSGILIQKDENKE 

ELSDKDIYMEAGIFVSANRGPG 

VDYCGNRGLSIQGHGGWTLRP 

SILVSPGVEVRGNEDSVDTAAC 

IPAAPAPAPTLAERCTGTAWVT 

ASEGASYRPWLLLHSVKPVSPH 

STSLETWEPPY1FQKMYENAWC 

PDRRLPKKQSLMGNLYLGSAE 

GKYGVGAPTLETT1MQTPDS 


3461 


33829 


A 


3498 


1 


382 


TADCAKPVPLAVVSLDSRYGQ 
WESRSSIHARH*LNSSSSSSSSSS 
SSPPAVYPRFIEF1HFDIQSTGQK 
SHRVNTRRGP\RDALF*LNSLIP 
LVRTSSKSAARRRP\GEAPRGTA 
VPGADPAGGTRPR 


3462 


33830 


A 


3499 


229 


367 




3463 


33831 










WYFPAGRAGPADPGPGPLAGT 
PGAGAGGLPTYSTPLRVSSPVP 
RLESSSTG\SSFPA DSA KP\VPL\A 
VVSLDST/RRDSGNSRSFHSWG 
VIN*MTRHLVH 


3464 


33832 


A 


3501 


386 


729 


TGRGCCLPCTWRIRAQTCLT*T 
QCC/SCPTTYPGGGERRERERK 
RRGEKEKQKVLRKYKEAMSNK 
VCK YFDEGCG SCPFGENCFYK.H 
VYPDGRREKPQRQKVGTSSRY 
WAQRSNHF 


3465 


33833 


A 


3502 


63 


559 


HSSTCECT*DSRCGCKWRSAK.Q 

FESK1IKSCPECRITSNFVIPSEY 

WVEEKEEKQKLILKYKEAMSN 

KACRYFDEGRGSCPFGGNCFY 

KHAYPDGRREEPQRQKVG\TSS 

RYRAQ\RRNHFWELIEERENSN 

PFDNDEEE/ALSPFELGE\MLLM 

LLAAGGDDELTDS 














BBur,rprpnp<;nTr,TrT*p pp\x/ 

rvl\ VOL^iv^rrlroV 1 ^ 1 ^ • tvl r W 

NVHH*PATCHLAYNRHSWSPH 
RA/HWHIATAIQLSAHVF/ACHY 
QQLHHYHQHHHHHHHYRHHH 
HHHHHHYCHHH 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3467 


33835 


A 


3504 


1 


1337 


MQLQILTIFLDLHHNTNICNELE 
SSNVDDPCD1WEKVH1SL1FTAK 
GSK.IPK.SSDFQADRELNMFDIIS 
QYDGCPGSIGLTSGAGSTHHRA 
PWTQTY PQGPTHLSGS PGC1L A 
SITGRVTKMPESSESPAWELPRF 
TELFLSIKDEWTCIFLQLCCPTM 
LLSGFPPIRIEPWSPLSDQLNPIP 
LEAAIATHSRIHHCPLVFTASLP 
GPLTAGNQMADRLVATAVSNA 
RHFITNLTHVNASGLK.CRYSNT 
WKAAKAIIQRRPTCQKRKIK7PD 
QEQPVQPV* AEG VRF WREDH* P 
/SHIRSRHSRMTSVSRRQSTWW 
LPSVTWT/CPTTEALEYGSGAC 
LGCPISGVSKGNKTRSGAAGFH 
/SPAFKSALC1WRFKQQHANRP 
YVCWGMEHRSPYSLLPRSSSSS 
HPQIHGNLDSDDLQVQRGECFI 
CRPCFHRLRSVPDTDTQCPQPR 


3468 


33836 


B 


3505 


1 


1 158 




3469 














3470 


33838 


A 


3507 


345 


564 


PCASRTPVSSPWPV*PQPTSARR 
SPRCLPMVQ*AARASHDSQLCS 
CRFCVVVTPCAPQGQTCTRQV 
CARVTHG 


3471 


33839 


A 


3508 


437 


946 


SFSSKIVQRMSSSCTENMHMSP 
SAPSSPQRPGALSLS/RPSGVGG 
LLKDPIAPC/SR/RLPGILSLSPQN 
PRAASPDSPAGFWDSVLCTCRL 
LRVACLCAVRSPRPRLCTRSCK 
GRGSSMVR*GGGLPIFSSSFSAT 
SLQLSSETVARVTPADECPAESP 
LPSHGPVSCQGIT 


3472 


33840 


A 


3509 


1259 


1497 


KSNMSLLMVFSISSGITVTMCSS 
WGHLQCRQ1FLSLEGLMKTSRS 
GP WA V L/RG WFSHT* ALDED A 
ALGHPWASTRKQAPS 



wo 
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SEQ ID 

NO: 


SKQ 11) NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3473 


33841 


A 


3510 


268 


1278 


SPSGPSSSHQPPALKGQVLQCL 
LSP*ISLRLNLHLWDVYLVEGE 
QVLMPMACTAFKV*WSKSTCA 
QWHWAFLLCLFFLLFLLDSKK 
DNRPPVLRAGAQCMCTAHVEV 
LPD\PSVFLSAKPRQGSSAARAV 
LASRGRKALCSGMHVPTPSGLG 
CGGPLVP**FQTELLSSCPF*MC 
PGQPSCPA I PDTLEN A VGAEEAG 
P VKAMREKG EHGIPA AQPASS\ 
SPGSLVPTCGTVSPSQGTIRRPR 
GA WPRPQPRLTPLLSAPPWMR 
HLH/RSLWVGTISQEDQLATCW 
QANHTVEGAEIGFHCTKPQCGR 
GFAGPQGLGSATSTWNVLSSLQ 
ASRSIWDTAH 


3474 


33842 


A 


3511 




1557 


MSRJSDDCSELCPLKAIKKERR 
KEKKQEKWETYRE/REKRQRG 
QRRRNGERKKRKNTKKR*NAG 
REGEKKRQKGKTEERKRRGGR 
RRRETKEEGGS*RNKK.QA*SEE 
KK.GRTGKNRKERRKEEGREK.E 
RK\REKDRRGGRQKNKTRERD 
WGGEQQKTEREEEWARKRWK. 
VPGGWEREAPHRELEKNEQLD 
KHSSSRAKLYDAGQLDLCSNLI 
QSCDPECPMQATSLTRYPTTTQ 
1FLRGAQGWVCVELFRSYGVE 
DTSAWERDMRNFGCMTREKQ 
GKPGQLLAHRHLCAHQKMSLL 
CADNSQKGCLSPANAAPCYGV 
QV A 1 LTSAPTCPYH LEPLCRSFS 
LSDQQEA1SDPRTAVRIARSGAS 
SN PRLC VTLTFPRVLQPFPH PPQ 
RWGEATKGGRLPAKGSPARTA 
AGRCGRSAGMPPDARAIFTSAA 

ALrrvoIvL VroJNIAr IV Li IVlvR ULo 

TKAAAPNLLALRYPRPSAPVGG 
SHAPSPGQQLQPEEEGNEEEEE 
EEEGDRAPVFTTGRKDRDSLAE 


3475 


33843 


A 


3512 


1 


525 




3476 


33844 


A 


3513 


69 


707 


LRQNQHEVLKDPRTHTHGGQM 

GTSSPEQRSTASGAPGWRATSS 

CVLLASPHHVHHAHGSQEAAS 

TPPVPWTQREYHGWPPGIYPFS 

SHLHK/RLLPNPAREEL*RRQQA 

P W K RHC WRD VTTPE STKN L V E 

SSMVNGGLTSQTKENGLSTSQQ 

VPAQRKKLLRAPTLAELDSSES 

EPRTAVHSSCTAHRCSAWCLA 

VSAVCPSRPCQSQRGLALS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
(19/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, impossible nucleotide 
deletion, \=possible nucleotide insertion) 


3477 


33845 


A 


3514 


81 


446 


TQGGRIKRHLGTSASPTGIMKY 
PPYCTCPCFQSALHPVPGGLSG 
KEAESQ*LSPHHPSSQAPGEDPT 
P/SQP/RLPKHSTLPALGFPATCG 
RASPSPKPALPPRGTAPAPPHRY 
CCYYFPNRSHE 


3478 


33846 


B 


3515 


58 


1034 




3479 


33847 


C 


3516 




1470 




3480 


33848 


A 


3517 


1 


606 


MAGEDETPVPLPICGTRPI/DAA 

AAHMAPVPSHLRKHQRVEVHG 

FCQVQPSYGPGEDRGLADRGST 

DEHNPGAAQPRAAALHAHPGG 

VSQLPAPAH*AGQPPPTEPQLP 

VSPA*SNPQVSAPSLSPKQLPSP 

GS*DPAVPGLAE*K*TNSCPRD 

YTAVAAVLGSAPAAPAQLHPA 

CTLRAPSLRALQEAGAPQPPMG 

GSGQR 


3481 


33849 


C 


3518 


76 


1275 




3482 


33850 


A 


3519 


1 


508 


MTRQLSNCWVAAECCDPLRHV 
TQQVLQEAPIVSQAVGGPSRTN 
LATTPGSHRSTYCLSGAVSSRN 
L1EPAGEEAGATRARAEEPPGR 
LRAPSGGVPSPRPLCCRPPVAG 
CGSGLKMDEDGGGEGGGAVY 
CNLELKASGVILAVAAEKPSSG 
QAVLTNTEHSEPSHLKGKSSEK 
SYLHATPKEDIASFIAFLNVYKQ 
QGPP* APSY STL/PPPPSPPPSSST 
LRPLPQP A TG G RQQRG RGLGTP 
PEGARRRPGGSSARARVAPASS 
P/DGLDEVPRRDSSGETVSRTM 
AARGCGQVGPAGASYSL 


3483 


33851 


A 


3520 


451 


487 


SPLEKSWPGTSHTWFP*SRP*NP 
GRPLPDPLPADP/LRGVPPPNQR 
KGMSESSRALITPFHPPLTPAPL 
*NRPFLWSLF 


3484 


33852 


A 


3521 


1 


758 


TPRAPLCRGAASAARSVCKWAP 

WPSRPRPRHP*SCAEAREGSAA 

QIPPASKLKHGGPSPPAA/PRRG 

HPRLLPAPP/VVPLPATAPAAVP 

SAPGKPFPTPPGLPKADPG/P1G 

GPLSAFSGSPPFPVH/EPTVLGSP 

QSTRNLPRPPAA*PPVAWARDA 

P\GSSPAAAAAKQTFASTQQTP 

K.TT* EPRSPTG PAPALA KLFLTP 

GTCAPGQPSRK1KLPSRPVAPM 

GT1EN1GYITKAFDWNVLFSDTT 

KGVRVDCMVQ 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


3485 


33853 


A 


3522 




801 


TLLMSHQKLLPLPQIKTPRSFHH 
SRHLHHQHRHHQKQHHKKHH 
HHFYYHH*NHHHHHHHCHTPS 
P\HHHHRHHYYHHHHHHPHQH 
HQHHNIMHHYHHYHHHHQHH 
QRHHHPSCTVCPQEE*/HTMEHR 
KRPHRCWKVQDPR\NLGYLYIP 
TTHSELRLALSKHLPSFL*NKVS 
IYYRQSPDLCPHLNLNPHQYHH 
RYHHQYYHHHRRHKHYPHHH 
HHLHHHHHNHHHQNHHHHQE 
TPLHRTLGLPQGPRRRSSAAQP 
PPPPPPPLLSRRH 


3486 


33854 


A 


3523 


3 


229 


WDPPPEFPGRRPRRESSGFPASI 
LLVTEPGARSPPRPAAHS\HPPS 
PLHRTLGLPPRHPDGAAAPRSS 
PPPPPPSP 


3487 


33855 


A 


3524 


1 


1257 


MKAEIKMFFETNENKDTTYQN 
LWDTFKAVCRGKCIALNAHK.R 
KQERSKIDTLTSQLKELEEQEQ 
TPSKASRRQEITK1RAELKSWFF 
EKINKIDKLLARLIKKKREKNQI 
DAIKNDKGDITSDPTEIQTTIRE 
YYKHLYANKLENLEEMVEFLD 
TYTLPRLSQEEVESLNRPITGSEI 
EAIINSLPTKKSPGPDGFTAKFY 
Q\MLEVLARAIRQEKE/VKGIQL 
GKEEVQLSLFADDMIVYLENPII 
SAQNLLKLISNFSKVSGYKINV 
QKSQAFLYTNNKQTESQ1ISELP 
FTIASKRIKYLRJQLTRDVKDLS 
KENYKPLLNEVKEDTKXWKM 

pcswvgrjn1ekmailpkviyrf 
naipjelpmtfftelekttlk.fi 
vvnqqrar1aksilsqknkaggi 
tlpdfklyykatvtkia 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3488 


33856 


A 




3525 


2 


2133 


WRR1YQANGK*KNK/QKKAGV 

VILVSDKTDFKPTKIKRDKEGH 

YIMVKGSIQQEELTVLNIYAPN 

TGAPRFMKQVLRDLQRDLDPH 

TT1MGDFNTPLSTLDRSARQKV 

NKDIQELNSALHQADL1N1YRIL 

HPKSTEYTFISAPHRTYSKIDHI 

VGRKA LLRKYKRTEI ITDCLSD 

HSAIKLELRIKKLTQNSSTTWK 

LNNLLLNDYW1HNKTKAEIKM 

CFETSENKDTTYQNLWDTCKA 

VCREKFIALNAHKRKQERSK1D 

TLTSQLKE/LEKQEQTHSKASRR 

KSRRNG*IPGHIHPPKTKPGRI* 

VPE*TNNRV*N*GNN**LTNQK 

KFRTRR1HSQILPEHSAGSSGQG 

NQAGERNKGYSIRKRGSQIVPV 

CR*HDCIFRKPHHLSPKSP*AVK 

QLQQSLRJQNQRAK1TSSPIHQ* 

QTNREPNHE*TF1HNCFKENKIP 

RNPTYKGCEGPIQGELQTTAQQ 

NKRGHKQMEEHSMLMDRKNQ 

YHENGHSAQGNL*IQCHPHQAT 

NDFLHRIGKNYFKVHMEPK.KSP 

HCQVNPKPKEQSWRHHAT*LQ 

TILQG Y SNQN SM V L VPKQT Y RP 

MEKNRGLRNNTTHLRPSSL*QT 

*QKQEMGKGFP1**MVLGKLAS 

HM*KAETGSLPYTLYKN*FKM 

D*RLKC*T*NHKNLRRKPRQYH 

SGHRHEQGLYV*NTKSNGNKS 

QN*QMGSN*TKELLHSK.RNYH 







T^Ts 


— 




^fr 




— — 






— 


tTr^q 


- — 






^— 








— 


— — 




— 




—— — 


— — 


— 


— — 








— — — 


33861 




3530 




jf4 




3494 — 


33862 


— 


3531 




TT?7 




3495 


33863 


A 


3532 




1575 




3496 


33864 


B 


3533 




1653 




3497 


33865 


B 


3534 




1932 




3498 


33866 


B 


3535 




2451 
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SF.Q ID 
NO: 


SF.Q ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQII) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknoun, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3499 


33867 


A 


3536 


1 


2502 


MTELTGIQQPQIVLFEHKGHKL 

VQGSSSDAGK.VNRIYQHYEAS 

DKFNYTTGLAWK.TAPEQTGKT 

VRKQQIK.LNVKKMESRSKMQE 

HSSSPPMEQSWRENDFDELREE 

AFRRSNYSELQEEIQTKGQEVK 

NFEKTLDEYITRITNTEKCLKEL 

MELKAKARELREECRSLRSRCD 

QLEERVSVMEDEMNEMKREG 

KFREKRIKRNEQSLQEKWDYV 

KTPNLRL1GVPESDGENGTKLE 

NTLQDIIQENLPNLVRQANIQIQ 

EIQRTPQRYSSRRATPRHIIVRFT 

KVEM K.EKMLRA AREKEIQTTIR 

EYYKHLYANKLENLEEMDKFL 

DTYTLPRLNQEEVESLNRPITGS 

EIVAIINSLPTKKSP/GPVGFTAE 

FCQRK\EGILSISFCEASIILIPrCL 

G RDTTKKEN FRPI S LMTI DTK I F 

NKILANQIQQH1KKLIHHDQVG 

FIPGMQGWFNICKS1NVIQHINR 

TKDKNHM1ISIDAEKAFDKIQQL 

FMLKTLNKLGIDGTYFKIIRAIY 

DKPTANIILNGQKLEAFPLK.TGT 

RQGCPLSPLLFN1VLEVLAGAIR 

QEKEIKGVQLGKEEVKLSLFAD 

DMIVYLENHIVSAQNLLKLISNF 

SKVSGYKINVQKSLAFLYTNNR 

QTESQIMSELPFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLNEIK 

EDTNKWKNIPCSWVGRINIVK 

MAILSKVIYRFNAIPINLP1TVFT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblt nucleotide insertion) 


3500 


33868 


A 


3537 




2197 


MNNAKENFLGRFQDGRIGTAP 

VYSPQHQRRRRRVISALPTEPPL 

VIPRQTGFGVDLQQTPTDLQLR 

VLTVRRKTTKQEGHSTKTPSVR 

YHHQRPKEDKTTKMGRNQSRK 

AENSKNESASSPPKECSSSPATE 

QSWMENDFDKYTEVGFRQLVI 

TNFSELKEDVQTHHKEAKNLE 

KRLDEWLTRINSIENTLIDLMEL 

KTMARELRDSCTSFSRQFDQVE 

ERVSVIEDQMNEMKREEKFRE 

KKMLEVLPRAIRQEKEIKGIQL 

GKEEVKLSLFADNMTVYLENPI 

ISAQNLPKLISNFSKVSGYKINV 

QKSQAFLYTNNRQTESQIMSEL 

SFTIASKRIKYLGIQLKRDVKEL 

FKNYKPLLKEIKEDTN K.WK.N1P 

CSWVGRTN1VKMAILPKI1YRFN 

A 1P1 KPPMTFFTELEKTTLKFI rn 

QKRAHIAKTILSKKNKAGGIML 

PDFKLYYKATVTKTAWYWYQ 

NRDIDQWYRAEASEIMPHIYNY 

LIFDKPEKNKQWGKDSLFNKW 

CWENCLA1CGKLKLDPFLTPYT 

KINSRWIKDLNVRPKAIKILEEN 

LGNT1QDTGMGKDFMSKTPKA 

MATKAKIDKWDLIKLKSFCTA 

KETTIRVNRQPTKWEKIFATYS 

SDKGL1SR1YNELKQ1YKKKTN 

NS1NKRAKDMNRHFSKEDIYAA 

KRHMKKCSSSLAIREMQIKTTM 

RYHLTPPEVEVVLETL/NH/RSW 


3501 


33869 


A 


3538 


3 


242 


NLEEMDKYLDTYTLPRLNQEEF 

ESLNRPITGSEIEAIINSLPTKKSS 

G PDGFTA KFYQSI V LE VLARAI 

RQEKEIKGIQLGKEEVKLSLFA 

DDMIVYLENPIISAQNLLKLLSN 

FSKVSGYKINVQKSQAVLYTN 

NKQTESQIMSEPSFT1ASKRIKY 

LGIQRTRDVKDLFKENYKPLLN 

KIKEDTNKWKNTPCSW1GRINI 

MKMAIVPKVIYRFNAIP1KLPM 

TFFTELEKTTLKFIWNQKRARIA 

KS1LSQKN 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
(19/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


3502 


33870 


A 


3539 


281 


3228 


K.PRLENYMKNAEASRADAINW 

KKGY/LVMEDKMNEMKREGKF 

REKRIKRNKQSLQEIWDYVKRP 

NLRL1SVPESDRENGTKLENTL 

QDI1QENFPNLARQANIQIQEIQ 

RTPQRYSSRRATPRHI1VRFSKV 

EMKEKMLRAAREKEIQTNIREY 

YKHRYANKLENLEEMDKFLNI 

YTLRRLNQEEVESLNRP1RGSEI 

VAIINSLPTKKSPGPDGFTAEYY 

QRYKEELVPFLLKLFQS1EKEGI 

LPNSFYEAS1I 


3503 


33871 


B 


3540 


295 


2804 




3504 


33872 


A 


3541 


83 


480 




3505 


33873 


A 


3542 


159 


729 


PTIVGVV1KFSVC1SSPWSHLKP 
TFHATSWLADGDTDGCVLYFA 
SSCSSYQ*HP\CSSVPEPRYGRRI 
GSEFSAGS1VRFECNPGYLLQGS 
TALUCQSVPNALAQWNDTIPSC 
VAPELREECRSLRSRCDQLEEM 
VSVMEDEMNEMKREGKFREK 
RIKRNEQSLQEIWDYVKRLNLR 
LIVVPERDRDNGTK 


3506 


33874 


A 


3543 


1 


1116 


MMARGAGVLIRKIYPLNYKHS 
AVEQVSRAYSFYTQRPVVPEPR 
YGRRIGSEFSAGSIVRFECNPGY 
LLQGSTALHCQSVPNALAQWN 
DTIPSCVVPCSGNFTQRRGTILS 
PGYPEPYGNNLNC1WKI1VTEGS 
G1QIQV1SFATEQNWDSLE1HDG 
GDVTAPRLGSFSGLTPH/WKLS 
RCMAC/DPSERGLSCTWALVI/H 
KMEPEQPVCGKQHPEDSQGR/K 
GPGPGPQNHLLLPGF*VSDGRG 
RSRSELTPAGSFQWQHSPRNGV 
*LHQPSPAQVPQRLFKWRLLCP 
QFP\GDFVKYQCHPGYTLVGTD 
ILTCKLSSQLQFEGSLPTCEATP 
SSQCVWVSPHRPEARLPAHGPA 
PKRHVCQKASLL1CGKEGMQL 


3507 


33875 


A 


3544 


373 


1051 


RHLLGAQCLSRAPWCWNNQAS 
FPFPRCPRAKGQGTARASFSWL 
GCRIQHEGPIRVQGRRRPHRRE 
PAWAHLHPPMPCRQPNLRP/PG 
SLRVWPC*KSLC*PSPRPARTHP 
PGQRCHPYRVPSPPSPSPRPPS* F 
SRTFQPPGGPRTLTSGPRTQETL 
SPENVPGPGAP/PAPRHRSSGPK 
ADVALRMRGLSRAPPSAARKE 
RGSPESERPLNLSDGSGCCKHF 
TTVRA 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3508 


33876 


A 


3545 


1 


411 


RGREARNAAAVGAAQACT*FH 
RTQGPSRLGGVRGQLALPLRA 
GLGDCIFPV* AKSEFS/HSPLHAP 
ASLCWGP/PPHPVL/WATHRRQ 
DCGTL ILQGSPAVSN*DSAPPAL 
ACRLSCGGGQG ERTAPPS RCGE 
KTPWEVPG 


3509 


33877 


A 


3546 


107 


550 


TFQMNSLTECCPSLRGWGAPQS 
LPMPALQTPGSAHLRCQGLLSV 
ETEVLWCHPTVIQSAVALKLH* 
AISPCF*LPPNYPLSGSSL\PTPH 
ACLSLPNLQCASPL*QPPPCPRE 
VAPLSLEIPESFVYGILGTHITGC 
LCISLVLPLSP 


3510 


33878 


A 


3547 


54 


825 


VGGCLAGPQDPDGVFQTSLRK 
GVNRAQQQRRQLLPGPTPSKA 
KDSHP*EGG*GASPNAALLSGA 
GELPRACQCRLSRH LALPTCAA 
RVC*NPVKPRKGRSEPRSG WAS 
QLPGGDSRLPLRPGTSQGVFSP 
HRLG/EGGKLVLGVLSLSLKQR 
GFPGEWVGAAVLSPVRGPRTGW 

AAEAETGPGARSAAGRSDSDS 

GGRPDSCQTVPAAR/SPPCLRRQ 

KLPRERLPRAPNP*GPRPLGR 


3511 


33879 


A 


3548 




1335 




3512 


33880 


A 


3549 


1 


903 


MPAGYHVLSDVVSVETPGCPA 

EFLN1RIPPGDPVFDPDQRGDVP 

EPPRRVPPPAARRP1 PSTTQGLR 

SVGARCGTGKQLHLQPQCEIH 

WVKPAGLLSLVGTWRTFMSSS 

ELVNIP1GTRYLAQAVTLTVKV 

CSFTAEASETTSPPGGTNNSRR 

AALRAVTLTAK.VCSFTPEPARP 

RTHQKEETPNTSEHQKEQTPDT 

SAFKNCNTHGEGLQLHSLSPGR 

PPTPPGRPNNWRNPGLKSWNT 

YPGKVRNFHWLFSKrCElEDIRN 

TTLRDVLVAVINIDPSALQPNVF 

VWHKGGFLP\CPQFFP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3513 


33881 


A 


3550 


1 


797 


ATRFGGNLVLVGLGFEMTTVP1 
LHAAIREVDIKGVFRYCNTTVT 
LTAK.VYSFTPEARETTNPPGGT 
NNCRNAGLRAVTLTAKVRSFT 
AEPARPRTHQKEETPNTSEHQN 
EQTPDTPPLGTVTLNARVRSFIV 
EVNSQNPLLMWAAPDPAPGQN 
GPRGLYAFGAERGNREPFLQAL 
GLVLVRLH\NLWGQRLARQDP\ 
DWE\DEELFQQP\RQRVIATYQ1 
TSPHTCTYSRTRCFPVKEI DKEQ 
SLTSHHYLSCSHCFGHEQSDHP 


3514 


33882 


A 


3551 


23 


3990 


HGHFWLGHGPLWLSAPSWTLI 
LENTTGSRGGIVWGTRCPRKRA 
KSSTSPVQSLELRTPFRGRCSDL 
MGGTTTSWSTDG/CSKGYHVLS 
DLVSVETPGCPAEFLNIR1PPGD 
PMFDPDQRGDVVLPFQRSRWD 
PETGRSPSNPRDPANQVTG WLD 

LASGPDPAFPRDSQNPLLITGPG 
GCTQRGNREPFLQALGLLWFR 
YHNLWAQRLARQHPDWEDEE 
LFQHARKRV1ATYQV 


3515 


33883 


A 


3552 


2 


663 


VLLDERSAALDGAKRDGTLAL 
AAGALCREARAAQVFFLKGGY 
EAFSASCPELCSKQ/INVSANCP 
NHFEGHYQYKSILCGMTTHKA 
D1SSWFNEAIDFIDSIKNAGGRV 
cvurnA r.icuc a Tin avt mpt 
NRVKLDEAFEFVKQRRSIISPNF 
SFMGQLLQLESQVLAPHCSAEA 
GSPAMAVLDRGTSTTTVFNFPV 
SIPDHSTNSALSYLQSLITTSSHC 


3516 


33884 


A 


3553 


3 


669 


GYEAFSASCPELCSKQSTPMGL 
SLPLSTSVPDSAESGCSSCSTPL 
YDQVSRCPCHREEVRTGKGME 
E*CQGG1*KVTCSIIYNGGDTGI* 
FIPQLSGLTEPSLQL*ALRK*TC 
WSCPGKWA*FPIYLSSSNRTEFT 
RYLKLTFPAESFCGYGHWPWL 
*ASLMNVGYFWISG\GPVEILPF 
L YLGSAYHASRKDMLDALG IT 
ALINVSANCPVNHFEGHYQYKS 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oriast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3517 


33885 


A 


3554 




1377 


WAVCATRVGGAVGGTAKK.PR 
SPEPRVTLLSQSKSGFWFGAER 
PGGLAFPRKAPPCPWPREQTKS 
TAGPITLGALRPAMVMEVGTL 
DAGGLRALLGERAAQCLLLDC 
RSFFAFNAGHIAGSVNVRFSTIV 
RRRAK.GAMGLEHIVPNAELRG 
RLLAGAYHAVVLLDERSAG\LD 
GAKRDGTLALAAGRA/LCREA 
RAAQALLPSKGGYEA\FSASCP 
EL\CSKK\STPMGLS\LSLSTSVP 
D\SAESG/CASSCSTP\LYD\QGG 
PVEILPFLYLGSAYHA\SRKDML 
\DA\LG1TALDPNVLSQIVPNHFE 
G\HF\QYKSIPVE\DNPKADISSW 
\FNE\AIDF1DSIKNAGRRVFVHC 
QAGISRSATMCLAYLMRTNRVK. 
LDEA\FEFVK\QRRSI/LSLPNFSF 

GWGAPANAGLDRGTSTTTVFN 
FPVSIPVHSTNSALSYLQSPITTS 


3518 


33886 


A 


3555 


450 


719 




3519 


33887 


A 


3556 


63 


332 




3520 


33888 


A 


3557 


573 


1309 


WCKGEGEATEKGPRAEAQASP 
LSEEAGAGRCPGCPYRDAQPLL 
GSGHTLKRA1QDJCYGPGHYQA 
RAAREVHPPGRK1GKQSLRRPC 
KLETDDHLSRSLRELD/SW*FGR 
KCAGAGLTERTQGRLRRKRTL 
SSEGALPQVLELSAEASKRGSL 
GKPRKFGKKNPGHGAPQPVVF 
QSRQCLQR1LGEHPRTRPCLRN 
DNPGASSAPAQATFISPSEDFSS 
SSQARSPALSLSFREGLVMTHG 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3521 


33889 


A 


3558 




1797 


KDSAG PGPPVALLLPGAA/CLSP 

APGCRRAAPRWSSPGPRTAAG* 

RRMWCASASLA*SPCRPPRSRW 

WRDAGSGWTPHCPASAAWGA 

EQEPVRSWGPRASQSHCPGGLR 

APPPGSVRCSTQ*DCSSVRPAW 

SRS*GAC*QV*PRCPCRTPATG 

WAPPPQGRCGPTTAPGSTGPAG 

RASLCCPRRAHLPG*WPQKLIC 

AHPGAKSLGLACQPHRGVKGTP 

IEG/PACGT* G G RRG SGCPG RPH 

TRRRC * PPA PCG RRS AG S A H PA 

RPWPHGPGGQQRDPGPAYRGG 

QGGRSPASPSGRRLPASRAGRS 

RAARGTPGRPEPRSPQRRTGTV 

QPARCPWPPHRAAAGPPRRGS 

GAPAPLGRTRSFGTAGKAHPW 

PRRRPG H W * SA A A AP ATG VPA 

CRAGS WVSAAPPAEGRPARAR 

RJ1PGRCPEASGPRGRRSAAHGH 

GARAGSPQPGAPPCHLPG1PAR 

QPLGLPRRTRCFGG1AQRGRAA 

RHCLLSRPSAKAKRNSSYREPG 

SARLSGAASQGRRARHLRGKA 
PA WN PAPPPSPPPPALGLPLRTQ 
REATRK.PRREEARRPRPRPLRP 
GGANGSPGPPRAARA 


3522 


33890 


A 


3559 


1443 


1871 


PFVYTSSLGRPPSIS*QPFVSGSG 
CSCP*RSRPSGAWRA/RSASSPA 

DDD/V A D/CDD \>C, DD ATAPA QDDT 

rrr/Nj^r/orKrurKA 1 AUAoKivl 

AGPALCGRPR*GSRGRHLFSRP 
GGTRRRRRAAR/SAGLPAPGGS 
EPPK.SG SGFPSSPYASSSGL1 PGN 
RSPAAAGEL 


3523 


33891 


A 


3560 


62 


864 


ALAESRGDLEAGPSSNTWEFW 
ELAGFSVLFLGNRRAALGLCEL 
PSLRAGVEFTAVQRLWSSAGA 
TWWSKLAVPLAGSAGRENPGS 
LLDGLLFTLENNLSRGQGAPST 
PPAARRAAR*DGGQSASSS\PAL 
ESPPERHRRLALVSEQKPQEPA/ 
RSSRRSCGTRLPRLVFCSKVCR 
RAEPGGSVTRREGGAEREAEER 
KRGR*GEARR/RQGGRKSTRRK 
KQA1KGKRESQKRRGGRQGRG 
RAASPPL*EPRARQPRGSAAPSL 
LRGLSGCL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3524 


33892 


A 


3561 


3 


2701 


TGLWCRCPRSARRSVGRRPGT 

APAARPPRPAAQKQALGSRERV 

GTGPGRILRPGGWGCFP\GPRGT 

EDADQRAARGPVGAGTQQHG 

RAVPR\GPQNEPDETLLP/GGPS 

PRGGELRGRSGARGLP*SLTGP 

APGPQRGG\G*SPSPGRASSKAG 

PWKRPGASRASLQRASSM/PAS 

QVDWGG/PGGSPRCNRCRERKP 

GTGPGWPPRLRSPGNLRPGVGG 

LGLALPARTAAAAPRPRERWRS 

PG APCLG AQ* PS L 


3525 


33893 


A 


3562 


2 


905 


HEGFFFFILGCPFPNF1PPNLVSV 

RK.LG VKP A WG A A/RPRL PL AP 

MPSREGAARSREMRRPRG1RRS 

PKEGLFHPEGSQGKSQNGADPQ 

RM*REPGSSKSSEPLPRLLGVH 

QTA*RWETGETGPA1GGPAELD 

AVHVGL*CNRGFPSSKQRARRR 

ARVWPGPKKRPPARAARMARL 

ASDQRDFSVSRKAGDGRFPVIG 

IRSGGGAATGSSSRLSVSSSAVL 

PVPr.PTT^ A VP A nr.QAR kTJPCr 
tvrvrUtv] 1 UAV rrtUU5nl\\UroL 

APMLGPGSVRSASSPSPGrfNPG 
AGS*ERAGLGERPRQKPLAVPA 
AAIDFPQSPASRSN1 


3526 


33894 


B 


3563 


149 


283 




3527 


33895 


A 


3564 


269 


452 


AGILFLSSSQ*SNARRPTHGALL 
GDWGPRCSPSPYANRSPSSSLA 
RQCRTRGSTRDLRVRT 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3528 


33896 


A 


3565 


1 


1877 


MDPQLERQMETTQNLVDSYAA 

1VNKTVWDLMVGVTPKTIMHV 

MINNRHAPPHGSRGLLWHWGC 

RWPCWPGGDAGQPYGTSILIEK 

KREKNQIDTIKNDKGD1TTNPTE 

[QTTIREYYKIILYANKVENLKE 

IDKFLDTYTLPRLNQEEVESLN 

RSITGSKIEAIVNSLPTKKSPGPE 

GFTVEFYQRYKEELVLFLLKLF 

QS1EKEGILPKSFYKAS11LIPKPG 

RDTTKKENFRP1SLMNIDAKILN 

KILANQIQQHIKK.LIHHDRVGFI 

PGMQGWFNTRKS1NVIQHRNR 

TKDKNHMIISIDAEKAFDKIQQP 

FMLKTLHKLGIDGTYLK1IRA1Y 

DKPTANIMLNEQKLEAFPLKTG 

TRQGCPLSPLLFNIVLEVLARA1 

RQEKK1KGSLQRVLSFLTTQRG 

LRRSLQPS1PFSFULVRAMFLLS 

GLVAVTLGSPSAGNQSTVLSSW 

SLVAQQEKAVPTLPLQSARPPH 

GSAVQAAVWPDTLYQSCCPLA 

ENQTHF WMTG KC VLC WLCS L 

WSSGEGKGQA1SRVLFGGVK.RP 

YPFQGTLFLESPWNLAGSCPVK 

PALATRGQG*SSAYSTEPV1 VQ 

RNAT*LKGKARVQLGAK.KESG 


3529 


33897 


A 


3566 


770 


949 


1RYVLCGGALR\MELLTKQG*SS 
AYSTEPVIVPRNAT*LKGK.ARV 
QLGAKKMMSQSVTPD 


3530 


33898 


B 


3567 


507 


1436 




3531 


33899 


A 


3568 


43 


421 


TSAHPGGEAVPS/LTTSTTWSRS 
SSLVTFTLMPPRGCSTGPPVTSP 
LCRMPRTTTMPASPVGSSIGQT 
STTLPSCPQRQT* PSACTG SG * A 
SAVRCAPKSSSSPATSSSMTTTT 
PGRATTTTTQTRC 


3532 


33900 


A 


3569 


210 


610 


TRKSRRNG*1PRHIHSPKTKPGR 
S*ISE*AKNR\TEIVAIINSLPTKK 
SPGPDGFTAEFYQ\STRRS*TTT 
MPASPVGSSIGQTSTTLPSLAPR 
QT*PSACTGSGNHKSLTVKSFS 
QGCAGLPASLTGPLWWRC 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3533 


33901 


A 


3570 


1 


718 


MENAGEREDPTVGNEGEVRLA 
GPVLRTQDELSWEEDEANPTSY 
PKGADSYCHSDCQTIMDFSNFN 
AFSTPNTFALMNTYSCPQHPNS 
KQFQLPTFVKMGEAVSVFFIGL 
PHATPIVEHQNDLIAGSVRMQN 
QPKGSTLQCIILMPQRPPGQTLE 
DMDYYYSCFSDEKNLGTKKLS 
SFPWSHSKEVKATFKGRYPGSH 
ALNRHTTLPGTAWILLLGGELA 
FLTVKDGSPLALPSRPADGMRG 
RNKARVLSSLNLTASWG*QAQ 
SSELRTSSPGKRMKQTQLLIQK. 
EQILIVTRIARP*WIFPTSMHFLP 
QTHLLS*THTA/VPQHPNSKQFQ 
LPTFVKMGEAVSVFFIGLPHAT 
P1VEHQNDL1AGSVRMQNQPKG 

YYYSCFSDEKNLGTKKLSSFPW 
SHSKEVKATFKGRYPGS\QPLT 
ATPHYLALPGFSF*VGNLHSSQ* 
RMEALWPCPPAQLMG 


3534 


33902 


A 


3571 


719 


1643 


1QKRACSVSARRGLRTGRCGCT 
AGTTTMPASPVGSSIGQTSTTLP 
SCPQRQT*PSACTGSG*ASAVR 
CAPKSSSSPATSSSMTTTTPGRA 
TTTTTQTRCASTPPSPSTPGAAT 
AAGGPLVQGHGRHRVRVQSES 
HEGHPHGMRPQPHCSTSSTGM 
SAGPRVPGQV\ASSRMLTHTNG 
LRGPGGFKLPSHGVLDLQNGT 
GMPGGAVCCSTVRGPATGPAQ 
TGQRREPRPTRCPWSSVPPLRR 
GKKDLARRQVESKPVWPGPWE 
GTPWSLLLGCNLPALSLCCIGTS 
ADRSFRKFYFFQTRIPLLLTDVL 


3535 


33903 


A 


3572 


1 


933 


M PEPPP\PPWAPA RPKPPRRAPP 
PA PRRPVPSTTQGLRS AGT/PA R 
DWQAAPPAALSSPEPHFNLIAS 
VQTVMCPVGAPAGMQGSGVPK 
PSGCRLVLWTPG**KGSIWGTA 
ASM TRRR WTM RS RTA M SPG PQ 
RVPSAPKPSSAPCA*MEGKRSL 
LPA/TVPGCKKRYKVTWVAVG 
GPDPTREASLCQPSLLGTDQDL 
QSSPFHWHLRIRQKMRYRTPRP 
HAEQGMGEGSHCLMSEHHFEK 
TQRQFSPDYYPNPSSQLNVNGI 
KYHAKNGHRTQIRVRKPFKCR 
CGKSYKTAQGLRHHT1NFHPPV 
SAEI1RKMQQ 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














CLSLPTPPWTPVRPEPPRRAPPP 
ALRRPVPSTTQGLK.SAGARRGT 
GRQ/PPPAAPDCVAQ\SSTVHLA 
ARATK*PSAHSVVSSSPMGVLF 
LHGLDFPRMTRSQGLR 


3537 


33905 


A 


3574 




1078 


SLPPPPWAPVRPQPPL*VPPPAP 
RCPVPSTTQGLRSAGA/PARDW 
QAAPPAAQVFTLLKNIK.MLPCL 
EKPGK.FGSLVIMREFNNHMWQ 
VELKMPVPSDLPKGTGKTLILP 
ECIQAPCMKSNNAVPSSSSAPSP 
WML*A*AWLCRYCRASCGISSI 
PTASPVTMACC*RYMRWGILPI 
SEPP\QTGFSPAGANQRGPLAAT 
LSGPGGEGQSAVARLTGEKKN 
HPGAQYANRLSPRVGRFINAAG 
TTGFPTGKRAGHKKEPIPQSFIT 
RAARRSR*PSKASELGRKQRRP 
V/PVR*LLRSAQEEISAVGKTPG 
FCQGGNTGYQSQR\RKK*PANR 
PVKRLP*GGI*SLPGSKTYAVSV 
RCPDQKI 


3538 


33906 


A 


3575 


2 


969 


VSTWETPQYRRPPSPS*RGSREQ 

PCSFSSPRDTPGENHWLSLPQR 

D*AGPPVRRALGAS*PHATRRP 

NRGGAS*PDLQPNHTRPFRPFPS 

KNPCFRFPEPLRAPTLVPGPCKP 

HSPAASGRVPPTHPGRGLGKSE 

G/SKEKPMRRTAAPTPIRFPKIT 

GT/PSTQTAADHALLGMRDQSL 

SGQSPGPKSPDADDQLQNRDH 

TETEQRISSGRSSALAPESQLQQ 

GC AG I H FRGRFCKAPPLVCERL 

RGWXPRGKRKGVCESAAQASP 

MSAAPCSTVPSPINHPRAEECG 

RTARDWQAAPLAALVRDPLDE 

ASWAPESGGDVENLYV 


3539 


33907 


C 


3576 


1 


444 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 




SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


3540 


33908 


A 


3577 


227 


2141 


fcpvatsasvtpvqtrcatr.pt 
tapsadcvspraagglpsghcf 
rsep*gknwapcpqpaltpss/p 
sqtsdseehpssen1ppgyevvs 

LLEALNGPLTPSPAVPPLHVL/E 

RWPPLRNAPFIWQ*WPPAPRQD 

DLAS*PPV*/PAAVRDSNSKRVS 

PNPLPKTLPCCMKRKMSIPAAS/ 

TETQLSQRPSVQHLGEECGVTP 

ESENLTLSSSGAIDQSSCTGTPL 

SSTI\PPQKALPAAAWPSLSCPW 

HPPRSALTPSPPCLAPTSPLALK 

RRERLSLPPSLPAGPPQKK/REG 

LPAESPDSNFAG LPAG EQDAEA 

ALSSHYQPISHASKGDCKSGME 

QQGVCEREWGPATVQSDTPAA 

AVGLAAPGRQAVEGLSVCSLR 

PPCSSRCDGSGCSGQPTTV1NIS 

LRRPTSPRTREDSEKPGQYPKG 

HTEARQMPGQKDKVAKRSRK 

V\*EEKENGKGPIRRQ*KQAAPR 

QLGQAGLTHSLK.ARV/RGGTG 

G/AAGVLG/GAWAWRAPHQW/ 

PGLIALPARGNEGLSTRASGCG 

GCTGSPSSASPPALRSISRRALA 

AFPRGRARDLQPAMPEPPTPSV 

GSCAAPASPMSAAPCSTA/LQS 

HRPPKG*GVRAHGAGLAGSST 

CSPSAGSTG*S*LGS*VWWGRG 

EPLCPAQGL 


3541 


33909 


A 


3578 


26 


1141 


VLQLLRWRVWSLFFLMFRCVR 
S FF L LTQKPS WL HPVDPAPGLQ 
VELPASPAPCARTPQPLGGRWD 
WAPWSRGRRSSGRLGLHRNLR 
RPGAQAWRAAGPGPCPAGRQL 
RPGEKSSAAPVGWHCWGTEYT 
FPSSRWPGC*APHCPGLAGPAG\ 
SPSAGPAKPTPTWNSSWPASAA 
RSPGSYS/PPLPPY\PLQAEGAGS 
GLGQPRKGLLHL*DVPAEPVLA 
GPLASGSIPLAAPPAGRGLLAPG 
PCPGLDLRLL*QLPPPSVFPTTP 
KTELVLGTPGHGQPHRGGHESS 
DSAGG/APTPRALRSGWDPSPPS 
SVCATPTSSGLSSTPQLPLHQRT 
SSSTASWSPGWGMGSC*VLVTS 
GAATVGC*RLPSISTS*SPI 


3542 


33910 


B 


3579 


1 


1234 




3543 


3391 1 


A 


3580 


443 


865 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


3544 


33912 


A 


3581 


2 


1524 


CLSLPSPPRPPHPWAPVQPEPPR 
R A P P PA PRC PVPST/TPG AE ERG 
RTARDWQAAPPAAPKEETPNA 
SEYQKEQTPDTPPLRTVTLTVT 
VHGFILEVSETKNPPIPDTGLQV 
VPKPLPRHTRGRVASSS1HH1RF 
PVSPSARAG/APPGHTPCQGTW 
Q1QSSPAQGGGAPN\PLYSAGSA 
LVSSLVLVLQFVDPFVRS\PEHS 
V1ARPSPARPGTWELGRRRTRP 
SQDPPRGPSGGPWPGRGRGPW 
RSKTDAAPGKA\ARSPAPGASC 
ELARRGASPGREGLAVGRAAG 
RGVASG/APSPAEGP\QAALGAP 
PGTHRSSSPSAQVPSSGARTESP 
W*P*LLASAGRPRPQPGYHAQE 
WRKRPRRPVRTRRRFPTKAPAR 
SAGSFETSTFSAHDPGSRGHPW 
nDi/Di d a r,r.ni?TA ppr. Anr.or.5 

\jrf\rL,r AUUUK 1 ArruAyuKUo 

A\SKAPARJHEPALRGHSGSRGG 
TPG\GSSALLCAKNCAPGDPGT 
AGVGR*SGTQLPPRAPLEPLSAP 
RRVRPVGSGRRREKVPRPGRPR 


3545 


33913 


A 


3582 


1 


3339 


MSVRKDVEKLEPSD1VCGNVQ 
CYSCMETNLTVSQKVKHEVTV 
GPREGATKPNRMKGKEGRSGS 
LLGEGDFFKDESVMSSQGSSKD 
GEKRRGKAQRWKWPMQG1CR 
QLGVAKSMEGYQSRRDQGGR 
GVSDKWPQVCAKKPEFYPTAQ 
vwAMFWT^rnwTiTni pi-ini 

V WAINriDV 1 OL^jV 1 I I^L.L/rlOU 

K.QNLSPKVND1ITDIESSSGSGA 
GKFQVISKSDISEVLLQQMDAG 
HSSKDDPNEYGGWK.SPRPRC 


3546 


33914 


B 


3583 


1 


503 




3547 


33915 


A 


3584 


1 


787 


MIKWVSYQGCRDGLTYGWSCS 
VETVRWLPEVHAADTSCLKISA 
CLSSFSSSYKAPSVVAQAAPPSS 
PHKTSSLCTTSAP\SRPSMRTTS 
APP*\SSAARPSI*NISS/SPESSAA 
T1*N*NMSSSPGLQLHDTQTRTS 
APPRVLNSAT/SQTTTSAPPRAR 
TPVPPGSPAPRPSQK.NSHTGSFV 
VFSSTT*DISGSTGSSHGPPAQR 
LS*T*KAAPAPPQGSISTT\PDLN 
SGSTTS/SSRSSAPRPSLKNPFS* 
NSAVKKSAAEVNE 
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SEQ ID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of ilrst 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=U n kno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3548 


33916 


A 


3585 


746 


2018 


THPQERGTWGNRQLFAVLPLPF 

YTSLETMSMGCGAVVAGQYQ 

KCPFFTIPSANFPWQKQEGMSG 

NPPRVRRHISLSRSCLTLAVPMT 

IRRSWEGAPFVGAQDGCRPLLP 

GRRALLLHLGLAPLL/GPPPPPV 

SPPWPPCKATWVSAGGRCLY/G 

CPSAPAPR\APPEFPAPPGFPAPP 

AASSPSTRCSRGT*SCGPGRPGP 

LGPAWSA\GQRGQLAVPEPLQA 

VLGALGLLRPLGERR/PAQAGT 

FSPTAPGRGAPGASA*GGRISG 

HSSGD1PRRGPSRGHPPLLAQGS 

DA 1 RSTLII/ERLSTRTRPSFKIKT 

PSPHQRPQQPHASWTPSSGTLS 

KPSTPCSSSSCAPRSGDGGG/EG 

HAGLPSQPAAGSQPAAPCQRPE 

AWAGGRGNRPGKPGAPQGPCF 

SLPRPQRSR* LPPPARQKPPFFTL 

LSLFSF 


3549 


33917 


A 


3586 




1911 


T1YAVNLFPILPQGDL*PFTMVT 

MHWGEGNGQIFRGLLDTGSEL 

MLIPG DPKCHCGPPVKVGA YES 

QV1NGVLAQVQLTVVPEGPQT 

HPVVISPVLEC11GIDILGSWQNP 

HVGSLTGKVRATMVEKAKWK 

PLEQPLPRKIVSQQQYR1RGE1A 

EISAKIKDLKYAGVVIPTTSPFK. 

SPIWPVQKTDGSTKIPGTSTSVK 

FLGVQ*CGTCQDIPSKVKDKLL 

HLAPPTIKKEAQRLVGLFGFWS 

QHIPHLGELLRP1YRVTRKAASF 

EWGPEHEKALQQVQAALQAAL 

PLGPYDPA/DQATVQLKLPVIN 

WVL\SDPSSHKVVMHKLREEV 

GQMTMVFTPATLSSLPQHAMM 

VSWGVSYDQLTEEEKTRAWLT 

DRSARYAGTTRK.WWTP/HQSLS 

PATPVI/SQWA/HGHGGRGGGY 

AWAQQHGLALINADLATASAE 

CPICQQQRPKMSTRYGTIP\GKV 

LQKA VCDLNQH PI YGTLS/PI AR 

IHRSRNQGVEVEVAALT1TPSDP 

LAKFLLPVPTTLRSTGLEVLVPE 

GGKLPPGDTTTIPLNRKSRLPPG 

HFGPLLPLSQQAKKGVYPPKKK 

SLYQKHALSYMSLFTAVPFT1A 

KTWNQPRFPSMVNW1ENMWYI 

YTMEHYTAIKMSEIESFAAIWM 

QLEAI 


3550 


33918 


C 


3587 


44 


310 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3551 


33919 


c 


3588 


20 


328 




3552 


33920 


c 


3589 


288 


542 




3553 


33921 


A 


3590 


332 


528 




3554 


33922 


A 


3591 




1717 


NVCQSHR1PEHCYDSLNVCSS* 

GIPEYSCCDLNICPSHWTPEHCY 

EGLNDCPSSNIPEHCCWGLNDC 

SSRS1PQHCFWGLHVCPLHRJPE 

HCSWVLSVSPSQRILEHCDENL 

NVCL*HRIPEHSRCCLNVCPSHR 

IPEHCCL/ESESLSLTQDSRTLLR 

L*GSECLSET*NSIILPPLFECLSH 

T*YSKTLHLGSECLSLT*DSRTS 

LLWSECSSYD/VENTTA/EGLSI 

CPSHRVPEHCYEGLNDCPSRRIP 

EHYRWGKNVFLSQRIPEHCYE 

GLHVRFSRGIPEHSCCRLNVCPS 

H RI PE Y Y Y ECLN I C PSK.RIPE YC 

CLVPSVYSSHR1PEHCY*VLNVS 

PSQRIPEHSCGGLNFCPSHWIPE 

H R Y EG LNVCLSH R1PEHC YEGL 

YDCPSHRJPEHSCCGLKVCPSHS 

IQEYCCWVLSVCPSHR1PEHCY 

HCLNVCPSHRIPEH*EDSRTLLL 

LSECPSQRISEHCYEGLNVFPSH 

RIPEHCYFGENDSPTHRIPEHC Y 

EFLNDCHSHRIAEHCFSGLNLC 

LSHR1LEHFRWGLHVCPSHGILE 

HCCWDLSVSHSH/SNSRSL*RVS 


3555 


33923 


A 


3592 


3 


191 




3556 


33924 


D 


3593 


58 


477 




3557 


33925 


A 


3594 


19 


367 


AIQSWCHHVLQAQPHVELLVP 
RFIEELGSLVHGH*PRHRLPPAH 
SHVLHHCQLQLGHTLRPRHC1L 
QEHACG/RVRCLLQRQAGSPGG 
WCKRECLFLQE/VKPSVRICTVE 
MCTISIS [ 


3558 


33926 


A 


3595 


55 


555 


NHFVAEAASCPPRCPFRLDAKK 
LVRSPSGLRMVPEHRAFGSPFG 
LEEPQWVPDKECRRCMQCDAK 
FDFLTRKHHCRRCGKCFCDRCC 
SQKVPLRRMCFVGPRAAVRGS 
APWVFPQGGGVFTD\NSSKCS* 
AEPPSSS/QFGNSEKPETMT/VSS 
FQ*PEILVSGWRQPL 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3559 


33927 


A 


3596 


182 


696 


PVFWIRNL*SMASRGLRRD*EH 

LKEAILAHSL/KAKRGGEAAEE 

ESEASRGWLVRFKGRRCLRNIE 

VQGETASAAGEAAAGHPGDLA 

K1TGAGGYYTQQIFSVDETTLH 

WKKMPCRTFTATEEKISAYFKA 

SKDGLNLLLGVNAPGTYVLRS 

N1SVFLSEEMSSDKRLTEMGY 


3560 


33928 


A 


3597 


74 


2521 


RERWAAGPVTCQVTTWPGAAT 

TRVTWPMTRPATPCAVHGCSC 

PRSHWSQKCGQPASRAV/SPHP 

PSTCGSSA/APGPTPKQEAPSAL 

WPLSGFPN*EPGPGQPGD\VVE 

KATERMAAMKTEAGVPLVEV 

QDPVEVPSGR/PAGTCPAQPQH 

RTPAPCTADP/PALDTPTTTHPA 

PAPCPTAIAASWPAVWXLPQPG 

Q*PRCPRLIATCEGQTPAGEEPQ 

AAATAGEGR/VK.ASVSPAPRGT 

PCCG1RWVARPA FSGHRSSPCP 

GSQGCWA/PSSGVPEASEPRPGE 

QEPIFRKREFNKEIKSL/PEPAGV 

PRPAWLLSAP*APSHAELPG*PP 

PLPCPAKRGQPGCG*APWRPLP 

RRPSSV/PPPAWSPP/QDLPPLGS 

EPAK.PTNGG/PALCFPPPHSLQP 

QDASEKTQG/PEEAPPPCLVPR 

WPPDSNSR*HPRRSPMSPAPHS 

TPGRRHLTQIPNYKTHLFP*APA 

RGPSPGRACTSPCPRQGLWWR 

WPAARATSGALSHLHFPPPTPA 

LPATFSLSSLQLPLHLPPHCVQR 

APAAAAGSRRRSRCPPSRRSPA 

CLTSPTAFMRSSPTS*PSRQPPW 

SSASTSSKRTSVSSWASSPSPSP 

TCSGTFPWA*RR*KAPASTCPR 

RPTG AACC VN WRSPKGPGRPP 

GSAPPTAAQRHPLCSRNQPPTL 

PRTRPQSPAAPSTPTCQPAGSSA 

LWSPSSTCLPAPAWVPVPPSPR 


3561 


33929 


B 


3598 


1 


588 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codoti for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3562 


33930 


A 


3599 


357 


101 1 


FLPLGELYAEGSRM1WSDGFW 
AGHLHSCSHPRSSSFSPTCTYPL 
PPPPPW VERQGTRGSG\P* PGK.R 
TSSPFRVSPGSNTRECTPS\GLLD 
CIPSCISLSEKPQNDSSSESA*KIP 
ASSLVTSGLGFCKNPQWSNTSC 
TSLSCDA/CPPWND/CCQMPVPC 
SWTFQPPEP*AK*TSVPYKLPSL 
WYSVSQRGKDSPSPAPPGPGRR 
AQPASRAAAAPPAVGP/SDRAA 
DPLSPLQAPIWAPRHQHGRSPR/ 
VR*GLRWLHGALRVVVILEGG 
RAQ*PPWNDFVRCQCHALGLSS 
LQNHEPNK.LLFLINYPVCGILCP 
NAGKTARAPPLRARVGAPSLPA 
ALLLLLLLWDR 


3563 


33931 


A 


3600 


63 


660 


K.PQVNKSASCAQLAGPVSQRG 

KDSPSPAPPGPGRR/CPACQPRC 

CCSSCCGTADRAAAPLSPLQAP1 

WAPATSMDARRVPVRVFALTE 

ART*GRAPWAFPGDVNPSLAPI 

P*TCSYTEL1PPVSFSFPPSTSGN 

SPTACLDSGVQLASPSGSRTGA 

TGGAAHSPARAPA/PPQPLGSR 

WDQGLRWLHGALRVVVILEGG 

RAQ 


3564 


33932 


A 


3601 


202 


515 


FCKHEAAVSSGKAVGTRSQCR 

HSGPLRVAMKFPARSTRGATN 

KKAESRQPSENSVTDSNSDSED 

ESGMNFLEKRALN1KQNRAML 

AKLMSELESFPGSFRGR*PRGCS 

AAPRSKRRSGHPPPAWT/CSPR 

AAERS/PE*RRT*RNSDM*S*FP 

ARSTRGATNK.KAESRQPSENSV 

TDSNSDSEDESGMNFLEKRALN 

1KQNKAMLAKLMSELESFPGSF 

RGRHP 


3565 


33933 


C 


3602 


40 


186 




3566 


33934 


A 


3603 


1 


3189 





342 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3567 


33935 


A 


3604 


1 


1821 


MLKNFK.KGFNGDYGVTMTPG 

KLRTLCEIDWPTLEVGWPSEGS 

LDRSLVSKVWHKVTGKSGHSD 

QFPYIDTWLPQWVRGQAAAVL 

VAKGQIVKEGSRSTHRGKSTPE 

VLFDPTSDDPLQEMAKVIPVVP 

SPYQGERLPTFESTVLVPPQDK 

HIPRPPRVDKRGGEASGETPPL 

AARLRPKTGIQMPLREQRYTGI 

DEDGHMAERRVFVCQPFTSAD 

LLN WKNNTPSCTEKPQAL I DLL 

QT1 IQTHNPTWADCHQLLMFLF 

NTDERRRVLQAATKWLGEHAP 

ADYQNPQEYGKEESPAQFYER 

LCEAYHMYTPFDPDSPENQRMI 

NMALVSQSAEDI RRKLQKQAG 

FAG1VTNTSQLLEIANQVFVNRD 

AVSHTGAEHSVVTGPVAPLSK 

KTID1IGAMGVSAKQAFCLPRT 

CTPGTKDYRLVQDLRLVNQAT 

VTLHPTVPNPYILLGLLPAEDS 

WFTCLDLKDAFFSIRLAPERQK 

LFAFQWEDPESGVTTQYTWTW 

LPQGFKNSPTJFGEALARDLQK 

FPTRDLGCVLLQYVDDLLLGHP 

TAVGCAKRTDALLRHLEDCGY 

KVSKKKVAQ1CQQQVRYLGFTI 

RRGV\RLGSERKQV1CNLPEPKT 


3568 


33936 


A 


3605 


1269 


2463 


GVQEESSDLPTAVDSSRPD1RD 

QAWASVHWELYVHGSSF1NT* 

GERGAGY/AVITWT/HVVEARS 

MPQGTSAQKAELIAFIRALELSE 

ALAKTV RQRCVSCRQHHARQG 

PAVPPGIQAYGAAPFEDLQVDF 

TEMPKCGDIRKIVTGDVNTPAI 

LGVVSSSPPSH1GNNITEDPELQ 

PILAGLSLSMYLVTVLRNLLIIL 

AVSSDPHLHTPMCFFLSNLCWA 

DIGFTLATVPKMIVDMQSHTRV 

ISYEGCLTRISFLVLFACIEDML 

LTVMAYDCFVAICRPLHYPVIV 

NPHLCVFFLLVYFFLSLLDSQL 

HSW1VLQFTIIKNVE1SNFVCDP 

SQLLKLACSDSV1NSIFMYFHST 

MFGFLPISGILLSYYKIVPSILRIS 

ooUuM FvAro 1 l^UoriLA V VL 


3569 


33937 


B 


3606 


■j 


1830 




3570 


33938 


B 


3607 


1 


459 




3571 


33939 


B 


3608 


30 


440 




3572 


33940 


A 


3609 


1 


279 




3573 


33941 


A 


3610 


2 


500 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 






== 


( 


J 


464 


GHACGAERDHLQPHSPAHLLL 
LLLSV*AVW*PRYTVKMATAC 


3575 


33943 


B 


3612 


1 


780 




3576 


33944 


B 


3613 


1 


610 




3577 


33945 


A 


3614 


1 


1896 




3578 


33946 


A 


3615 


2 


1418 




3579 


33947 


A 


3616 


314 


720 


GVQEESSDLPTAVDSSRPDIRD 
QAWASVHWELYVHGSSFINT* 
GERGAGY/AV1TWT/HVVEARS 
MPQG TSAQKAELIAFIRALELSE 
ALAKTVRQRCVSCRQHHARQG 
PAVPPGIQAYGAAPFEDLQVDF 
TEMPKCG 


3580 


33948 


A 


3617 


1 


1029 




3581 


33949 


A 


3618 


1 199 


1758 


KTLSFLSDQPLRARSCLPFSGKI 
RS/RALAKTVRQRCVSCRQHHA 
RQGPAVPPGIQAYGAAAFEDLQ 
VDFTEMPECGGNK.YLPVLGRT 
YSGWVETYPTRAEKAREVTRV 
LLRDL 1 PRLELPFRI G SDNG PA F 
VADLLQKTATVLGITRKLHAAS 
RPQSSG KG IQNNRTGG V YTPCD 
1ESHVILFRSGY 


3582 


33950 


C 


3619 


499 


831 




3583 


33951 


A 


3620 


410 


1 144 


LSIQQYLTRP/PLLG FPPAEDS W 
FTCLDLKDAFFPIRLAPERQKLF 
AFQWEDPESGWPPCWRALAAT 
ALLVQEANKLTLGQKLNIKASR 
AVVTLMNTKGHHWLTNATLT 
DYQTLLCENPRJTIEVCNTLHPA 
TLLPVSKSPVKPGCVEVLDSIDS 
SRPDLWDQPWASVDWELYLD 
G S S/FLQPPRRGG G Y A /VG DTSE 
LPPCWVCG1PALTQRLEKQHLP 
PSGHQGSLKHLIWDLLLLTKKR 
TFSSMI 


3584 


33952 


A 


3621 


1244 


2690 




3585 


33953 


B 


3622 


1 


1114 




3586 


33954 


B 


3623 


1 


1863 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=po.vsihle nucleotide 
deletion, \=possible nucleotide insertion) 


3587 


33955 


A 


3624 




2056 


REALQGIQVRLKHLRTFGIIVPC 

QSPCNTLLLPFPKPRTKDYSQV 

QDLRLLHQATLTFHPTVPNPTT 

LLGLLPAKDSGFTCLDPKDAFF 

PIRLAPERQKLFAFQWEDPESG 

VTTQYT WTG L PQG F KN SPTI FG 

EAWARDLQKFPSRDLGCVLLQ 

♦VDDLLLGHPTAVGCAKGTDA 

LHRHLEDCGCKVSKKKAQICR 

QQALAATALRVQEANKLTLEQ 

NLNIKASRAVVTLMNTKGHHW 

LTNARLTQYQTWLCENPR1T1E 

VCNSLHPATLLPVSESPVEPRC 

VEVLDT1DSSRPDLRGQPWASV 

DWELYVDGSSFFNPQGERGAG 

CAVITLDTVVEARSLSQATSAQ 

KAELIAFIRALELS/EGRKGLSPG 

RGKDK*WRKDGFGYRMGEYC 

ATAARSCSCTGCARNHPSTSGV 

TGKVVRPVFLHLAFVS\FAKTV 

RQRCVTCRQHDARQGPAVLPG1 

GAYGAAPFEGLQVDFTEMPKC 

GGNKYVLVLVCTYSGWVEAYP 

TLTEKAREVTRVLLRDLIPRFRP 

PLRIGSDKGPAFLAALLQKTAK 

MGTRSDTQLAHIGTVLRDIHVS 

VCSDG PN LRTG LN VI LGG VE W 

QSTPGNLVRRQGETGLHLHIYH 

WWQAVAIFPVYLGSSLHMKVG 

GRSFEQEEDTEH1PVSYDREGQ 

ECDTELKGQEGDELEAGSVVP 


3588 


33956 


A 


3625 


491 


964 


R1QLCCRTRGTGAQKKRMKVS 

SRCTPAPATRGTGAWQPQAQQ 

APGVRATEAPRL*AHDEVSQPA 

PAPPSTRHSPRR*PVAGKEHLE 

AAVDKERHEVAQAVVTHVLEG 

QLEDVAPAHAAQI/GSPPWAGK 

RLRTNPAPRPCHPIQTLSRRLGP 

QNHTLLH 


3589 


33957 


A 


3626 


131 


351 


N VGLKGTAG ER\GGSG PPS* PPA 
G RN SGPAGRRPPAA R APTPG S A 
AR*PAPPGPPRPPAGRGAAAAA 
GPAGGGA 


3590 


33958 


A 


3627 


3 


428 


G E WE A PPLLRHTRPG P A/P APP A 
PSGASCAPCGGQTCRPRPLRQA 
PPSPITTGHARIWLGQPRPRSSS 
ATPPKELP*GPTE\PHTGELWVA 
SGSCPSGTKLPEEGSGSNTYFSA 
VSAGDTQSNI1WNGPPANSNRP 
AAEGPDC 
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SEQ ID 

NO: 


SEQlDiSO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


.Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3591 


33959 


A 


3628 


2 


425 


YLASAAIFRNMSSVVCLVCFFF 
TSQICLQTDNAPYTVLS1NENLS 
VLGSMFSNFLRSFLRSTK.ASAK 
PFIVTLLRSSFFSVSSSLASSSAM 
HSCSSSNSSSFFNSSRTTSKSSST 
SSSFTPS/SESF/SS*VSSSRFHSYT 
PW 


3592 


33960 


A 


3629 


81 


594 


LPAGFGPCGAWNQNQREKRPQ 
SPGAESAA*SGGGQQRGGRAG 
AGGHGACASLGSE/PQGREPAL 
GAGGETALPSGSGSGRPPRPQR 
PRDSGPEALPSAAFWKRRR*AS 
ASAPALTPVPDSVRGAQPGGG 
GAEPEGKAVRMRGASRPALSQ 
LSGREIGPCPQGRVVAPSGTAC 


3593 


33961 


A 


3630 


317 


778 


PMVWSCASAARLPEPGNGALL 
RTSSPRCSP/CPSAA*LTRLPPT/P 
/PGDPSAAPSPGQRPAGLAGAG 
GAERSGAVEVGPREPGRDGAG 
S*SWI/AGPPGRLEAGSA/GVLR 
SPVAGWRPGTCAGRP/GKAGDL 
GPSAPPQAPHPPPPSWSPLSPLA 
SPPTK 


3594 


33962 


D 


3631 


1 


1068 




3595 


33963 


A 


3632 


1 


730 


LALTARSSHPQRATVPKA SWA 

AASPTKFRHSGAALQWRNLGP 

VRAQGRRLSTAAPAAPSRRLFP 

PPPFRGGRGGGWSGSRGRRGA 

EPGRSHGAGGPGDDGRCGWGE 

GAGTSTPARPSRGPG*RPE1WTR 

GGGGSAKSQG/PAGAPGCAGPR 

GASSFGRQRAPAVLGPG/SSTA 

VCPLPRRTWNLRAPGGA PSYA 

QVAAAHQAPPGRPPWSPRGAR 

GSGRSRTFAPSTPAVVAGAASA 

VAPPRLRPSPPPAPAPAAAATA 

AERRGREEAPGRGCGSGRAEPP 

PLGPDGTQVSPLQRSSRVTEFC 

GGSGGHYARFWHSSPLRVGAS 

RSQS 


3596 


33964 


A 


3633 


70 


792 


HGLVLDVRGPLSHAAPYWAPY 

PAATAAAARTAPLPPRSAIWS 

GPQPDFQELRKTWPSQC/GMAR 

REPLLPITAIPRVVVETTP*GFA 

KQEPSVAGLRCRGSEAPA*LLH 

GVHRNVS/ETPGPEMGRPG*GN 

HRQRPGKQRGIPSSGLPGRCSG 

SRGPHSSPGQKPHGSTLSGRRG 

ADPRPRRRVYLSTPLLCEKKPH 

HDTILKRKPGMGDGNNPCPWN 

AGLYGQATRFAPLPLCPRRRHG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop endon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3597 


33965 


A 


3634 


2 


339 


WPCGWTGRGGCRQ\RGRERRL 
GSGVRFGDVSFRGRGRGRARA 
SWKPPHQGPGEPKSGTRNRPP*\ 
GGGAPAGIRGPELGTGNMKKL 
LLSLPIYYHLAGEKGQVAKIVRI 
PSADV 


3598 


33966 


A 


3635 


31 


438 


MVTDVVTRGGELGQRHVPPGE 

SSGLFCGQCGERETRDPSYRG/ 

WSRRFRFRALKNGAHWSPRLA 

VFGDLGADNPKAVPRLRRDTQ 

QGMYDAVLH/VGNFSNYKARF 

SMPGDNEGLWYSWDLGPAHI1S 

FSTEVHFFLH 


3599 


33967 


A 


3636 


1 


422 


LRRDTQQGMYDAVLHVGDFA 
YNLDQDNARVGDRFMRLIEPV 
AASLPYMTCPGNHEERYNFSN 
YKARFSMPGDNEGLWYSWDM 
GPAHI1SFSTEVYFFLHYGRHLV 
QRQFRWLESDLQ/QSQ*EPGSP 
AVDHHYGAPAHVLTK 


3600 


o3968 


A 


j 640 


1 


319 


FRREPPRGAAAAAALPRRNREN 
K.RSKNRPCCEG PRG SARMKELE 
* PRPLQVLCLLPEMCSPRLADS 
YSPVSVRPISAPVRFLHRCCPPP 
FAEFPACRLLQHSRVPL 


3601 


33969 


C 


3641 


214 


363 




3602 


33970 


A 


3642 


1 


3390 




3603 


33971 


A 


3643 


396 


766 


ERGLGRSEIPRKEVEHFMQLGS 
AVAGP*LLPVLVGPAGECFHGW 
LEPLLAR1AEDKTVVVSPDIVTI 
DLNTFEFAK P VQRGRVH SRGN F 
DWSLTFGWETLPPHEKQRRKD 
ETYPIKQPVGVIGD 


3604 


33972 


A 


3644 


105 


786 


VGPEHCAGAARWVTSPPRSWP 
DAGQSVN*PDLP*REKHPEG/G* 
KLQGQGAKTAGNAVVWKPLS 
K/PQGSSALSGGHWDRLPAPDP 
GKMPNCDRAPPKIASRVSPQAC 
FPRPSPPVPSAGPLRASTPADQA 
RRPA RA ARPPDALSKRGPCRI S 
AKLHSGGGGGGGCREKAQEEP 
EGRTARSLTPPLPLAPRPGPAGR 
RLPPAHTTQPPGRTGCPSPAGR 
DTSQLPYFLLK 


3605 


33973 


A 


3645 


313 


546 


RNKVGSRGRAKQLKFSGQSTR 
VHRSESREEEEEKEEDEEEEEEE 
EEEYEKEEEKEEEEEEEERDLEF 
SKGPFLSS*SSQGK/GTRVHRSE 
SREEEEEKEEDEEEEEEEEEEYE 
KEEEKEEEEEEEERDLEFSKGPF 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


*=Stop codon, /=possible nucleotide 


3606 


33974 


A 


3646 


3 


1332 


PLGPRRQQSECGAPTLTWPFGS 

NGLPGQQGASPLSASPGAGAGS 

GRGPAAXGGSGASCTPSPRGPAS 

WSRSAAQVPRSSRWRAGSASS* 

NAGSP/TPPTSQPPRA/PALCAA 

AGTLAPVEKGVEVPAGRGLSG 

APS**GKCPLPEAPSGGSAPLS* 

GGTESGAGAPEPRKATGRPGPR 

VPGGAGAA/RGLPAPTSGCAAP 

FPPRPCPG LC VLRARPAG AAHP 

CPG PG WPG/PG PG AHQTLRAA L 

REPSPL ASPLVSG RPGPRL VFN R 

VNG/AAGPLHVPILRGDPGDLH 

SGPRGECPLCVRSLAAGATAAN 

DG G PAG EG RPRP V YTMERTAN 

PRLQNF V PH * PR/PSG GRKQFL A 

RITS\FPSGCWEGGAATRPTCRQ 

EKGMAALPTHCAWLGAGHT*K 

CQHLDFCTFFFPGPGCGDGRCH 

VQGPNPSDLSPAHCAQGPATSP 

WGWQGGAPG 


3607 


33975 


A 


3647 


102 


788 


GHCGGGTQCSWPAPWCQN1 .LP 
PSASPTLSTQRQLWHAWPGAH 
RNPV*QVPSLDS*ARAQLSVPA 
QGSLPLC/ASLTASPWCSCSSLA 
VLLFGK*PFCVNLF*RASLMKS 
SSRARVLPSLRPVRWPAVG\RG 
WQGMERGQGAWPWLCGAVCS 
RA*SVHMTTLPSGPALCGIQRR 
LQSSTQRRPESLH PLQLG WE AA 
QAGEGLPHPAVVHLPASPRLQL 
SQLHQSRPRLPPG 


3608 


33976 


A 


3648 


114 


1309 


TNCSCLRDRPLDSSHVPWVEEA 

QSAHNNKE1VPQKGPWSSKHN 

QARGPPRSESNTNKAVNCAGRS 

TKTQTPRGTSGT/TEGNT*VHTR 

HTKMSTTNTNTSSLDAPPTTQQ 

MRSTRERGTS\PAPPSSALKNTY 

TLPLPTSXSNDTTIYQLTVVPGP 

GPRTGELPRCHARVTPRVSGEE 

ALPPPPRSPENSNTHLRTPSQTR 

TPTRARPPL\PETSPQQPWPDPR 

VGFFLRSSPVWAPSSQQYPWW 

SPSLSTNMTIPPESS/SLLPTLAY 

YTSLTSHHGQRMPA/PADHA*A 

QSTPSAHRHRPQYVQWTTDPPS 

THGTFEESSGR/YPQTHTVAVK 

K KTI G TP A RD S H S FPTTPTTRM 

VKSLKTSTGTSTDLSSSRSILKS 

PTSSIFTSLTIFSIWRDPDSMDLC 

V 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3609 


33977 


A 


3649 


3 


1777 


NVAGNPARSMAETQSRAGTAG 

PGPRTKQTPGTWGSGQAGAPA 

HPPCY1QESRSGFSAPGRARNA\ 

PGAANPLCMAPGGAEGSGVIQ 

REVEGRPRSHSAPMLSLWSERP 

PSCVCLGPDGAADFPRRGRGPR 

PPLQDSPASPSAPRCSPARCSRL 

PL*PRPRDKDAPGTGGRPG/PPG 

TLPDSRLECSASRPCGEGCETL 

VQFPDRRGPGCGPLQGPGRGNP 

ARPQPRLTRAAP\GPTAPAALVS 

SGGAAVPPRRTR*PLLAGAVEV 

A SPRPG S VQSLVPEHPGPFKELR 

N1VLSNSPEASYSAPAN*RPPPA 

E1RRREWQELRGGVLGGGLVFS 

FPPHSCVGSTGAWGLPTWRGV 

GSGIQGFFSVPP/SGRETSRGGR 

TATAPWSSTPDCPSHWREPSAG 

SLRRG*GRRDAAPGAR*SRAPP 

TRPGSRASPG\GAGEAGVEGEL 

LGPRGQVVTG/PGRPTAPGIYRP 

GGRRKASAAGSRCATGGSRSSC 

PRRGSRSPGWRWTRWGVP/GR 

RGTLARPAPGPGCPYRRRPGGA 

PRGAGGRPSTGCGSRSRQWLA 

GQLLPRPSM LG ALPGLAPLQPP 

PAPPVPPPPPPPPPPMPLSAALSS 


3610 


33978 


A 


3650 


3 


922 


NVAGNPARSMAETQSRAGTAG 

PGPRTKQTPGTWGSGQAGAPA 

HPPCY1QESRSGFSAPG\PRETHS 

GAANPLCMAPGGAEGSGVIQR 

E\GKAGPDPTARLCSAFGPSGRP 

PAC/RLGPDGAADFPRRGRGPR 

PPLQDSPASPSAPRCSPARCSRL 

PL * PRPRDKDA PGTGGRPGRLG 

HSLTRAWSAQHPGP/AGEGCET 

LVQFPDRRGPGCGPLQGPGRGN 

PARPQPRLTRAAPAPDSAGSSG/ 

APPEGCCAPAKDEMTPAGRSC 

GGCLAETRICPVARP*APLEKSF 

PNVVNPGKKKAQPTLSPSNMT 


3611 


33979 


A 


3651 


1 


542 


LPGAGHRRVLDAGGPRGAGLQ 

PQLPARQVGAVAELHVSGPPG 

AGLA/GSGSGASGVGLGAAGW 

GSGPRGVRAEGEGAYSGPGQV 

FPVQGNVGNADAGTTGVGVPA 

GWWPPLPTRLQTLSVASPWLCP 

*AAASARSPPSGLSGE*TLFYTF 

SFLPPVVIAASPPAGLASEARPC 

FPRFHSYP 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3612 


33980 


A 


3652 




3063 


MSLEVDRSVETMCSGDEILLPD 
LPKADVADPLWGPFPVQNCLS 
LARSDSREQGLVLVMESRNRE 
VVPPGVSYSKDGAKSLKGDVP 
ASEVTSKDSTFSQFSPISSA EEC 
GDDEKIKVDDPLTRRTCNQASG 
SAPQQDYDK.LKAFGGENSSKT 
GLSPSGNMEKNKVVKREAEAN 
SINLSVYEPFKVRICAEDKLK.EN 
SDNVLENRVLDGKLSSEKNDT 
CLPGTAPSKTKSSSKLSSCSSAI 
MALSAK.KAASDSCKEPV 


3613 


33981 


A 


3653 




847 


MENKKVASPGWTCWECDRLF 
MQRDVYISHMRNEHGKQMKK 
HPCRQCDKSFSLSHSLCWHNRI 
KHKGIRQGPDSRRTFTKRLMLE 
K HVQLM HG1K.DPDL KE/TDRCH 
P*GGNRNKRRQPRSPVPSRSWK 
NQFWSSGLPK.EQSLNH*KS*KS 
MFLRFTSALVRGFTTENLLQFH 
EHIPQHKSDGSSYQCRECGLCY 
TSHVSLYMHLFIVHKLKEPQTV 
FK.QNGAGEDNQQENKPSHEDD 
SPDGTVSDRK.CKVCAKTFETEA 
ASNTHMRIHGMAF1KSKRMSSA 
EK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3614 


33982 


A 


3654 


854 


3009 


VNSHSQLLQRE*NT*ESNLQGM 

*RTSSRRTTNHCSMK*KRIQTN 

GRTFHAHG*E/RVNIVK.MAILPK 

KIQSDLTSHEISLEEMKKHNQG 

KEAAQRVLSQ1DVAQKKLQDV 

SMKFRLFQKPANFEQRLQESK 

MILDE VKM H L PA L ETK.S VEQ E 

VVQSQLNHCVNLYKSLSEVKS 

EVEMVIKTGRQIVQKKQTENPK 

ELDERVTALKLHYNELGAKVT 

ERKQQLEKCLK.LSRKMRKEMN 

VLTEWLAATDMELTKRSAVEG 

MPSNLDSEVAWGKATQKEIEK 

QKVHLKSITEVGEALKTVLGKK 

ETLVEDKLSLLNSNWIAVTSRA 

EEWLNLLLEYQKHMETFDQNV 

DHITKWIIQAD ILLDESEKKK.P 

QQKEDVLKRLKAELNDIRPKV 

DSTRDQAANLMANRGDHCRK 

LVEPQISELNHRFAAISHRJKTG 

KKPSWRRGVSNLGEMLVEVYL 

KALMSEDLRKGJNQDEFSPTIY 

YFPITVFGSEGDLLLGKIRWIQG 

AYCLM1GQDVFMDTRLRVSAC 

FLKTKMKTVLVVFDQNEDNEG 

TVKELLQRGDNLQQRITDERKR 

EEIKIKQQLLQTKHNALKDLRS 

QRRKKALE1SHQWYQYKRQAD 

DLLKCLDDIEKKLASLPEPRDE 

RK1KE1DRELQKKKEELNAVRR 

QAEGLSEDGAAMAVEPTQIQLS 

KRWREIESKFAQFRRLNFAQ1V 


3615 


33983 


A 


3655 


44 


953 


GVHNGVEELILVRRMQKSPGP 

GEMESGSLEKEPLGTQTGPVPS 

E/EYGIGLSQSISTKHPETSPKDS 

RIRENDVTADGRTTEDHITADP 

GTTEDSVTADPGTTEDNVTVDP 

GTTEGSVTADPATTKDYVSADP 

GTTKDSVTADPGTTENFVTADP 

GTTKDSITADPRTTENFVTADP 

GTTKHSITVDPGTTEDSVTADP 

PTTi/ LICIT A HPr.TTPnQVTA r*D 

GTTE DETTKHG DTH LL * TTS VT 
AVKPTRLLTPMG1 IL1 SLA ATTV 
TVVLFVGLGFIVKECFLPPLNPS 
TRV1YHPHVMDYSTP 














CSPPSTRPGPGP/SGTAWPGPRG 
TKRSSPSSSSSSPSTTSTTTSSSSS 
SSSSSSSSAPPRGFSSTRPSPLRR 
LLPPSSSSPSSSSSSPSTTSTTTSS 
SSSSSSASAGGRRAGTRG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3617 


33985 


A 


3657 


132 


853 


EIDKKHRFLVSISLNSPSK*GEG 
DTPSRPHRARTGASVVPSPKFPT 
SLGRSALSRHPHQTTNPTR.PLR 
KAGAAAFNAPRAGPLGTAWPG 
PRGTKRSSPSSSSSSPSTTSTTTS 
SSSSSSSSSSSSAPPRGFSSTRPSP 
LRRLLPPSSSSSSSPRSSSTGDEA 
AAAAPVA/SRGAGPGA/SAAAA 
AAAASSSPG/SGAGAGPGTGGG 
SPGRAASLAGAGAGPAGCSAA 
PPRRLPRLERLARRRAC 


3618 


33986 


A 


3658 


222 ' 


373 




3619 


33987 


A 


3659 


3 


513 


1PAALSCCCPEWQALV*QILQDS 
SCCQSPRVPGHSCGKGTTLCVF 
SREWSLVSGSRQSDGETSCTGR 

CL-INArLL, Y ULKriWLrU J L.L) V K 

HQVWVMGSRCG*QLLAPGRVS 
RPRGRERGTHWSCWCRSPWM 
GSGWEAHSGAACLSGVFVP 


3620 


33988 


A 


3660 


3 


463 




3621 


33989 


A 


3661 


263 


1020 


SGI.RF.PKQI,QMLEI.*RKMSQLS 
LEG**SSHNM/V*RL*KKCSDYS 
YRDYILSWYGNLSRDEGRTLPS 
ALGR\FWE1ARQLHDRLSHVDV 
VRSCLQGCCEDLYSLISVT*KLP 
MPDMKNSQDLLCCT/PCLRNSD 
DEVRFLQTCSRVLVFCLLPSKD 

PI I dsJPrWTMOMI I A OI AVPFH 

MNEHHKRAYTYGPSYEDFIKLI 
NSNSDVEFLKQLRSVEGTVEKS 
GRRCV L V VFNN 


3622 


33990 


A 


3662 


1 


4314 




3623 


33991 


A 


3663 


2 


492 


ISAGVTGTSGLSAEATGIPGLSA 

GVTGKTGLSAGVTET1GLSAGL 

SARVTESTGLSAGVTGTIE*SAV 

VTETTRLSSGVTGTIGPSAEETG 

ATGLSAEVTGTTGSLAEVTGTT 

GLSAGVTGT1GSSAAGLSS/AP*I 

PSIPAFSGLVFILSCSTKFKAKE 

WLFFV 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3624 


33992 


A 


3664 




959 


AGLSLMGSI*ACHTGLESSLPV 

WILSAPSFPPHPVTSSPPISFHLC/ 

KLSLSH/CT*LGTVGALLPASSA 

THVHQAWPQWPATLMSHWlslC 

YPREGEEIGYLPTSHPTPHYIPV 

LTTSA/HSAAPSHFGQSQAPIRL 

PPPPGAPSISLSPLPQNLCKGYE 

RDPLPSRPPLRAVRSKKQKLGW 

RLAGPLSKSPDGINLPFLTSPLG 

CLDLSLPPGPGPTVLFSVSLWH 

o I IVLL^riV.JoL 1 LilAjOV^r\jV S( J( s< Hj 

SSSPSAVFRGSRDVSGVIAQRQT 
SQEKELESGL/CVLTSGAPSPSSP 
HPPYRGTSLFLFYLCILEKGKM 
VNKRDLCC 


3625 


33993 


A 


3665 




2180 


CPQSLIAVEQRKPPPTGSQVLLQ 

PRAAQGTPLPTATPHGTSGDAQ 

KHLLQTW*NTWP*KKPGPSPT/ 

VRRTQDTDQTTAQHPEGAKVQ 

GHDQFPGGSVHFGCRPAPSPPR 

RQG/PLAWHGAGADGFPH/GSP 

FPSSLTRRCTATPSVLKTSPYRK 

PLLHSCPSN*MYP*PTRPPPSPTS 

PTQLSLRT/ANVATCPPLWPLPL 

RRHLSQWVPPNWEPGAASGSS 

REHGGI\PAMPQPQCSAPSY/PPT 

EACLQSADGDQALSKHSADTN 

AS\RPKPRGSWCPPVTDEDAES 

DRGSGQQQSQRTPAEVLGKPQ 

VLERFLLPTQTKQEGSHDEETR 

H VFTNCR EGSTEKQGRHPLPA RP 

SPASSKRLL/TPGPSPPAAKRLL 

RQGLLRPAATPCSASGGYLGTR 

QRALGAGALGGCEPTPATGEES 

RPCHLR*PLSPSDSSSLCPLGFA 

K/PHQARNAGLLGASTGMKAT 

KWAGACRQRTAKTEAWASSW 

QRVSDTKP/GSTRQKNKDSGSH 

PQYQAFDLRLTITAGFSAAEAS 

ELEGSCAAATQISSLQVACHGT 

SRPHNHVVDDIMNSTAGPPSGV 

CGELENVMSGKPTQLVSEMLQ 

VR\PSPSGASFQQSLRMT*VSVN 

WTPPRPCI*NRP\AAPAETSPAPR 

TA/STPNASPQGPSARGFVEKW 

NG SH A A RH PRYKPGTQ * PSG A 

ASTG/SPGTPPSPALPPCRASSLV 


3626 


33994 


A 


3666 


3 


426 




3627 


33995 


A 


3667 


3 


266 
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SEQID 
NO: 


SEQ II) NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 


Nucleotide location of" Inst 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3628 


33996 


A 


3668 




1256 


CHCGPP/VKVEAYGSQVLKGVL 
AQVQLTVGPVGPRTHPVVIFPV 
PECIIGIDMLSSRQNPHTGSLTG 
RVWTIMVRKAKWKPLELPLPR 
K.IVNQKQYHIPEGIVEISAT1KD 
LKDAGVVIPTTSPFNSPIWPVQK 
TDGSWRMTVGYCKLNQVVTPI 
AAAVPDVVSLLEQINTPPGTWY 
AAFDLANDFFPIPVHKAHQKQF 
AFRWQGRGYTFTVLPQGRWEI 
NMTK.IQGPSTSVKJFLGVQWCG 
ACQDIPSKVKDKLLHLVPPTTK. 
K/EAQCLSGFRREHIPHL\PIYRV 
SRKAANFEWSPEQEKALQQVQ 
AAVQAAWPLGPYDPADPMVLE 
VSVADRDADWSCWQASI/GHK 
VGHAQQHSIIKVVKWYIRDWAR 
ADPEGTTKGQGQRRWWQLAE 
RQDSRDREAAIGERQETAVGKT 
ARDGEAVCD 


3629 


33997 


A 


3669 


349 


718 


AGPEGTTTAECP/1/CQQQRPILS 
LRYGTJ S WG/DQSATWWQVDY 
1RTLLSWKWQSA SAKTTIHGLT 
KCLIHHD1PHSIASD*GTCFMAK 
EVWQWYCFSHSQDSRVQESRG 
G1GSCTTHHHPCSFPN 


3630 


33998 


A 


3670 


667 


960 




3631 


33999 


A 


3671 


1 


1371 




3632 


34000 


A 


3672 




942 


MVGKAKWKPLELPLPRK1VNQ 

KQHHIPEGIAEIAAT1KDLKDAG 

V V I PTTSPFNSPI WPVQKTDGS 

WRMTVDYCKLNQVVTPIAAAV 

PDVVSFLEEINTSLGTWY A A I D 

LANAFFSIPVHKVHQKPFAFSW 

QG/QQYTFTVLPQDYINSLAL*H 

NLIWRDLDYF\LLLQDITLVHYI 

DD1MLIGSNDHKVGGAQQHS11 

KWKLYIHDQAQTGPEGTTTSVI 

AQ WAH EQSGPGSRDGG YA WA 

QQHGLPLTKADLATTTAECPVC 

QQQRPTLSPRYGTIPSLPLTKAL 

TLQLKKCSSGPMLMEFTGLAM 

FPIILKQLD 
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SEQ ID 

NO: 


SEO II) NO. 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location uf first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3633 


34001 


A 


3673 


1 


1270 


MGDPSRRRTCRAMQAKYPLVF 

KGCGVCWGSLDPRCRVASQV 

WPIPKRLSRGWPFHNAVGRQV 

SDWKSGQDFADFGTTHQTGFS 

PAGANQRGPLAATLSGPGGEG 

QSAVARLTGEKKNHPGAQYAN 

RLSPRVGRFINAAGTTGFPTGK 

RAVSATQLM1LCLLPGYLCNGK 

RKLSAIQGLLDNGSELSLFPENP 

KRHCGLPVKVGAYGGQKTDRS 

WRKTVDYCKLNQVVAPIVAAV 

PDV/VVSLLEQJNTSPGTWYAA1 

DLTNAFFSIPVHKAHQKQFAFS 

WQGQQYTFTVLPQGRWEINMT 

KIQGPSTSVKFLGVQWCGACQ 

DIPSKVKDKLLHLVPPTTKKEA 

QHLTGLFGFRRK.YIPYLGVLLC 

PlYQVTRKAASFQWRPEQEKAL 

QQVQAAMQAALPLGPYDPAGP 

MVLE1AVADTEAVWGH 


3634 


34002 


A 


3674 


] 


1978 


LTIYAVNLSL1LPQGDLWPFTRV 

TVH*GKGNDQTFQELLDTGSEL 

TLIPGYPKRHCCPPVKVRVYGG 

QV1NGVLAQV*LTVGPVGPRTH 

PVVISPVPECIIULSSWQNPHIGF 

LTGRARAIMVGKAK.WK.PLELT 

LPRKIVNKKQYHILGGTVEISAT 

1KDLKDTEAVTPTTSPFNSPIWP 

VQKTDGSWRMTVDYCKLNQV 

VTPIAAAVPDVVSLLEQINTSPG 

TWFEWSPK\KALQQVQAAVQA 

ALPFGPYDPADPMVLEVSVAD 

RDA1WSLWNAAIGESQRRPLGF 

WSKALLSSADNYSPFERQLLAS 

YWALVETERLTVGHQVTLRPE 

LPIMNWVLSDPSSHKVSGAQQ 

RSIIKLKWYIHDWVRAGPEGTS 

KLHEEVAQMPMVSTPATLPSLS 

QPALMASGGVPYYQLTEEEKT 

RA WFTDG S A R Y AGTTQK WTA 

AALQPFSRTPLKDSCEGKSPHH 

PV 1 AQ WAHEQSG HGG RDGGYL 

WAQQHGFPLTKADLAMATAE 

CP1CQQQRPTLSPRYGTIPQGDQ 

PATWWQVDYMGPLPSWKGQR 

FVLTGIDTYCGYGSAYSARNAS 

AKTTIHGLTECLFHCLGIPHSIA 

SDRGTHFMDKEAPSASVLGLA 

LALLAPQLADSLLEDPVIVKGT 

DEAEYFQSVREEPDSGVKRKK 

MLKSGKNY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of lirst 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3635 


34003 


A 


3675 


1 


746 


MGKIVQPEKAVSAKAGVCLKG 
CDCSEYKVQCEWQDTSPKYLG 
IVLSFGEEPVTHLRWDLHAWSY 
ALSKVISTICRRGKFSEFK.AHTA 
PVRSVDFSADGQFLATASEDKS 
1 K VWSM YRQRFLYSLYRHTH W 
VRCAUCFSPDGRLIVSCSEDKTI 
KIWDTTOKQCVNNFSDSVGFA 
NFVDL*PPSGTMP*PSAGS\DQT 
VKVWDVRVNK.LPTALPRMVY 
YGAKCHLWGCWSFTENSELSF 
QLFCTS1PIWF 


3636 


34004 


A 


3676 


5 


812 


AAGSAGLPATPQPRARRVGRR 
RLGPGARGAGGAGGAAGCRAL 
RATARAAGSQPGPHSPGRTARS 
ARK*RLRRPESNKVRVCGPHSP 
APRTPPSSPG1QHAGKPRARRPL 
PPPGAGVGLG1VPGLGLGRAGA 
DVAGRVGPGAGVPGCCREGAR 
RPGSGRRAAPVLSPLC\PGLQTA 
RAAAGPAPGA/GWP*VRRLEPA 
EALPSGMFMMRKSCSVALTSSL 
SSSPSSSSSSSSSSSSPSLTRPDVS 
PRVTAATGDMYRGSFSGLTK.A 
LRl'WPR 


3637 


34005 


B 


3677 


1 


1071 




3638 


34006 


A 


3678 


1 


169 




3639 


34007 


A 


3679 


2 


189 




3640 


34008 


A 


3680 


3 


352 


SKHNLKLTATSQPHRPMQLKP 
ACVPPVLSSPHMWGRSDTSEGP 
AH*PPA\AWRVCVVLGL*ASPP 
AKLQAQHQAGSTRPVDRQAPS 
VLTAPPLVWPPFPQGICSKWGA 
QHGKRGQGH 


3641 


34009 


A 


3681 


8585 


9026 


ERYKFFSAASPNIL1LLTFFKIVV 
RPL1TKENLYLEIL1RHSLLCSVL 
TLVCVFCCPVFIGSCSSKRLTTA 

W lrli> 1 uLLAAMSarKruUUuu 

KGGPAPWAGKRAGSGG*GEGR 
GK.ERVCGVQAPSVPTGVGMGG 
QRRAGVGGPRAAP 


3642 


34010 


A 


3682 


2 


484 




3643 


34011 


A 


3683 


1499 


1793 


1HSIESSPIPHW1GGLRLMLCIVT 
RLNFEICLVKHFIKQCKVVEHT 
QQYEWHRVLHLKKK*QALNLK 
KNLQT\GDKKL*VSSLVHGETN 
SCRSKALAL 


3644 


34012 


C 


3684 


1 


1044 
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SEQID 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihlc nucleotide 
deletion, \=possible nucleotide insertion) 


3645 


34013 


A 


3685 


8504 


8970 


ERY KFFSAASPNILILLTFFKIV V 
RPLITKENLYLEIL1RHSLLCSVL 
TLVCVFCCPVFIGSCSSKRLTTA 
WTHS TGLCAAMSSPRPGGGGG 
KGGPAPWAGKRAGSGG*GEGR 
GKERVCGVQAPSVPTGVGMGG 
QRRAGGGEGKGALARRLGGG 


3646 


34014 


B 


3686 


1 


2178 




3647 


34015 


A 


3687 


1 


2424 


MLTVIHSEMQAAKVSDGNEELI 

GKWNLLGIERPWGPRRDWSGL 

HGPGPGTPTARPRPLRDSSQNT 

WRLQLKPRLKGGPGAQNARM 

NEAWQPLPRFQRIYEKTWVPW 

QKHDAGAEPSQRTSTRAVPRGS 

MELEPPHRAPRAVRRVPQFSRF 

QNGRSTS1LHPVPGKAAGTQLK 

PVRADLVAALYKATGAELPKA 

LGAHPLHQCPLDVTDELLEKIA 

SRSQNIIEINISDCRSMSDNGVC 

VLAFKCPGLLRYTAYRCKQLS 

DTSI I A VASHCPLLQK VHVGNQ 

DKLTDEGLKQDNQPQCIEGNFE 

SRMHAQGRTLVQERPKKTVNFI 

TVCLLGPVQAGSKGQGRVVNG 

KVLTSTANLRRISVDGKSEKSV 

KDAEKAFDKIQQPFMLKILNEL 

GIDGMYLKIVRAIYDKPIANI1L 

NEQKLPWVVDGTGRCGAGGS 

VTGEARAMQ\GPQWGKGRLRH 

GGLQVPIPALQGGS*GPARN*A 

QQLLAQRJKYL* 1QLTRDVKDL 

FKEN*KPLLKE1KENTKKWKNI 

PCLWI*RINIVKIAIL/PKV1YRFS 

AITIKLPLTFFTKLEKKTTLNF1 

WNQKRACIAKTILGKKNKDGG 

IMLPDFKQYYKPTVTKRAWYW 

YQNRYIDQWNRTETSEITPHIY 

NHLIFDKPDKSKQWGKDSLLN 

KWCWENWPAIYRKLRLDPFLT 

PYTKINSRWIKDLNVRCTTVKI 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Vict 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of his 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3648 


34016 


A 


3688 


453 


1508 


KAPQAPNINSYCLQVEECCQKG 
ISVDLSTGMTSTGVVP/HYNEQ 
VAGEKEEETNSVATLSYSSVDE 
TQVRSLYVSCKSSGKF1SSVHSR 
ESQHSRSQRVTVLQTNPNPVFE 
SPNLAAVEICRDASRETYLVPSS 
CKSICKNYNDLQIAGGQVMAIN 
SVTTDFPSESSFEYGPLLKSSEIP 
LPMEDSISTQPSDFPQKP1QRYS 
SYWRITSIKEKSSLQMQNPISNA 
VLNEYLEQKVVELYKQY1MDT 
VFHDSSPTQILASELIMTSVDQ1 
SLQVSREKNLETSKARDIVFSRL 
LQLMSTEITE1STPSLHISQYSNV 

IN r KuLr ri Y LLAr I 1 J>IN 1 Lol 

YSENVQEGLVKGN 


3649 


34017 


C 


3689 


57 


230 




3650 


34018 


A 


3690 


2 


123 


WWKV*KKYSGFKVFL*HQH** 
PRRPLQSLFS*MPWKRIAK 


3651 


340T9 


— 


3691 


94 


— 


LMSLLTSPHQPPPPPPASASPSA 
VPNGPQSPKQQKEPLSHRFNEF 
MTSKPKIVHCFRSLKRGVSSAPE 
SCLSGVLWLHVWFC1TNFVCE 


3652 


34020 


A 


3692 


1 


2037 




3653 


34021 


A 


3693 


2 


1079 


NLSKKYQPKK.NSKEEEEYKYTS 

C1CAFISNLNEMNDYAGQHEVIS 

ENMASQIIVDLARYVQELKQER 

KSEN DHRVSG A SRRAPLPGPFR 

RLRPFTPDVGGEEAAANQAE\Q 

* YPSLK WNSKGKTNGTRNGTK 

CGKEHSPTLHQSRQGTVIQSAN 

RPSVA*SYRAPLHPSPH*KLAP* 

VPAFSSSRVFPMLSSFSL/YISTD 

DQEGLYSLYFHKCLGKELPSDK 

FTFSLDDSQLVIEAYKSGFEPPG 

DIEFEDYTQPMKRTVSDNSLSN 

SRGEGKPDLKFGGKSKGKLWP 

F1KKNKSPKQQKEPLSHRFNEF 

MTSKPKIHCFRSLKRGIQPPDG 

NEKQDDTMASSFTFSLSLDYEM 

PVIEKAE 


3654 


34022 


A 


3694 


1 


215 


MAQDYGAMGDLVLLGLGLGL 
ALA VI VLA V VLSRHQAP/C* PPA 
FAHAAVAAHSKVFSNIVRERV 
KTQEAERA 


3655 


34023 


A 


3695 


1 


208 


MAQDYGAMGDLVLLGLGLGA\ 
ALAVIVLAVGLSRHQAP/C*PPA 
FAHAAVAADSKVCSDIGQRTC 
RDATPT 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3656 


34024 


A 


3696 


1 


164 


MRYRYIPVRMAEVRT/SDETKC 
W*ECGATGTF1HCWLANIQQHT 
LSRLFTCLCSC 


3657 


34025 


A 


3697 


146 


659 


LAGPRCTTSLTPSEGG/LPPPDSL 
GYTVHPPDSQGHTGPLPAREGT 
GSHRFGVE/VRQRRWERGEAPL 
LQLSPPAGRPPRRPHPCRPQHLP 
SAAISEAATARGPRNRSQAAAA 
AADPDNLRVARG/PRSTRSSAV 
DAGPPP\SASPGFP*SSSQQRPSP 
EKTGSEVYSAYIPANC 


3658 


34026 


A 


3698 


32 


376 




3659 


34027 


A 


3699 


1 


2148 


MALSPWTPGLGAGEKLVQAAA 

VSTGPSLELCTLPSTLGSSVAVE 

ALEQLFVVECVRDARRLNLFE1 

NTIKMRITRTENEIELLKXKITD 

LTK YNE A LG EKQEEL ARKH AR 

FVLSLNQTMEKKATTTVYINET 

YTKINLKREDIALQKKCIQEAEE 

LMEKERAEYLIRKQELTAQINE 

FENTREVKRMETYQKK/QRIG*1 

TN*NVKNKRNSY\FSAAVLSDH 

NLEIARLHESIRYWEQEVSELK 

KDLA1LEAKLCFFTDNKEKLDD 

ISNDEKNEFLNKIKQLVETLHA 

ARMEYKDLREK.MKTLARQYKI 

VLSEEEKAFLQKQK1HDENQKQ 

LTFISQKEYFLSQKRVDIKNME 

EGLITLQELQQVILSFMSSVYSK 

PNLSHSRGLTCCSFPLYLQMMT 

PFPCVITQWKMACLRKKHARW 

TAK1KAEIQA1TEKIQNAEVRRI 

ELLNETSFRQQEISGFVAQIEKL 

TTELKEEEKAFVNKEKMLMKE 

LSK YEEI F V KETQINKEKEEEL V 

EYLPQLQVAEQEYKEKRRKLE 

ELSNIITEHWGFLFEQEDVKQEL 

QQLRDQESKKNKDHFETLKNL 

ENGFY1NDQKADLLLLENKKLK 

E Y 1 L YLKNN 1 E K YREG Q E A L M H 

TSSDLSRQLIAQEGLLQVEEQG1 

QWW1RQSPKASQVGKPTVQPS 

VCGQRPKSPCQTTGVNPRVQK 

LKNLESNVRGQEASSTGERGIL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknmvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3660 


34028 


A 


3700 


I 


2658 


MQAPYRCQRTGWLQQKRLKA 
GLWGLESSSWSLGPLGQAAQQ 
ELTSAPGQFRLPPPPQAPERPTA 
GGSASLGPPLP/PGK.LSEVPEPS 
RPGRPRRPPSTWAPPGGP/GASA 
LP V V PG/HRG ARTRG A STRG A S/ 
EAGPHLPIPVTSNAPGHAGGW\ 

LRQA/GEQFPNS WGRRGSCRTC 
SVVLGHTEPRPEPAHVLVRXGN 
PGSPVGAAWGNEA/GHPRAPG 
AQRGG*RSPGLRE 


3661 


34029 


A 


3701 


31 


556 




3662 


34030 


A 


3702 




1394 


RKKELQHKIDEMEEKEQELQA 

KIEALQADNDFTNERLTALQEN 

QTRAKESDFSDTLSPSKEKSSD 

DTTDAQMDEQDLN EPLAKVSL 

LKDDLQGAQSE1EAKQE1QHLR 

KELIEAQELARTSKQK.CFELQA 

LLEEERKAYRNQVEESTKQIQV 

LQA\QWQRFH1DTEN LREQKD\ 

NEIASARDELHSARDEMWLVH 

QAAAKVASERDTDIASLQEELK 

KVRAELERWRKAASEYEKEVT 

SLQNSFQLRCQQCEDQQREEAS 

RLQGELEKLRK.EWNALETECH 

SLKRENVLLSSELQRQEK.ELHN 

SQKQSLELTSDLSILQMSRKELE 

NQVGSLKEQHLRDSADLKTLLS 

K AENQ AKD VQK E Y EKTQT VL S 

ELKLKFEMTEQEKQSITDELKQ 

CKNNLKLLREKGNNPSILQPVP 

ARIHRPIPGFPDMVIRSIVERK.K. 

PWPWM PM LAALVQVTAI VLY 

VPGLARASP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 




*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3663 


34031 


A 


3703 


1 


1133 


LEEKEQELQAKIEALQADNDFT 

NERLTALQEHLLSKSGGDCTFI 

HQFIECQK.KLIVEGHLTKAVEE 

TKLSKENQTRAKESDFS\DAVSP 

GKD*GSDDSTDAQMDEHDLNE 

PLVKVSLLKALLEDYRGGYRN 

QVEESTK.H1QVLQAQLHRLHID 

TETMLREEKDSEITSTRDELLNAR 

DEI L ALHQAAAKVASERDTDIA 

SLQEELKKVRAELERWRKAAS 

E Y EK.EITSLQN S FQLRCQQCED 

QQR EE ATRLQGDHTDEAADLP 

i coi-ic\/cr\pr:\/Qr , Tr*pprrip a i? 
L,oi\.rl3 V bUrU V jL 1 ^ccl^cAK 

GLTLLCFSKIKCSQKQSLELTSD 

i cit r^Tv/iCDVPi cui^v/^ct vcnu 
Lb I Ll^JVl KJiLt-JNIl^ V U oLiVfcA^ri 

i uncAm vti i qv APMOArnv 

LKlJoAULK. 1 bL3l\j £ \t-lN^AlvL' V 

QKEVKRKDIMSPIMVGLKAKS 


3664 


34032 


A 


3704 


1 


540 




3665 


34033 


A 


3705 


1 


280 




3666 


34034 


A 


3706 


2 


416 




3667 


34035 


A 


3707 


309 


908 


LPSRGAGLGTCRPPCLSLPLLP 
WA PV LPEPPRRVPPPAPRRPVG 
STTQGLRSASTRR/VDWQAAPP 
AALVWDPLGEASWAP/GVWCA 
AIDLANAFFSIPVHKACQKQFA 
i.'cr,nr,nnv rPTU i pni?v i <£Pi> a i 
^HlNL-l/KlvL'IL'L.roljL V V fir A WIS. 

ci/ u/onvui r.Tncu/ a a a cr.i a 
UW&Ul WKivnLi Wis. 1 orl_» Vlricl^ 

KFCFLFP 


3668 


34036 


A 


3708 


1 


2973 




3669 


34037 


B 


3709 


1 


1053 


















3671 


34039 


A 


3711 




247 


DCLRVLWCPPV*F/QRSPSLQQP 
L/RPGFEPLVGRHLMRPARSWR 
PQPSSASAGLPSSPFRDGCHRFR 
ASWALGGRAAEGEVAI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3672 


34040 


A 


3712 


137 


2176 


LKNPPQTHPRRGHLLLISVWGH 

ILRACGAWQEAKPK.AK.WPQIP 

EEKEEGQAPRACTLPGCWRLL 

RRGQEEK.EENWVPPACTLSGC 

WRLEAVRQQQREGDGDFGAAS 

CSDL AFRC A SSQN PRSLEPV ASS 

PERRRRQPSRAPLGWALKEPGS 

ERSPPLLSCVEALQPPFLLGLGS 

GAFCLTRGEKGSPDQDPFCLHS 

PWMLEAGGSDAATARGDFGA 

ASYSDLAFRCASSQSPRSPEPVA 

SISERRRRQPSRGFQILRSSGAFL 

LDREHVCLASSASTTGLGSPRP 

SWSHQVASNKGLKPGLRGCWS 

DGERGTTL E DTRVLLSNPLLLR 

KGGRKVSTSRLMQLCSVVEKY 

CPWFLDQGTMNIE1WEKVARA 

LKKAYRDGAEDIPIN1WSVWAL 

VHPTLEPFHTDHDEEESEEEGE 

YNEVTKEVTEQFCLPAKAAK.E 

GGNPSLTSPQQLTTETEAEIQL1 

EKQVHKAQ1NRIDPEKTLDLLIF 

PTQHSPTGGVVQEQDLVEWLF 

LPHSNSWTLTPYLDQIATLIGN 

GRTQIVKLHGYDPGK1IVPLTK 

AQIQQAF1NTLN WQTHLADFM 

GVLHNHFPKTK.LFQFLKLTNWI 

LPRITKFKPIECSENVFTGRSSN 

G KA S Y SRSKNK VFQTS YTS AQ 

KAELVAVIEVLTAFEMPVNVIS 

DSAYMAHSTQLIE/TAQL*FHTD 


3673 


34041 


C 


3713 


1 


784 




3674 


34042 


A 


3714 


87 


447 


AVQRRSGVGPACLSCGSANPGP 
PPGTSPGAGAAPGGGRWARAK 
SGPESPPGT/GPPQPA*APQ/AAG 
PKTRAGVSFLSPPLASSPGHANF 
GPDSFLGDGVMRQA*RSENKQ 
DPA\GTPGTWVR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=l!nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3675 


34043 


A 


3715 


3 


1435 


RGPSGPRTVSPSPAGASSVGGPP 
VQAWPCSLCVGSLEPRGSIGGP 
PKGLQLWGPRASWFLGDYACP 
LLASAPVLAACKTLCQTPAVPA 
SL\G*RPLVAVKTHVAAQPFLRI 
KHLAAVLADKSAPGLRPVCGT 
A/GFAGYLCLPHSLPSPDG\EPV 
DVSTLDSAEYCQLGLGG1CRGP 
GR* EGGHG Y/RGSEKPHSTYPSS 
PSLSG/EPENRG/DPGVAQEP\*P 
PPREQAGPFSPFVILEAAPFSAG 
ACFPGSEAPGGSSPPMGSAVGL 
WRGRCPPGPRSL*RIAAAWPEK 
RCLDSWKG/RRDGAARGVGTA 
ATFSPPFASRLVLPGEASLGTPG 
VVFLLRAGEPSASGFPGPAWRE 
STAGASGGGCCGHGPCSGLRA 
AGLPSG AGSW/RGDCCHLGMG 
EDPLG/PW*SSGTPASARGSQEV 
PAT*GRAGGRAARHPQGARLPS 
GPPG/EPGSPGFWHRKESQSTLT 
FLGAQGSSSPLADLGSLGASAG 


3676 


34044 


A 


3716 


1 


756 


MNDAGNHHSHQTNTRTGNQTP 

HALIHKRKL1NENTWTQEGEHH 

TLEPFGGTTDRIVSPSHTRSPDM 

AIA1MFQSSGCSVVPDTIPRPQYQ 

CRSRHSVLLTSNLTVPMQSCVK. 

PPYMLLVGNIK1WMNNQTVRCI 

NCHVYTC1TSHFDSRKSVMLVL 

AREGIWILVTLPRPWESSLSIRLI 

NEVLQR1LKRSKRFVFTLIAVIM 

GLITVTALATTAGMALHQSVQ 

TAHFANDWQANSNQMWNSQQ 

GIDQ*EHMDTGRGTSHTGAFW 

WNNRQNSFPFPYSQSRHGNSQF 

PKFWVFCCPRYHPSPSV\QCRSR 

HSVLLTSNLTVPMQSCVKPPY 

MLLVGNIKIWMNNQTVRCINC 

HVYTCITSHFDSRK.SVMLVLAR 

EGIWILVTLPRPWESSLSIRL1NE 

VLQRJLKRSKRFVFTLIAVIMGL 

IT VTAL ATTAG MA L HQS VQT A 

HFANDWQANSNQMWNSQQGI 

DQILAAI 


3677 


34045 


A 


3717 


3 


131 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
eodon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3678 


34046 


A 


3718 


2 


424 


CGRKSRGTALPTGSSPQSGPAA 
PGHSAASALHPTP/SPPPHPL\PP 

A A 1 LiUlLXjlNK. I rA I rlvl 1 N. Y ro 
AbAKivr V ritvr 1 tjUuuon 1 IN HA 

pci ppi tpt PPAnTHPPnr,?n*T 
RPPHCIRTGSCLPPPREAPYTRR 
ERRRHPP 


3679 


34047 


A 


3719 


1 


418 




3680 


34048 


B 


3720 


361 


1371 




3681 


34049 


A 


3721 


1 


469 


PGTCRGSTGQP*EACWRSP*SV 
RNTRCPVREEPASPGWSSCLTS 
PSARGWWACS*RLPSSSCPGST 

DGKPPGMPRSTRRLGPSGARSG 
SARRCPCGDGPESLRGHAPARA 
ATQAPDPSTQSSASSATPRAPPL 
L 


3682 


34050 


A 


3722 


117 


871 


GPQSSAGNAGPQRRRTTLGVPR 
TWHPGPAA*AGNSCHISFYSSR 
FQPFLGVTSVLRGSSVSVSG1PD 
HLGQPRSSQEPSRPENAAAQM* 
TGCPGYAGCTVA*MKGRAELQ 
GLRT1AAQPGQWLTLLPRCPST 
RRLGPSGARSGSARRCPCGDGP 

CQl DP.II APARA A TC\ A PHPCTflC 

LjLKunArAKAA 1 ^ArUro J \£o 

SASSATPRAPPLLGLCGGGC*G 
DRRSQQGTE*A/VAVPGMLGGP 
SPFSQPEHPSAFAQPSSCLPLGL 
DFKLL1PSQ 


3683 


34051 


A 


3723 


110 


1017 


EAANEPKHLHQLRHAGLGQHR 
Q APRPQG RPF A RPI IQG QDQTD 
RLHHLQGGGRHGARGHLHQA 
GAGQSAPAPKGAHVQGPCGCH 
ESTGPVEH*SHGERPKHRCPRP 
AL* EHGHENPH K* SSPHDQR* Q 
TADPEGDN*SQCCPTAN*IPLRK 
LWLRG*DLCGRSHGQQ*PHQG 
W/HLDAQLLTPASSSTLCPTPLQ 
QPLHQLRHAALAQHRQSPPAA 
RTAPLARPHQGQDQPDRLHHLR 
GGGRHGARGHLHQAGAGESAP 
APKGAHVQLVSKQLGGVAAEA 
HVDSSGLWVSPGPRHN*YKSKS 
SRL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3684 


34052 


A 


3724 


3 


1092 


LVEPG RLLEAQGFDKNKR*RRR 
GRVCGRGGEAPAPGQGQGQPD 
*NKGKEEV*NSSE\EESSEVSLP 
KTSREQEIPSLACEFKGDHLKV 
VTDSQLQDDASGQNESEMFDV 
PLTSLTISNEESLTCNTEPPKEG 
GEARPCVGDSASTPKVHPGDN 
VGTKVETPKNFTEVEENMSVQ 
GGLSESAPQSNFSYTQPAMEN1 
QVRETQNSKEDKQGLVCSSEVP 
QNVGLQSSCPAKHGFQTPRVK 
KLYPQLPAE1AGEAPALVAVKP 
LLRSERLYPELPSQLELVPFTKE 
QLKILEPGSWLENVESYLEEFD 
SMAHQDRHEFYELLLNYSRCR 
KQLLLAEAELLTLTSDCQNAKS 
RLWQFKEEQMSVQVF 


3685 


34053 


A 


3725 


182 


771 


QTALSCARHGRSAAFVWRPNR 
APVWRSGFRGVAAGSALVHST 
A LPSRRQPPERRSEHDCLRCRA 
LCGTKPQGLSY/TGP/WGLGKV 
PEAAAALDLGVH*PLFHLPLLD 
SESRKPGRGLAAPPPMPARWGL 
SCLEQVGHTRKEGGGQGCRPW 
PPCWSPVSGTRGGPITTRLRRGS 
AALH VRAS YCLMEN PPEPPSI V 


3686 














3687 


34055 


C 


3727 


70 


197 




3688 


34056 


A 


3728 


1 


158 


LGSVSSFASCTLGAPGYSPTAP 
VAL*SVGPWGRIVKVPGHPGS 

W cJVlnr IloM 


3689 


34057 


A 


3729 


229 


496 


VTGLQNLVLS1VTESGKTHLLSF 
SSHGLEEIISQLPGCSGTLTVRP 
QGPT/GSQGNRGCDRVAQGSQ 
GAGGERGDRSQAPVPAPARDS 


3690 


34058 


A 


3730 


167 


769 


FLTRETGDPTGRSSSHGKHPVA 
VFP**PTRPP*TIWEITHGCGRR 
AGRCPGTGPDGP\SGRGGPRCW 
PSGHLAATGGLGPSCGRLGAN 
RGEAGPAGFTVCSPLSGWRTPY 
THHFPASRMSWHLDYASPRTY 
RSQGNRGCERVAQGSQGAGGE 
RGAGSQVPVPAPARNKDPAKR 
QKPRPPLLSSPTARLIGLFPRAD 
SCRSC 














ALDQVASLP1MVPASKQNTATS 
CCRLGYNSFDLGPAAATIFFPSP 
AMVISQLPGCPGTLTMRPQGPT 
/GSQGNSGCERVAQGSQGAGD 
ESGDGSQVPVPAPARD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


3692 


34060 


A 


3732 




3695 


MGK.RSFERVLVDKCDSGRSCL 
RKQHENECAF1QILDTQSLMIPG 
QRGSFRLADSQHTDRVLCTLM 
AEKWDRKALSYTRNSFRAQIRL 
RKTRFQGKGCMICKKSRVLPY 
QAAYVSQHGSACQPSSHLPSVG 
SLSSTGDDEEEEEIVHMGNAIM 
SFYSALIDLLGRCAPEMHL1QTG 
K.GEAIRIRSILRSLVPTEDLVGJI 
SIPLK.LPSLNKDGSVSEPDMAA 
NFCPDHKAPMVLFLDRVYGIK 
DQTFLLHLLEVGF 


3693 


34061 


A 


3733 




2523 


MKQFLLYLDESNALGKKFIIQDI 

DDTHVFVIAELVNVLQERCHTR 

LGYTEFLVAWRVTFGLCVEAV 

TLHLKYQILIRGLLEMMSFSDA 

Dl LKQLPVTVPG LFPASLSPSSL 

LGNSPPSWLRHNSESKVSAVSS 

PSATK.TLSTGIGKLDPGHKEMA 

EESELLKNKMQAPPLSRCPESQ 

KCQHQLRLHHWKPSVRHQVKR 

RSPAVLRSAMPPADCPAVLEAT 

TATHPEKGTALSKHLPSSDSMS 

LKVDVEALENSPGATYIWKGG 

KVTRDSQPKEQGKGDLKKKKK 

GKLPKNYDPKLTPDPERWLPM 

QECSFYQGRKKG KKKDQMGK 

GTQGATAGASSELDARKTVSSP 

PTSPRPGSAATLSASTSNIIPPRH 

QRPAGAPATKKKQQQKKKKG 

GKGFPVLREITVVKVDTLVVFQ 

ILEERLSVFHIQYDTSYPFSTVDI 

EDHECAVWLLLRKSKSDDKTT 

RLEAVREMSETHHWHDAEKAF 

DK1QQPFMLKTLNKFGVDGTY 

LKI I RAI YDKPTAN 1 ILNGQKLE 

AFPLKTGTRQGCPLSPLLFNTV 

LEVLARA1RQEKEIKGIQLGKEE 

VKLSLFAGD1IVYIENSIVSAPK.L 

LKLISNFSKVSEYKINVQKSQAF 

LYTNNRHTESQIMSKLPFTIATK 

RIKYLGIQLTRDVKDLFKENYK 

PLLNEIKEDTNEWKNIPCSWVG 

R1N1MKMAILPKV1YRFNAISIKL 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codori for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3694 


34062 


A 


3734 


1 


6208 


MILDQAFKYITELKRQNDELLL 
NGGNNEQAEEIKKLRKQLEEIQ 
KENGRYIELLKANDICLYDDPTI 
HWKGNLKNSKVSVVIPSDQVQ 
KK1IVYSNGNQPGGNSQGTAVQ 
GITFN VSHN LQKQTAN V VP VQ 
RTCNLVTPVSISGVYPSENKPW 
HQTTVPALATNQPVPLCLPAAI 
SAQS1LELPTSESESNVLGATSG 
SL1AVS1ESEPHQHHSLHTCLND 
QNSSENKNGQENPKVLKKMTP 

f" 1 VTMI D14CQC A T A 
LV 1 INlrrlbooA I A 


3695 


34063 


A 


3735 


164 


415 


E Y WG WLL RRIN 1 1 LTGN CLRG/ 
WPSLLPQAEESLSPQTKVERLK 
AAWIEEGILPLLGMRKLFLLAR 
KVHQSLQAQCPQLHQGPPT 


3696 


34064 


A 


3736 


1 


886 


MLDLPWFNVEEGIQRLREIGML 
EWLSHFRPTRLSREDPEDIPFTN 
TLPNKFVRGVPASLKSSFIGLLC 
MPDLTKTVGSWRMTVDYHKL 
NQTVTP1AAAVPDVVSLLEQIN 
TSPGTWYAAIDLANAIFSIPVHK 
VKDKLLHLAPPTTKKEAQCLV 
GLFGFWRQHFLHLGVSLWV1Y 
RVTLKAASFEWGS\EQEKALQQ 

A (~l\r\A A \/C\ A A 1 PI P.P/Ulf'nDA r\ 
AvJN^A A V ^AALrLUr/nrvUrAL' 

pm\/i p\/c\/An[?r*A \/ wci woa 

r M V Lfc V J> V AUJ\UA V W&LvV^A 

PIGESQQRPLGFWSKALPSYAD 
NYSPFERQFLAYYWALVETERL 
TMG/HQVTT* PELRJM 


3697 


34065 


A 


3737 


1 


1815 




3698 


34066 


A 


3738 


1 


988 


MPAEFFQRCSV1MVQLPWKEA 
HVERPHGERDYTPDLQPDMWE 
KFPGLRRALRPVVKTLLVQLEY 
RQAEKCEKRDWPSLPDYIFLLC 
WMLPALEYRTPSSSVLELRLAL 
RAPQPADSLLWDLVIVPITSLKS 
WQTPRGEVEGVTHEEICASLKS 
LAVALLSMSDLTVGTPVTQPQT 
LNTMGIIGSRGGRGQVAALNR 
QRQVPELIIG1DILSSWQNPHIGS 
LNGRG YINSLALCHNLIRRDLD 
RfLLPQDITLVHYIDHIMRLDSV 
KDKWLHLAPPTTKKEAQCLVG 
L/FGFWRQH1SHLETAL/RPVTG 
LWW1CLNI*LWAIKSPCNLNCLS 














RTAWMQYSPLHSAYGRVPTVT 
SSH*LLPLRSHPRDSRPAPCP/RA 
GPARNRQSSA/SRNRSPRRRNPE 
ASRGRPPGRGVASPAPSPPTPRE 
TRTAATRRP 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 












.^^ 


nx/<;\/PFA pwpppr.u ah^ppcdd 
1 Wo VrrAr W K.K.KU n Au SKLoKK 

SRSR/TPRRNELSTAALGAARG 
HARJWREAGNWP 


3701 


34069 


B 


3741 


465 


1623 




3702 


34070 


A 


3742 


667 


960 




3703 


34071 


A 


3743 


1 


2021 


MTVLTQTSSQHSTGCHAKPA1T 

TPWLLAVFFQGPGVLQSVGGK 

ASQADIILGLSPVSAIFQLYDVS 

FPPGKQGRPGLGSAGRIEVARD 

CGMLWKQRGYLISSSQPIKNGQ 

QVSDLFEAIPEPKSLAIIK1SGYS 

TLETPESKHNHFTNTLAAIDLV 

NAFFSIAVHKVU IQKQFAFI WQ 

GQQYTFTVLAQGY1NS/PPALC 

HNLTQRDLDCFWLLQDNTLVH 

YIDDIML1RSSEQEAANTLDLLV 

RHFCATGWEINPTKTQGPSTSV 

KFLGFQWCGACQD1PSKVKDK 

LLHLAPLASK.KETQRLVGLFEF 

WRQHSPHLRMLLQLIYQVTRK 

AARFEWACTDGLMRSPYDQLT 

KEEKTRARFTDGSTQCEGTTQK 

W1AAALQPLSRTCLKDSVHQR 

VSSAEEDFNNQVDRMSRSVD1I 

HPLSPATPVITQWVHEQSGHGG 

RDRGH A WAQQHG LPLTICA DL 

AMFTAECPIFQQQRPTPSPQYG 

Tl PQGDQPATWWQVDYIGPLPS 

WKRQRFVITG1DTYSRYRFAYP 

SFMASAKSTIHGLMECL1HSHGI 

PHS1AFNQGTHFMAKEVWQWS 

HAYGIHWSYHVPHYPEAAGLIE 

LWNGFLKSQLQYQLSDNTLQG 

WGKVLQKVVYALNQCS1YGTV 

SPIARIHGSRNQGVEVEVALLT 

VTPNDPL/GKY*LPVPVTLHSDR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3704 


34072 


A 


3744 




1197 


TLGPGTGPRAGTGSSSSPS.SSPG 
TGSVPGAGPGANSVVHPGADS 
GVRAGAALAPGLC*VKLLGQM 
SPPGGALGPHNARQSAVAGGF 
GRARRPGRHE*LQGTWWSGPG 
QPLGAALQTATGPVVMNQFLR 
*TWHHEGHSRAPCPRFWGWF* 
TYSGEKPLPAAVQPSSSSVF*SL 
QQRCPFFLGVPCQACSSACPLL 
F*GL*W*PGVHEDQ*ASPAGSA 
LTWP* LHHDPPPSSG A* SDATG 
PG\GPGSALAGFQQLGSGGQVL 
QQGQLGSQTCRGGSPRGRRHC* 
ASSWG*G*AGRLLPWA**PPAR 
SAGSPHRLRGLS*ARPCGCAPR 
CRAAGGAGP*SSAPRT\GDGDV 
GQLGERE*EAHPARVGQWGW 
GSRCPQGQGVAFSGSESYMDW 
SSRNRRFRNT 


3705 


34073 


A 


3745 




98 




3706 


34074 


C 


3746 


439 


1053 




3707 


34075 


A 


3747 


48 


751 


EGDLVFPLGRGMLRLVSFSKMF 
KLLKRTMDYGSGSPSVSGHIPL 
PQACGPPQLVCSRRVRGQRPRP 
HSVPGSRAAPGLSGDTGRFLSG 
FGK.FCFGSRKGALLTKGFSVSS 
GWPAAKFPPAQRVQTIVRSR\P 
RRPGK.RVL*GEK/GEWAASLPT 
PLPLAGPSLPSVPGPVPVAPQTV 
RAVSPVTPQGPSSPPFLREHSTQ 
PRPGCRE1YQHPRMGTGRMRTP 
WPWRLSARPAAAAA 
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SEQ 11) 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3708 


34076 


A 


3748 


1279 


2791 


QAAGGAAGAERDEGAGVA/GA 

HGPSRSTARRGGRGAGPRPPPP 

PRSLGTGSAGRGAAEGTGRAR 

RPAGAAAGRALRAGRAGRLGA 

CGGVAAVGARGLRAAAAGAR 

RRG A P ATG APPP/P S AAA S PT A P\ 

PGPRHPGRVSGAAARAPPGTAP 

RIGERRPGGGAPATEPPDSRTPA 

AARASSA/PGAVSGPAAAPGPP 

GRRENAEGR*PQDAG*RGLWE 

GALPVPGSSPQTSSSSTGRTSGG 

SRAPSHMVPGTGSPPG\RGGEA 

GAR*AAAPAGVKPSSLWKK*L 

ALFRPCFQEPTPG/SVGCRGPLE 

CFTHSSPVGV/NGHRHCDNCCR/ 

PLK.PPSPKAAWAVPRAAVPEA 

HA*K*RAEDQRGLRVLGPNVTL 

SNPPTRGFR*LGTGVPGFQDPC 

VDS/GL*VEEGLCPEASRGNGE 

RWkT.TU/filPPAPPT RPCCDWI r» 

E*PTPLPGSP*DATSPPAGGGRH 

RSRLPKPALVGNAGTSSLPAPE 
PCFPHLYFTTFLLSLDSSLKFRD 
LAGILIPE 


3709 


34077 


B 


3749 


71 


285 




3710 


34078 


A 


3750 


417 


1208 


GPQRVPTLWWEDAEARSQRDG 
VGGRAEAPGARJPRDLGAAGG 
LRGHPRLVRGHCRRRLRCSMA 
RTLVLRVTPVPGGAPLALRQPP 
VPGGSRQEWPAFSRVGTGLPLT 
PTAGPSRARGARRPCPPALPGH 
CLLDRTYTGLQTLGAETLLAVV 
NSAAMNVGVQVVDVELHRHS 
LGEDCIYPQSSESD1SDAPPSLPL 
TIPAPVKASSPI1CQSHEPVPDTS 
VEKGS\PGSCPFHL*GPLSHLGS 
SPGFLLWRPPGLLSSVALVASC 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop corton, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3711 


34079 


A 


3751 


10 


932 


LQLCSMWLLRSWVQAEGAVSI 
SDSPFSLHQCWAVLHKAWCVF 
LQLPGGFTFTLNPLSDNLLGKR 
VDSAPSWGPLGSAFRGVHMPC 
VGAAWEGKGPNLLRPSGKLGP 
SGSRPTPIGQQQLPEVPRAKGPL 
GPAAVLCQ/HMPAPSTGGKRGS 
FSGRYLSASLELGGLPMAPTGP 
SALSAPPSVSRGAR*STREKPGV 
YASAT*AAEIREGQALGG\PRPS 

K.IN O/ ouUr LiKj r Dr Kj r IN IvLivKo 

KAGCPWWHLSSVDAGE*LWK 
QHSTAVFSMPGTQPPWRGLITM 
P1SPRGTEPTAHPGPRSPGLAYS 
LTA 


3712 


34080 


A 


3752 




650 


GTVLDDPHLTGYCWHPPCPPNS 
VCNGSLSPVLREEAESSEAPVQ 
SPQRSWTPSAKSPPLPASPPCSQ 
LKAGGDQEGLQRGALPVGMD 
RGGPGGCGGHCQCSRPRJLSPV 
VPVPQVCPSSEAPGPPRQVPHTP 
RPQEPSRTRGRLEA\SAPSWQ*P 
APPAGSLPA WP/PG/RPAPTGSR 
AR*AGLEASETTWSTNGPTTVH 
P*TL*AGSLGAPQTSAAASEHSP 
CPNLPLPL*KPWCATNLSCRJ 
















3714 


34082 


A 


3754 


1 


209 


MAQDYGAMGDLVLLGLGLGL 
ALAVIVLAVVLSRHQAP/C*PPA 
FAHAAVAADSKVCSD1GQRTC 
RDATPT 


3715 


34083 


A 


3755 


2 


462 


PPLPGCLGDTGAPWPGPGCTGP 
PPRTRSPPRLPG*APASRLQNPH 
PRGRPWPAGH SRCH* SQP WL A 
GPTGS*HLPDASGFCPGALTGS 
CLPSLGGAGGGW\QSAPPDVGS 
KWNTPRRSGAPAPPGGRLLPGP 
ACRAPPRSDLPLS*AGRVGRPG 


3716 


34084 


A 


3756 


129 


616 


NRIFLNCNMVHKCKCKTPMVV 
AGASLVETGQDESIKDE*LNGIP 
GPVATPSRLPPQRTWN\PGPHP 

ivir IvivrV<?^>L'i \^ro\jJ\r rurrLy 

GSEGEGTQPKP/P/GLPGLGPPR 
QPGRCGFAVD/PPRCGVSPGPG 
VPG P AG PA AG A A PG * PKLRQRP 
GPSIGDCGDAP 


3717 


34085 


A 


3757 


59 


292 


YCN VSFG PI LS ARKPA SPRSS * T 
SATWLQNHPLMYLTPGTGTLW 
RFLTTRENVPYGPVP* WNRT1C 
GVANWPYWPSV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
coclon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 




J4086 


A 


j738 


177 


448 


r.Tnr.wvA yi nnvPA/TAu;rDu 
UIUUWV AlvlLi^i^J Yr/VIAWI m 

NDGTNNFYTANLANGIA AIG Y 

KSQPALWVTGGLLV1I1TF1VRG1 

VYPLTKSQY\TSM\AKM L VL* P 

GAEGL 


3719 


34087 


A 


3759 


1097 


1206 




3720 


34088 


A 


3760 


2 


505 


QGSRAKLSTPLG1 .SCTRSTAGP 
SRFARCSLGGCSHPSRHSPHLPP 
PPPVQFRAGPRGRQGSPSRGSPS 
\GAFPAGPGGAAAAAVGDDQQ 
QQEQHG A HEG E ENN EGN S VPC 
G/PGKTGGSSVSPGLPEPWPPAP 
LWTQPSWSAPCH\P*KPPIPPTR 
QVLGRTGCFLLPAP 


3721 


34089 


A 


3761 


181 


581 


ADELNVPLT*APAIPLSKEMKL 
HVPTKPARKRLKWLHSQQPTC 
PSTGEPVSNCGVPPPVPQPTTQQ 
YQGLDAGATTRVPRSLLRSEGS 
QTQKSPSCGSHSQDNSGG/SQSS 
PVTPQHLLSPRAPQAAPSPDRA 
PV 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3722 


34090 


A 


3762 


18 


2104 


RWQGDKRDSA*RGNLRARKPS 

KRG K/DR* RRV S PTRSG KRRG A 

EEKNRQEK.KKGREK.ERREKRS 

ERQRDRRRRKEQRKEEQRRRA 

RTNERKPRQTQANGATSS*KAS 

AQQAGMWGGSP*TDATAIRRG 

GAPCSSRRTCLNQGTIATPSGRV 

RRHGDAG*PGLASEHDASGHG 

CLRTGAG*PSDSTESVCRRPLA 

MHVPTHESHGPVFTRLVSHTFH 

CG\SKLPAVGRPVACRPTYSPSL 

CHNPQRPAQLLAHSSALQCAPL 

SWDPQRCAPPSPRPHRRGPPSP 

HPH RRAPPSPH PHRR A/HTT A RT 

DPTTSAPPP/RQTQRRATREPAT 

KHTRNAHPRRSACNRGTHTHP 

RRRRTTERTTHHARPRNRGQAT 

PNTRQPTAGRHEETDGATRRR 

QHGQTRGEGG/RRRGRAAKTR 

QRERQEPPHDNTRRTRRRPKRR 

DRTGAPAGTRNRTSGHKKRQP 

GTRASTGTAPASQQQQTPTVLS 

RCISRFGVFYGPDFSGG\NSFCS 

LPLMSDSTLSTYGGQRRG/RSR 

ARKTQDTGVLSPLRRERSCPPA 

HGRFPGLFLSTHRQVGPAALRP 

PELSCE*LPQDGDFCVWLPSLR 

SRLRGTRVVAPASSP/CGDWQV 

TAVAP*PQTQSPSLSQSRDVEK 

RHRGQHPSVGSV*LMKAA*RG 

PSGAKRPKTAPRPQCRARVLPK 

RSGPTSPGRGSCGSQSRTRGF*D 


3723 


34091 


A 


3763 


1 


446 


MWESLELPRDLLNGFDQNADN 
DMDNEIQAEVVSDGDEELVGN 

WaKUrvV^UKooDJNivt^LlJlJA I t,rv 

KNLFSEEKFKLAEETYLSNEEP 
NINSQDNGKNVSKACQRTLEQ 
AFPS/SGS/GGLGGKNGFVG*AQ 
SPSAVCSLGTWYP\CPSCCSHG 


3724 


34092 


A 


3764 


186 


529 


GTCWK.LEQSTLPLLHWAGLAC 
pi a pnTr'TQr.Pi i /ta pap* mcm 
r , ncpr:u/T4u/k' p c\/\/\/ a on orw o 
GSGECMFQLPLPCRQPSLCA1PP 
ILQAN LPLNG RQNCCAQI SCKE 
DQSFH 


3725 


34093 


B 


3765 


73 


1374 




3726 


34094 


C 


3766 




873 





373 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location ofllrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3727 


34095 


A 


3767 


603 


1208 


FTTCSKHQTRPGHRPEQQHPAE 
KSVSGIFCYAEEMESSQLPDPGS 
GQPPRGG/ALGPPYEPLSNRIPD 
APG/EAGPASTPGH*SLDQGIPG 
*PGLAPRGHRLWKSPETPAPSP 
APRGVSGGLPGSRSAQVGSGDP 
SPHHL*QPAAAGRKDSSSF*AT 
WRPP/GPPGPAAAAGRKDSSSF* 
/GHMASPRPPGPAAAGRKDSSS 
FMVLP 


3728 


34096 


A 


3768 


872 


1015 


VIRSRMLIPKTMGKVSPGHVRG 

LHSRPSQHRPRGLGGKNGFTAA 

PAMAEGSNI/GALAVASEGASP 

KPWQLPCGVEPS/IRRCMETPG* 

PGRSLLQEQVPHGEP/PARAAQ 

KGNVGLEPPSTVPTGVPPSGAV 

RRRPPSSRPQNGRSTDSLHHAP 

GKATS/SSMPAPESSYEGGGTL 

QSHRGRAAQDHGNPPLASA*P 

GDLVKLQLLTPQSDNSCTHIGD 

NGTYRSQLKAAFAEKLNMGKL 

TFF1TGVNHKWGLPLSLTWLPA 

NSWESLLSFPPPSPPQQLNDKPG 

RR SNITH SSKEDK KTEES LELPR 

DLLNGFDQNADNDMDNEIQAE 

VVSDGDEELFGNWSKGDSCYV 

LAKRLVAFCPFPRDLWDFGLER 

DDLG YL VEEI SKQQCIQEVTRV 

LLKAFSFIRETDHKSSENLQPDN 

AIENKIAFSKKKFKPVAE1CISN 

KEPNVNPQDNGESVSRACQRSS 

QQALPAQAQRPRRKKWFHSCS 


3729 


34097 


A 


3769 


234 


636 


GPVSGHHRVNCLPCTILPLRR*R 
AKGHLCRLLCPAGEATGARWR 
HSPQPLALLQRAPEPAHHHPAA 
PPGRLHHAGLRCSPVRPAEEGR 
GPRPQQRARTASLQLLRRR/SLL 
QPQPPD*\RDKMAEPQRRSRQP 
AHL 














DTPRFHSRSKRG1TLQEYASSRN 
*RTSSAVPVF*RMSVRGMEVPC 
SNER*TQSISGDQVRPAEEGPGP 
RPQQRARTASLQLPRRRYFLQP 
QPPD 


3731 


34099 


A 


3771 


97 


471 


GVEELRNVNVFFPHFKYSMDT 

YVFKDSSQKDLLNFTGTLPVM 

YQA*ICHCWSSSSSSPQVSRGTS 

HVFS1\TSDEARQVDLLAYIAK\T 

LKVFQIQ1QRAGQIMR1KQSIKL 

LWLEVENSVLPAH 


3732 


34100 


B 


3772 


1 


1449 
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SEQ II) 

NO: 


SEQ ID NO: 
sequence 




SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3733 


34101 


A 


3773 


1 


927 


MQRWFNICKSISV1HHINRVKT 

YMIISIDAErCAFDKIQHLFMIKT 

LSKIG IQGTY L H VI K V I YDKPTA 

NIILNGKKVE\AFPLRTGTRQGY 

PLSQLFFNIALEVLARAIRQ/EEI 

KGIQ1SKEKVKLSLFAGDMIFYL 

ENPKDSSKKLLELIKELSKVSRY 

KINVHK.PVALLYTNSDLVENQI 

KNSTPFTVAAKIIKYLEIYLINY 

MKDLYKENYKTLLKKIIDNTN 

KWKHILCLWIGRINLVVKMTILQ 

KA IN KLNTIPI K.I LP* FFTELEKPI 

LKC1QNEKRAHIAK.ARL/SQKN 

KSGGIRLPDFKLYYKP 


3734 


34102 


A 


3774 


1 


639 


MGRNQSKXAENSKNQNAFSPP 
KENDSSTAREQNWMENEFDML 
TELDFRRSVITNFSKLKEHVLTH 
HKAAENLEK.RLDKWLTRINSV 
EKTLNYLMELKTTLFMVDNG/C 
R*LENSHDL*AYFLHLLGNTGL 
*CCVRGQIGDGKEKREQRDSRS 
MG/E1LRAQLEPFAFHQRSVQC 
GDIRDLWMGYFLLNLMKKLTF 
Q*FP*QDT*QLKELKKIAST 


3735 


34103 


A 


3775 




1079 


APGPRGAGAQKACGASAGGDP 
ECAAY*GGAQCECGPTVGPGE 
V PRAV* V WVHGGPWAGG YPV 
0*CDAGGREGSFAGAAAAPGG 
AAGEPAGPCPGAAAAEPAGAG 
AQQPPAGREVCAGDSGPGAAP 
EAGGAGGGGAGGTAVPGGDPR 
AAAGPASGPQGPGTAAAAAGG 
RARGTAGAAPRPQGQHAGTGA 
GPPGAAGPARAAAGPAGQRGG 
TGGGPAGRA*TPDARWASAAG 
PGGGAAEASERARQGSDAAGR 

VViUAu AAO I KUA lOrAOA 

AGAGAGTAGDAEPAAARVQPA 
AGPERLPADHAV*AIDTAAKCP 
G RG EPA A AG * SSG PEPG EQG A P 
G AQPG ESG PPA PRTAG VPGPA 


3736 


34104 


B 


3776 


45 


149 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


3737 


34105 


A 


3777 




442 


EGKDERND\GKDEGKDEKKNE 
RNDGKDERNDEGKDEGKDERK 
DERNDEGKDEGNDEGKDD*KD 

egkdegkdegk.ddgkderk.de 
gkdegkderkdegkdegndeg 
kderkderkdegkdegkdegk 
derkdegkdegkdegkd\egk 
degkdegkdegkderkdegkd 

EGK.DEGK.DEGK.DEGKDEGKJ3E 
RKDEGKDEGKDEGKDEGKDER 
KDEGKDEGNDEGKDERKDERK 
DEGKDEGKDEGKDERKDEGKD 
EGKDEGKDAGKG 


3738 


34106 


A 


3778 


459 


660 


VRGHEWAQKKYHKFSLWSVD 
ST*N + QPSPHASGCHWLEEPAA 
FCHASPAASGIFAAAASDRPLLP 
SV 


3739 


34107 


A 


3779 


2 


440 


RPLSL1N1HANFLSK1LANS1KQC 

LNR1IHHDGVRFIFEM*E*FN1HR 

SINVTYYINRMKNKNMI1\DAEK 

AFDNIQHPFI1KIL1KLGIEGT*LN 

TIKALLMAAAACL\NSCCKDAR 

SSRGGMAEGCRLSASSELWAP 

MSMGGGLR 


3740 


34108 


A 


3780 


1 


1145 


RH PG WPTPA ACPTTLRWLKAP 
VWTPGP/QKMEKEPAARGTPGT 
GKERLKAGASGFAGGMGPRSV 
PARKKAQTAPPLQPP/RAAPGPE 
RGAALGRPVAQQVPGARLAGG 
AAGLGFPAVPRVLPPFPCALSG 
DRSARERPPGALLRPLPC*GPPT 
\PVVGGKNDQLKERADSGPDPV 
AADAVPGEAALQARVP/GALGP 
AKLSPEGAIVAPA*VRGPGRLH 
QPGLRPGPRQRSDPRFPGSREPA 
/GERGRGARRGHRRGRPGGPCD 
PRRPGTQGEASERGEAAEGEAA 

SPGKPYPSAGSHAKGATGRGH 
GTPGTPSPGRSRPGCPRGVPTRS 
SGLG VARSSAQA RGGTEPAPRR 
SPGAPSGRPATLAK 


3741 


34109 


A 


3781 


218 


376 


TRNKILYRQANAERFCHHQACP 
KG/RS*RKH*TWKGTTGTSHCK 
NMPNCKDHQG 


3742 


34110 


A 


3782 


2 


187 


FTFWHDFAAAGTGCSFPCLVLP 
SWW*QNLSAFACL*RILFLLHL* 
SLVWLDMKCWVENSFL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3743 


34111 


A 


3783 


1 


220 


1ALMVSTIWHVFAVAGTGCFFP 
CLVLPSGALVRQA*W*QNLSAF 
ACL*RILFLLHL*SLVWLDMKF 
WVENSFL 


j744 


341 12 


A 


3784 


71j 


997 


Q\RSAVSLMGFPLW\EPDLSLW 
LPLTFFPSFQLW*I*QLGFL*LLF 
LRSIFVAFSVFPEFECWPALLD 
WGSSPG 


3745 


34113 


B 


3785 




1698 




3746 


34114 


A 


3786 


948 


1121 




3747 


34115 


A 


3787 


121 1 


2437 


LTKRWPGTNTSPESG*SRRAAC 
AGL/LIPFTSRSSSPTWTRPLLS/ 
ACASSHDPGHHNSP*VLVPPDG 
GTQGFLVLHQADDLHRFL1KILI 
DIVRQRRENGVKILLGNRVMY 
HEHSPQVRGGQQLEQLPLITVH 
GGGLQLLHHVLSEGHSAVQNW 
GWTLPFIIAKLLMNLH 


3748 


34116 


A 


3788 


1 


1908 




3749 


34117 


A 


3789 


1 


1788 


MTGVSRGSGLP1SMAENRRPLP 

VSAGSKPVIP1LQSPLQ1LNTTH 

YFLKSLLTPTSSFAHV1SSAEDL 

VQRRNV1GDVYSQGPASPFEIN 

NGLGSPLKYTAWRKQEMGPW 

QWLWQQDFHLFLGAPLQRYAE 

PLPVGT1SPGWGSCVVDSSQES 

LPNDKHLRAAKEVPLQLQWQR 

SFQLPLGASPQRNTRILLTGMFS 

WVWLNIHPGTLLGEKLGSWGS 

KGRTTAGAIAERLLVSSESSIPG 

NPEQLPRNAELPLTEVFRCG* IFI 

QGPCLVKSWGPGAARAEPLQE 

P*RRGCWFLLRA/A1PGNPEQLP 

RNAELPLTEVFRCGQCSYAAGT 

PQKAPCPVRSSRARDPCRKPSD 

CLLGTDEQKDSSNLCRLKCPCL 

TALKRAVFLPARSWRSENGQT 

ASSSGSLSPEQPKWEAPPSRGRL 

TPHTAGSLRSQCDQREEWVSA 

MEDEMMEMKREGKFREKRIKR 

KEQTLQEIWDYVKRPNLCLIGV 

PESDGENGTKLENTLQDIIQENF 

PNLARQANIQIQEIQRTPQRYSS 

RRATPRHII1RFTKVEMKEKML 

RAAREKGWVTHKGKHIRLTAD 

LSAETLQARREWGS1FNILKEK 

NFQPRISYPAKLSFISEGEIKYFT 

DKQMLRDFATTRPALKELLKE 

ALNMERNKRYQPLQKHAKM 


3750 


34118 


B 


3790 


116 


885 





377 
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SEQ II) 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3751 


34119 


A 


3791 


593 


883 




3752 


34120 


A 


3792 


47 


716 


EAPACL*K.ALSPLAPTTISSVDC 
GFRASTGITLLPRTGAAHGAAG 
*DRGGRAGVLTMTASRACCAG 
P*SS*RYLRQ*TPNSLEGPTGRS 
LRSRASPGF/TLRDPVTQPSSPV 

AAV V bruLArAL M^K V 

ALPR*TRRKSKATAPTATKPNA 
GHNTTKKARPGQGPTPE1PALG 
SPREVDPEVAHPGAFLSQPERR 
RCVLGSSFPPGYQQRRVDPLPV 


3753 


34121 


A 


3793 


2 


829 


GTRAGWRRRRSGRDGPEVTPQ 
PPGAARDGAG*TGPSPPRCAGP 
A/TAAKPSGHPPPGDFIALGSKG 
QANESKTASTLLTPAPSGLPSER 
KRDAAAALSSASALTGLTKRPI 
LSSTPPLSALGRLAEAAVAEKR 
A1SPSIKEPSVVP1EVLPTVLLDEI 
EAA\SWRATMTGSRACCAGP*S 
S*RSPAPSLTAPST* ASCTWPRS 

or 1 bor L-JvAbLIvL-C V Aotuu 1 rr 

QTCPPPflTAWPT PU/DVTQCU/PD 
jlolvrKUlAWLLLWrV looWrr 

Tl) DTDTr.DD^l CPTTCPTDU/nC 
1 KK 1 Kl urKoI^KL 1 l>K I rWuS 

GSGWTALT 


3754 


34122 


A 


3794 


1 14 


254 




3755 


34123 


B 


3795 


1 


2052 




3756 


34124 


A 


3796 


860 


1090 
















LNPLSMGRRWPGEETVTDPG W 
KRLCHPLHWVAETVPVQAVGA 
PWSLQMGGWNWGGRCPQHLA 
PSKG VM * RLPGQFGRTPS WKE 
VPEVWGMFRRPACGPRLS 


3758 


34126 


A 


3798 


444 


854 


VSHLEAQK*PSWTC*HQCQWA 
LPMFPHHSEADGLIE*WNGLLK 

VYAQNRHLIYGTVSPISRTHRPL 
CSQSTQDSCLLVANPSQICLVHI 
PFP*VQHSLGL*ISWDWTGEVG 
PFL 


3759 


34127 


A 


3799 


1169 


1881 


LEHPATVIFCFSWETFDPQGFCF 
SLPKVSGTCLISLLLHAFPFVVT 
SAPCPQEFPHSPHLCFHVP\HHS 
EA DGL1E* WNGLLKSQLQCPPG 
GNIL*G*GKVLQESVYAQNRHL 
IYGTVSPISRTH\GHQVTHGQPV 
KTT/LL*SPSMGSWGIALVLPPL\ 
DLLLSG*SLTLPLAFLLRTHPLL 
TTVQRRAELPFTSWICFLSLFER 
GKGPGQPLVTWTECQALTLLPS 
PGSHTQGTWRTPH 


3760 


34128 


B 


3800 


65 


1324 





378 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3761 


34129 


C 


3801 


1 


1263 




3762 


34130 


A 


3802 


1 


2845 


MAPRSLRMEDA1ESLAVVSSEY 

VGAGVNWMFLPPSSKSTCK.ILT 

PHVMVLGEQGLAPPTVFLKALP 

IPLYHTVPPGGLQPRAPLVTGSL 

DGGNVPF1LSPVLQPEGPGPTQ 

VGKPAAPTLTVNIVGTLPVLSP 

GLGPTLGSPGK.VRNAGKYLCP 

HCGRDCLKPSVLEKHIRSHTGE 

P PPPf A TPf,l A THQlVll Vk'UP 
Krr rL,A 1 L^UIArlS. 1 s^olNL, Y IVrlK 

RTQTHLNNSRLSSESEGAGGGL 
LEEGDKAGEPPRPEGRGESRCQ 
GMHEGASERPLSP 


3763 


34131 


A 


3803 


1 


279 




3764 


34132 


A 


3804 


2 


517 


KGLAFEVSLADLQNDEVAFRK 
FKLITEDVQGKNCLTNFYGMG 
LTCDK1CSMVEKWSTMTEAHV 
UVIS.1 JIJu irrnLrLVUr I ls.is.ri 

NNQILKTSYAQHQQS/RQIQKK 
MMEIMT*EVQTNDLKEVVNKL 
IPDNIGKDTEKV/CPIYPLHDVFI 
RKVKMLENPGFER\MELRGGGS 


3765 


34133 


A 


3805 


18 


602 


PAPWRLACNKRLTKGGKKGAK 

KrCG\VNPFSKKEWY\D\VKAPA 

MFN 1 RNIGKTLVTRTQGTKI AS 

DGLKGRVFEVSLADLQNDEVA 

FRK\FKLIT\EDVQGKNCLTNFH 

G M D LTR\DKMC S M V K K\ WQTM 

IEAHVDVKTTVDGYLLRLFCVG 

FTKKRNNQ1RKTSYAQHQQWR 

Q1RKKM M EIM\TREV\QTNDLK 

EVVNKL 


3766 


34134 


A 


3806 


525 


1173 


GEPHSQATSGHFASSAGDTQAN 

RVWSGPPANTNRPAAEGHDC* 

KEN*ETERTSTPKPHLYVTIIKD 

QRKGISD*RSNE*NEARREV*R 

KKSKKK*TKPPRNMGLCEKTK 

STSDWCT*K*RGEWNQVGKHS 

SGYYPGERPQPRKAGQHSNSG 

NTENATKILLKKTNSKTHNCQI 

HQS*NEGKNVKGSQRERSGYP 

QREAHQTNR*SLGRNSTSQKRV 



379 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


3767 


34135 


A 


3807 




1329 


RNRRRERHKEREGGGTGGTDW 
*RRGNRRKRTQRGRDDERRGR 
DDDQNHTTNTRRETTKTKRTT 
NRTQQKREQKRNETSKRNETK 
RATEQNRRERTGTRSGRSAKRQ 
RTEPERERAARRARAKRTASAA 
RDRGLSSTFQLPTRSGNSVHTS 
KKPLSRKYEQDPWADS/GSEGV 
WKPVPRRLEAKVMRESQGSSR 
SCCNSRTSARLITRTMR*ATLSS 
NKWSFCMPAGRCLTVTSPCCTP 
CALVTRKMLVTLGL*SRSRELT 
T*GTFVRGKQK\SVFSAAWGPG 
HQAQCSEQPSRGRFHRAQPMA 
* EPCCKSRH PRATPLH PRPSRPK 
SPTTPPPTRQNANNKGHNTTHT 
KPRAPPEPQTTQHEHTPQPPPDS 
HAQDNNNKNTPQQPPTKNAER 
PPRPTAHPPPAHKPLL 


3768 


34136 


A 


3808 


2 


517 




3769 


34137 


B 


3809 


1 


1008 




3770 


34138 


A 


3810 


139 


1407 


WRGGLDSALRAAVTLQGCAGC 

DRPGSA*SNNYSI*I*R*RW*SN 

YSEK**GNEGNAVILLFHSNGT 

ASKWTVNRASADISKSLQASW 

GTEHTWPEGEYS\AGPSQHSSP 

AVSDSLPSNSLKKSSAELKKILA 

NGQMNEQDIRYRDTLGHGNGG 

TVYKAYHVPSGKILAVKVILLD 

ITLELQKQIMSELEILYKCDSSYI 

1GFYGAFFVENR1SICTEFMDGG 

SLDVYRKMPEHVLGRIAVAVV 

KGLTYLWSLK1LHRDVKPSNM 

LVNTRGQVKLCDFGVSTQLVN 

SIAKTYVGTNAYMAPERISGEQ 

vnucnu\t/ci rMCFNytci at pdc 
Y u I H b U V W 5> LUi or M hL ALU Kr 

ovDnin^wrirct n/idt rw t r\t^ t \/ 
ri rl^iyivlNyUaljlVlrLtjLL^Ul V 

DEDSPVLPVGEFSEPFVHFITQC 
MRKQPKERPAPEELMGHPFIVQ 
FNDGNAAVVSMWVCRALEER 


3771 


34139 


B 


3811 


1 


1 134 




3772 


34140 


A 


3812 


374 


931 


WRGGLDSALRAAVTLQGCAGC 
DRPGSA*SNNYSI*I*R*RW*SN 
YSEK**GNEGNAVILLFHSNGT 
ASKWTVNRASADISKSLQASW 
GTEHTWPEGEYSVAGPSQHSSP 
AVSDSLPSNSLKKSSAELKKILA 
NGQMNEQDIRYRDTLGHGNGG 
TVYKAYLCPEWENIICKGHTTR 
YYTGTSEANYV 


3773 


34141 


A 


3813 


3 


444 





380 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3774 


34142 


A 


3814 


75 


807 


GIAGFVNIHLDSLSFLTGVPGVK 

AERFAE* RMTA K HCA LSL VG EPI 

MYPEINRFLKLLHQCKISSFLVT 

NAQFPAE1RNLEPVTQLYVRVD 

ASTKDSLKKIDRPLFKDFWQRF 

LDSVKALAVKYLQRIGSRTPM 

DTKIYSYCPAVHPAEPTDMKS 

WPSLFEVPTSLEYCPFYLQLVES 

ADAEGTQKYRRLTAYYIPVYTE 

PPLITKEPSCLWKQAEFGDLGK 

HVWLVEQFSSTRVQEHGVGW 


3775 


34143 


A 


3815 


35 


2088 


KVMNKRSQTQNGTRYMTPPPR 

SSHTKQHLL\PTPPPRSSHTKQH 

PLHDPITTKLTHRT/CTRYTTPSP 

RSSDTEQHPL\PAPSPRSSDTEQ 

HPLVPAPSSRSSDTEQHPLHDPT 

TTKLTYRTAPATRPHHHEAHTQ 

NSTRYTTPSPRSSDTEQHPLHGP 

1TTKLTHRTAPATRPHHHEAHT 

QNSTRYTAPPPRSSDTEQHPLH 

GPTTTKLRHTTAPATRPHHHEA 

HTQNSTRYTAPSPRSSDTEQHP 

LHGP1TTKLTHRTAPAT/PAPSP 

RSSHTEQHPL\PAPPPRSSDTEQ 

HPLHGPTTTKLTHRTAPATRPH 

HHEAHTQNSTRYTAPPPRSSDT 

EQHPL\PAPPPRSSHTEQHPL\PA 

PSPRSSHTEQHPIAPAPSPRSSHT 

EQHPLHGPITTKL/STQNSTRYT 

APSPRSSDTEQHPL\PTPSPRSSH 

TEQHPL\PTPSPRSSHTEQHPLH 

GP1TMKLTHRTAPATRPHHHEA 

HTQNSTRYTAPSPRSSHTEQHP 

L\PAPSPRSSHTEQHPL\PAPSPRS 

SHTEQHPLHGPITTKLTHRTAP 

AP/PTPSPRSSDTEQHPLHGPITT 

KLRHRTAPATRPHHHEVQEQA 

+ DCDRTTD A ADD CD A V 

Krllv rrKrirLl 1 KA^rKcrAV 

TLLPSGALGQACPCDATAGPHG 
TTLWPAVPPRWQQHLTRELLH 
PVPRACP*QGQGQPFTAGPGRG 
SHPYDPTGASPKGQSSIL 


3776 


34144 


A 


3816 


83 


184 


RLTLPDRLGSPPDTH*AQHITRA 
VLPQGFTDSPH 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=lInknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3777 


34145 


A 


3817 


] 


811 


MAEEDSGNLQPEGEGEAGTSS 
HGGAGERVKGKVLQTFKQPDL 
TKQTRF I RG PKTP APVTD WEG S 
LPLVFNHCRDASLI1HPHFKGVR 
PRRDACLGPSPLAASPAFLGKG 
QHALKRLKP1ITRLLQHGLLKPI 
NSPYNSPILPVLKPDKPYKLVQ 

LSSIPASTTHYSVLDLKHAFFTIP 
LHPSSQPLFAFTWTDPDTHQAQ 
QIT*AVQPQSFTDSPHYLNQAQI 
SSSSVTYLGI1LHENTRALPADH 


3778 


34146 


A 


3818 


2 


j24 


HFEARRQAGPPKPSPQPPFR*LP 
TAGT/RGGGGEKAAGGFRWGR 
FAG/MGQGPDPPGAHGQNPASP 
SLDFPWGPICASQGVTDQSPSTF 
QGPLGEA*KPTAGAKPGAGAG 


3779 


34147 


B 


3819 


206 


1391 




3780 


34148 


A 


3820 


229 


792 


LGSSAGNSAPDPWRPTSSGVFS 
FHNTSHSHWILRLRTQERFSEV 
CVQGTWPTRPLWALPPP*FPFPS 
PAPAAFASCQSLPPHSPQSPRPG 
AGIS/RPRSQEAPDSSQ/PAPTRP 
SVPSPMANQGSGDDRQPPPPQD 
TPPRPNAASQSAGHNYASLPAP 
RGRVGVG1GFPGSPACAGGGIW 
HFHTLSFPAF 



382 
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SEQ ID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=linkiio>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3781 


34149 


A 


3821 




1676 


KDNERRLNTCRSTRSHKRAHTR 

RSIRAHRGSAAAPPAAQAPGW 

RWASSCPRVQSAAGRGGRSGA 

ASGR*APRWGCPP*CGSRPGKC 

SPSPAPLASTFPRPGTEPPCRL*R 

GTCLGSACSGGSGRG*RR*GTG 

TQRRCPLPSARPRTRRRQISCQG 

KFS*CPSASSTNVCSPTGRGL*K 

PVPWAPGGRRRRPS*GRSSGDL 

SSGTWWP*S**ELGIPEYSHST/Q 

G/LVGVAMPPHRRAVTGNVHIA 

GQARKKDSP/GGRSPAWL*SPL 

FCAPGG RGASHLLLSFP*ESPAP 

* TA RP/PLP A RKLT VP V VLLRDG 

LGRGGLGRR*PCSAEKS\GRGRS 

GWRRARRPPSEAGTRGNRTSSS 

WRAPWRPGLGTGEPPGAPPGF 

APSSSPRRTP1SPLSPASGSGGSG 

LGRRQRAADRARTKPGGD*VG 

SWAGRRPPGGAEGP*GQRRPRP 

YAVLLLSGWP\GGEGGGSLQPS 

VQLLVQGGPVGLTG*VSPRLLT 

RF.AI.KQNGATEAGGEHWPSCP 

PSH*/PGAGEHPGAADTLQVAS 

PA*GHGTAGRQGRAPAAHPAH 

RGQRAHSTRQ 


3782 


34150 


C 


3822 


78 


371 




3783 


34151 


C 


3823 


349 


591 




3784 


34152 


A 


3824 


822 


2114 


AGRSVR1QAMTCLHPAHLGYP 

GSFQAPESSCPGQ*GRMHSQPT 

P/AGRRDMQDEPSFSNNIGVAG 

PG AM S R YTCPG CKNSNQRTEEP 

KXMR*TF*SLSSFPWGSGSPHP 

VPSFLWVPPSQLPNT*KLRAGL 

GTSGLAPGGTQKLRFMRASLW 

QSKKSRLCPRWGPSGPVGSV*G 

VEGVAE*RQGLGT\AGSGHQPE 

RTGHRLWPAASG*SLACSAPSR 

KGSCFSRPSLRSTETSLPAPGSL 

SAVGH*GVESAWPAAGRAGNH 

FGPEVADNLYEMKPPEPQVKP 

GLGRRQRAADRARTKPGGD*V 

GSWAGRRPPGGAEGP*GQ\GGP 

GLTLSFFFQGGQSGEGGGS/PAA 

EC1SGGDSDVALQGSHCVHSEQ 

GCLAELEDPG*EPGVAVPGWG 

SQERNVAGTGGVSAHGDTACR 

PAPPGHW*PTGRGDEIVEAKTK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihlc nucleotide 
deletion, \=possible nucleotide insertion) 


3785 


34153 


A 


3825 




452 


PRHSPGCRCPVAEGQSSGRALP 
PRLILLAVLLLLLCGVT/CWLCP 
VLLPPEAGTG PATS ATS TAALR 
CGSHPYGQ*QPCTQ\P\GPPTAP 
CSTHWACGCPAFGSWNWTPW/ 
PPPAYSLYTPEPPTSYDEAVKM 
AKPREEGPALSQKPSPLLGAS 


3786 


34154 


A 


3826 


16 


118 




3787 


34155 


A 


3827 


292 


1047 


SWQELESRAQAPNVGQRDGPR 
RGLSYHVAAEVNELLVEGQHR 
LEGDKHFTGHSG*QGARGVKA 
AGRDP*\PRGLVKLAVGRGAMES 
RSSSPKGRGNRMPSGYCTEL*A 
AGNQSGFVEAGLAFTPAIST\PT 
GGPLGTHRSQCCVQGCHCP*G* 
LPRRRA A VI ,VADVAGPVPASG 
GSRTG/AQPAVTP\QAEAGGPPA 
G*APLATGCSSGPRAGTGPRGR 
SCRPRSPAPPAAAAGAAGAAG 
AAAAAAVRGRSAAPGP 


3788 


34156 


A 


3828 


2 


462 


GPVSIGEPE1GPPGPVSIGEPE*G 
PPGPVSIGEPEEGPPGPVGIGEPE 
EGPPGPVSIGEP*EGPP\GPVS1TE 
PE*GPPGPVSIGEPEEGPPGPVGI 
GEPEEGPPGPVGIGEPEEGPPGP 
VSIGEPEEGPTGPVS1TEPEEGPP 
GPVGNEMSSR 


3789 


34157 


A 


3829 




374 


YRALVFSSSTQ*VSKNFLYSGSS 
SMLPVLASFFLSFFLA1FWNGA 
NSATAGYSRPQVGGEELEVVV 
CWQRAQLLLQLLLGEARRQAA 
DDHLRG A RG RSHRGG A WTRSS 
KGTAYRAGRPGPRPTK 


3790 


34158 


A 


3830 


66 


619 


VRSLFSEMNVVEFQNGFWNMF 
PVKLRPKISCSGRVCSIPEDSQKE 
AEKKRCQDWKHRR*SRI*EVFR 
NURVEEEKTSANPETLLGEME 
A KTRE L I A R RTTPL LE YIKNRKL 
EKQRIREEKREERRRRELEKKR 
LREEEKRRISVEDRWLYT1RINR 
RKSQRKK*GLRSHSGSDKEHRD 
VERSQEQ 


3791 


34159 




3831 


253 


— 


QVSTCYHSQE1CEKKRISSTSKSL 
NKEK.RRNEQ\KDQ*ALLSSPPSP 
PAESQGWHWSSLPPHSRFLKTS 
YILDLD1KK 


3792 


34160 


A 


3832 


156 


443 




3793 


34161 


B 


3833 


426 


513 




3794 


34162 


B 


3834 


47 


1311 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 














NCGNNQ*LTNQKKSRSRWIHS 

QILPDVQGGAGTIPSETIPINRKR 

GNPP 


3796 


34164 


A 


3836 




1986 




3797 


34165 


A 


3837 


1 


1116 




3798 


34166 


A 


3838 




546 


ERSSSPAAEQSWMENDFDELRE 

EGFRRSNFSELKEEVRTHGKEV 

KNLEKRLDKWLTRITNTQKSLK 

DLMELK.TTARELHDECTSLTNQ 

FDQLEERL1SNFSKVSGYKIN\G 

KNHKHSYTPITDKQRAKS*VNS 

HSQLLQRE/YKYLGIQ/AYNGCE 

GPLQGKLQTTAQGN KRIQTNG 

RTFHAHG 


3799 


34167 


A 


38j9 




987 




j800 


34J68 









_I59j 




j801 


j4169 


- — 

C 


3841 




1479 


















3803 


34171 


B 


3843 




1884 




3804 


34172 


B 


3844 




471 




3805 


34173 


B 


3845 




675 




3806 


34174 


A 


3846 




410 




3807 


34175 


A 


3847 


250 


880 


GEVTKPQFAQFFHGSLASLTIRP 
GKMESQKV1SCLQACKEGLDIN 
SLESLGQGIKYHFNPSQS1LVME 
GDDIGNINRALQKVFYINSRQFP 
TAGVRRLKVSSKVQCFGEDVC1 
SIPEVDAYVMVLQA1EPRJTLRG 
TDHFWRPAAQFESARGVTLFPD 
IK1VSTFAKTEAPG\A*KPQVQN 
SEFSL*AFENPVSCQISNSGHVP 
NFQFRV 


3808 


34176 


A 


3848 


890 


4889 




3809 


34177 


A 


3849 


1 


799 


MYAQPPNCKREKASGDVSLYW 

WKLAKGCLQMEVSEGAPNSAS 

TPTGNTVSQELNRPLPVQPPYPR 

RFSWVCRSSLQA*VAESATKTS 

AFRAPNSFCRLQPRPCCRASPAS 

PATSCTCPGSLAWARPAPASH 

WARPHRPPPCPTSPRP\PRGRDA 

PER*AHGPPVPDAR*GALAPQA 

TGGGQPPGAQPHHARAGPGQP 

RTPL/Q* G LC ARPG EPQLR VTPH 

GPQAGG/HTQRLPPMGKPGVSG 

nVPPUQriFPriPMPTVPK/fTriDI? c 
Vj Vt^rnoL'rrt^rlVlr 1 V clvl I tjrKS 

GVQRPT*DGTGWLAPDAESLV 
SFEFSSPT*VL*QQWK*RSGVQR 
PT 


3810 


34178 


A 


3850 


212 . 


361 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


codon For last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


381 1 


34179 


A 


3851 


3 


909 


GGRQRGKDTGHMAKQEQERE 
VGGATHL*TTRFRSCSK.\SALIP 
VIP1TKSTGSRFRNSVEGLNQE1E 
IIIKETGEKEEQL1PQD1PDGHRA 
PPPLVQRSSSTRSIDTQTPGGAD 
RG SNN SSRSQS VSPTSFLTI SNE 
GSEESPCSADDLLVDPRDKENG 
NNSPLPKYATSPKPNNSYMFKR 
EPPEGCERVKVFEECSPKQLHEI 
PAFYCPDKNKVNFIPKSGSAFC 
LVSILKPLLPTPDLTLKGSGHSL 
TVTTGMTTTLLQPIAVASLSTN 
TVSKTESLEEQVQSCHQLLYSHH 


3812 


34180 


A 


3852 


189 


454 


LWKRFNSWTSLRHPYQPYQAE 
QIAPQTCGSQSDGGLPSSSGPAP 
LHHAGLGYGTEGSPGARRRVE 
GQDP*VLEQAAGPTPPRYLVRP 


3813 


34181 


A 


3853 


17 


561 


IPGSWRQKMPVPPAA\PAHAQG 
RPGALQSPGSSTPAQPGSRWEV 
GGPAAPWGSLRHP*QPYQAEQI 
APQTCGLQSDGGLPSSSGPAPL 

nnuuLu iu 1 uUSruA/LttUUK 

PRSLGPGAGSRAHAAEVSFPSG 
PPSRGLTGSGFCACSEERAGFPR 
ELMVIKNTVTPTREATTLILTKA 
PA1LP 


3814 


34182 


A 


3854 


1 


540 


FFQPIFWGKDPQSGTPPHP/RPG 

PAPSGPEPSISMVTRRWLRAPN 

CSDRRGEGPRTEADRHGSCCRF 

RSRAGTAVHSCRRRHPRAAGLP 

SSLCAEAGPRET**LEGGCREG 

AEPRP* RPG SG AHAHTDPERAH 

RSGARTQ/HPERAHRSGARTQIR 

SAHTDPERAHRSGAR\HRSGAR 

RTLPL 



386 
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SEQID 

NO: 


SEO ID NO: 
of peptide 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3815 


34183 


A 


3855 


1326 


2409 


GRPPGVPPATAPRAAPGAGDGE 

AGTPAPGDHPEPVCR1QPG*WG 

T*GWGASQHWGGH\PALALAG 

RRPSRGLAGASGRSSEEPGVAT 

QRLWESMERSDEENLKEECSST 

ESTQQEVLALEEERAQVLGHVE 

QLK.VRVKELEQQLQESAREAE 

MERALLQGEREAERALLQKEQ 

KAVDQLQEKLVALETG1QKER 

DKDLQRQCCGMMGDRAKASP 

SWTSTVILKFPLIKNCLNPKDIS 

LMAKELWSLRTMDALNRNQIG 

PGCQTQTMVQKGPLDLIETGK 

GLKVQTDKPHLVSLGSGRLSTA 

1TLLPLEEDCLPSLVDDLVPRLG 

LKISLETRRRGQLMLCTPKFEN 

QWPTTDKMPETSTGSH 


3816 


34184 


A 


3856 


240 


639 


DHGRSQ*EPNRPWMPDPDHGA 
ERTLGPDRDRQRAE\MQTDKPH 
LVSLGSGRLSTAITLLPLEEGRT 
VIGSAARDISLQGPGLAPEHCYI 
ENLRGTLTLYPCGNACTIDGLP 
VRQPTRLTQGLSMSLPSQLIQET 


3817 


34185 


A 


3857 


1 


1758 


MALLPTVLCLWAQAQVGVQR 

HNH1FWNEKEHGHGKSGSCHN 

GASCSAEDGACHCTPGWTGLF 

CTQRKPHLLASQPLRIPCCGLL 

ATVG 1 VQTSREGGMQA APGL V 

VPDSCPTRTEELCRGSSRPDWIQ 

GIDKPK.VLQGCPAAFFGKDCGR 

VCQCQNGASCDHISGKCTCRTG 

FTGQHCEQRCAPGTFGYGCQQ 

LCECMNNSTCDHVTGTCYCSP 

GFKGIRCDQGIMLLLFLIV/CAA 

GPICLASAAAEREGPRPGSPCLL 

HTCH E/R* PAPTTPSQDLTDH YL 

RFSMPIMVLT/CLQGAFPGSPGR 

\PG*TWAPLCGMNVNRPGT/HE 

LGCDSDHWGPHCSNRCQCQNG 

ALCNPITGACVCAAGFRGWRC 

EELCAPGTHGKGCQLPCQCRH 

GASCDPRAGECLCAPGYTGVY 

CHPVTGACTCQPGWSGHHCNE 

SCPVGYYGDGCQLPCTCQNGA 

DCHSITGGCTCAPGFMGEVCA 

VSCAAGTYGPNCSSICSCNNGG 

TCSPIDGSCTCKEGNVPSLPSPS 

LTYEHIPQVVLPAEGSQDGTFG 

LNCSEHCDCSHADGCDPVTGH 

CCCLAGWTDIQEGFLEKEGPKR 


3818 


34186 


A 


3858 


2 


2414 
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SEQ ID 


SEQ II) NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


3819 


34187 


A 


3859 


1 


852 


DEEEVVAREEEEEEEEEEMVPE 
ESMASAGPEDFEQDGEEAALA 
RGAPAVDSLGMEEEVDIETEPV 
AHEKRPSMLDEPPLPVGVEEPA 
DSREPPEEPGLSQEGAMLLSPEP 
PAKGLAHPNGSQKVIFRVPLRV 
IHGPKAVELQVFPGLHKQPTNQ 
PK/TEPCDPHSWFKSCYHLLFIP 
VG I SRPP/HN PTITATIF A STAS V 
LW/PVLDTCMSSNSGYFKAVLE 
SYSSKVLSVTQYGNPRATGSAG 
LRGRPGS\PGSSGSRGPAWP*PQ 
AAPRCPPSSGRPGPTSQSPS 


3820 


34188 


A 


3860 


3 


1997 


AQGSVVPGLFWAFLQLEVNCL 
LESPI1QGKFHFRLERJSVVEPQE 
RKRLSFRKSEI*P*K.*SLVKKL*E 
RLKTRKQMQLANRLRRYGYSV 
VES*FPNLKVSSSVSTTPTTTYIP 
MTHK.AIFSSYFLWDGRSAFLTI 
YKMMSSHPQEEEEEEEEEGGE 
GEERKRRKKEEERGKRRKRRR 
RMK* RRRRTRKRRKRRKMK* R 
RRRRRRNMRKKRKEGKNMKK 
KM/REEIKRQNALYEIEMRKKL 
EK.KREEMHESRRRFLAPLFSSP 
TANCSTSLVPRLRLASLPAALPS 
NRVVRVTTPPAGVRGAWRHSH 
FSRSRSIMDTSSEMLVRFGRRC 
GRAKESTGRDWNSLK.SSEEDR 
KMWESLELPRDLLNAFDQNAD 
SDMDNKMQAEMVSDGDEELS 
GNWSKGDSCYVLAKRLASFYL 
CPRDLWNFEK.DDLGYLAEEISK 
QQSIQEAQRSRRKJCWFYGPGPG 
SLCCVQPIDLVPCVPAAPAMAE 
RGQCRAHAVASEGGSPKPWQL 
PHGVEPVGAQKSRIEVWEPPPR 
FQKMYGNAWMSRQKFAAEAG 
PHGEPLLGQCRRELWGRSSHVE 
SLMGHYLVELLSIGAMGIKVQR 
PRCFFDIA1NNQPGEKGTGKSTQ 
KPLHYKSCLFHRVVKDFMVQG 
GDFSEGNGRGGESIYGGFFEGP 
AMGPNATNNFTKLAG 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


N m lii ink location of l:t>l 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3821 


34189 


A 


3861 


86 


1120 


LVLSKGKEHLLG1KEHEEEEER 

RKKYE*K.DAEEIKRQNALYEIE 

MRIKLEKKREEMHESRRRFLEH 

MQDKHIIKAVEQQQ\RQRKKM 

KR*ENSSKQKKRLIQMGKEKEA 

ETHRLMEKRRERIHNFLSELLK 

EKLDNEDM1IARD1AEAEAEWE 

KREREKDEKNQAELKTIAEYRA 

IVMKNKEEEERQRKIEAKEQLL 

AVMKADQIFWEHEKEKKCKA 

DKEHQEVQDAHIQQMAKNKFN 

AKQAKQAELDYCRLTEALVAE 

KEKEFQDYAREVIELESETPNK. 

Y1YPLVKAVQEGPGGGRGPVFV 

DRGGLRPSYQANDVTGVQLPF 

YNSQGPKYNFQKSKRRLGFTW 


3822 


34190 


A 


3862 


591 


2805 


WVHQPAGS*GEKPT*ISAPPWP 

E APTSEL WVLTPPEA VQE AA AR 

VGQEVPAAP/RGPLPSSATGAK 

SLGQGSPTPSTRSMSLQSCAGP 

QHP*TLRRGPLWGTSRWKMVL 

T*ASRTSSTPGLT/QGPRVTVLL 

GKAGMGKTTLAHRLCQKWAE 

GHLNCFQALFLFEFRQLNLITRF 

LTPSELLFDLYLSPESDHDTVFQ 

YLEKNADQVLLIFDGLDEALQP 

MGPDGPGPVLTLFSHLCNGTLL 

PGCRVMATSRPGKLPACLPAEA 

AMVHMLGFDGPRVEEYVNHFF 

SAQPSREGALVELQTNGRLRSL 

CAVPALCQVACLCLHHLLPDH 

APGQSVALLPNM/YSALYADG 

ARPQPPWALAHLV/LYWTWGR 

WP*GAWRQGRLSSMQKILLHP* 

*LLGPLTAC*LPSASAQALGTS/ 

ETGYAFTHLSLQEFLAALHLMA 

SPKVNKDTLTQYVTLHSRWVQ 

RTKARLGLSDHLPTFLAGLASC 

TCRPFLSHLAQGNEDCVGAKQ 

AAVVQVLKK.LATRKLTGPK.VV 

ELCHCVDETQEPELASLTAQSL 

PYQLPFHNFPLTCTDLATLTNIL 

EHREAPIHLDFDGCPLEPHCPEA 

LVGCGQIENLSFKSRKCGDAFA 

EALSRSLPTMGRLQMLGLAGS 

KITARG I SH L V KA L PLCPQLKEV 

SFRDNQLSDQVVLNIVEVLPHL 

PRLRKLEQGRSGAPGVGDSTPD 


3823 


34191 


A 


3863 


1 


2784 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3824 


34192 


A 


3864 


727 


1715 


YLSKGLKEVREGSLQIPGE1IPG 
RKICLMQMLSEKTL*SQHHY*K 
GFLQRQIHQKMIAHLVEQRNK 
DCMFLQIMPAATSVTEIQATIR 
DYYKHLYANELENPEEMDKFL 
DTYTLQRLNQEEVESLNRPITG 
SEVEAIIN SLPTKKSPGPDGLTA 
EFYQRYKEEL/PKPCRDTTKKAE 
NFRPISLMNIDAKILNKILANRI 
QQH1KKLIHHDQVGF1PGMQG 
WFNICKSINVIQH INRTKDKN H 

VlrolUAtrw^rUrvlt^V^rrlVILiS. 1 L 

NKL\GIKYPGIQLTRDVKDLFKE 
NYKPLLSKII'CEDTKKWKTILCS 
WVGRIN1VKMAILPKAPLPLPP 


3825 


34193 


D 


3865 




1908 




3826 


34194 


B 


3866 


609 


1658 




3827 


34195 


B 


3867 


61 


234 




3828 


34196 


A 


3868 


1 


978 


LFTDDLCQPVEATSGQAMVQS 
RGATTHGGGRGGSCKLLGDRG 
QGSTSQVGRWGSSCHPPTGG\P 
ARSPCWPTARKPLRGVLQGASL 
GSTASMLGAASGTPRPPPSWLV 
SVPSPRAPCWGVPGAG\EQGGP 
ETQPPG A RE Y PQP AGREG RPQ 1 
LRFPKSSSSQCLVEFCSLASSCF 
ALEAMKTRRSPSS/SGSSGSDG/ 
SQRTTRSGPAQRPRVSGSSEQG\ 
DGMRGGSSGGMKGRRVPKREP 
RTEAASSSTA*RQPPPPPSPLPH 
ARRHFRFRPCCGPARDAAPSRA 
QTEAPPPLRTQSALSWPLCSRT 
DGKLSRGQSRDG SRAPTPG VL 



390 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codnn for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3829 


34197 


A 


3869 




1919 


TPVSDEEEGSLHHTTWRNLRJG 

VRIACPAGENAQSSESPVRACQ 

PGTKTQYGLNQAWSPGVRRDL 

IQGSAERPARYPAPGEMGVGAF 

IPLGHDKRRAASQHLHVSGREG 

PEALGSRGSALRKQVPAWLPHS 

LRTCPVDRNPQAPCARTGLMV 

ETPHHEQ WVRG EH YRYKFSRP 

GGRHAAEGKWWVRKRIGAYFP 

PLSLEELRPYFRDPHTLMLGQR 

VTERELDGEPRGPVTVEGRSAT 

TSGYPTKVTKIGGPLDPAGGLE 

GPLHGALGSDPLEVSDCPGPHL 

SRKVWENGSFGASDQQHTR/YT 

TDG SS WPTVA EK.KAPSSKQYH 

SSMET*R*TGHSNHPRNRPTCG 

QVPPNENNTRNRPTHTARYLPT 

/ENNPRNHSTHATRYLLTTTTTE 

1 1 PH A A R Y RPTRTTR Y L PTRTTR 

YLPTKMTREIVPHAATYLPMRT 

TREIIPHTATY/ASNENNQYLPM 

RTTSQVPSNEDNPGCLPTRTTR 

HLPTRTTRYL PTRMTQEI VPH V 

AWYLPTKALRPFNGKRTAFSA 

NAAKRSEAPTLR*ALRT*CPVN 

P PDTEGTGPA M PSLECPEQGNP 

QRRWAGRRRSSGAQDAGQGTR 

FTPSLWRAWGWSRLRPRLSAP 

GC WLTRKCRTEPP V V PQ ALMM 

AAVTDMQTLIH 


3830 


34198 


A 


3870 


295 


457 




3831 


34199 


A 


3871 


296 


1057 


GNEVKMPARETTPHRVPTGAQ 
PSEAGEKGHHPPDRRMVDPLTL 
ALCTWKSCRHSMPDCKAAGRE 
AVPCKVTGAERPRPRAPTSA*P 
SG KLEGLSLWCTQSCSCMLHR 
A G V I S V F FTM ED V APTRG LLH * 
RAA1GIISP1TISVTKTSNNCRWC 
RVGGCAN*LRGALEAGG/WLQ 
NQKGRDAFNKRLRGGMDKPG 
AGGTCGSGRRNRPLRDRS/VPE 
VKGGTGTG*KTGSGGLKRKYV 
GDGTTASFESLRVLIKWPL 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 


Amino acid sequence ( X=linknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3832 


34200 


A 


3872 


3 


913 


GGADSGERLGPHALGLGAGSG 

GGRGRYGPSRSRPSGRAADPGG 

VRPFPVAPRGARARRGGRVVP 

AF*RPAGAA*AAQHHVVVSEP 

AAAARGGGGPGGQGSRAWRG 

VRRLPGGAGGLAGPPGRVPVL 

GPPGSGPAAQRPPGRGQGAGQ 

EPPPAGDAAAA/PSSGSASCR/G 

PGAA/GPRALCPGPAPPARRGPR 

AGLGRPAADRGAPAAAPVRAE 

PHGLGGAAGARPPHRLRGGAG 

H/SGALVVLLTLWITGGGGDGD 

RASPGSPGPLAT/GAGLVGNKA 

APS*RAARAPGGLGCRWARFSL 

TSQCPCPQL 


3833 


34201 


A 


3873 




484 


tpwrrkste*ptlgvrrpvprn 

amphhcsfftgrtvpsmatpg 

ynegwdkfrmkchlcvnyie 

mqtdpancdyvivsgaqrk.ee 

rwdma dn eqvlttehekkqk 

letdamfrlehgeadrstlkk 

alaht\dh1qeaqsawkddfal 

nsmlrrrfrvpskp 


3834 


34202 


A 


3874 


3 


531 


GRK.RSKRMEK.GERGEPYSLSLR 
NHQGSWEPEHMS*KPEGG\VLA 
FKGDDGFSVWESNAIATYVSNE 
ELWGSAPEAAAQAVQWVNFA 

nncnvnrvDTt r* viwuuriLTv a 
DDby Y KJKj \Y 1 LUKIVlnrlUKyA 

TQDAGEEV/QPQFQAVLG\EMK 
LCENMAHFDAKIFAESQPKKDT 
PRKEK GS R E E KQKPQAERKEEK 
KVATPAP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide locution oflast 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


3835 


34203 


A 


3875 




1326 


tmaagtlytypenwrafk.au 
aaqysgaqvrvlsapphfhfg 

QTNRTPEFLRKFPAGKVPAFEG 

ddgfcvfesnaiayyvsneelr 

gstpeaaaqwvqwvsfadsdl 

vppastwvfptlgimhhvnkqa 

tenakeevrrilglldaylk.tr 

tflvgervtladitvvctllwl 

ykqvlepsfrqafpntt\rwfl 

tcinqpqfrawlgevklcekm 

aqfdakk.faetqpkkgtprke 

kgsreekqkpqaerkeekkaaa 

apapeeemdeceqalaa\epka 

kdpfahlpkstfvldefkrkys 

nedtlsvalp\yfwehfdkdg 

wsl\wyseyrfpee\ltqpfm sc 

NLITGMLQRLDKLRKNAFASVI 
LFGTNNSSSISGVWVFRGQELA 
FPLSPDWQVDYESYTWRKLDP 
GREETQTLVREYFSWEGAFQH 
VGKAFNHGK1FK 


3836 


34204 


C 


3876 


58 


222 




3837 


34205 


A 


3877 


6 


153 




3838 


34206 


A 


3878 


2 


889 


CPPWEL1LDQFRKSLGISPANTG 
PLCPAPPSCMYPPSPQMPAK.AP/ 
PDHPPEGRPGTTPEPFPRVTCVT 
E/PVGKGLSRDSQ*ETRGDLQE* 
SLAAPKSAPCFTHSA1CPGAPSM 
SRHPERSVFLLFQAPVQEPPAPG 
PP*WVLREPDFGTGVFPEPSW* 
KA A DFEPLGLC PG RSLS AQCPS 
WWPPTSSDPG*ALLKSGTGTPT 

V Ar Kl^r Ar A Ar Kr t^Kr r \£r KU L 

ASTCPAGPQQKGSDPPGRSAGS 
E/GSVSGKSLKPCLSSPLIPPPQS 
STQKKASVAKFVEFSPYTKQKS 
QLSVP 


3839 


34207 


A 


3879 


1 


391 


MAKAVEKPESTLEATKSKESV 
MSRVEWIGTAHMWVDDETGD 

WACI/TAr»Tr CDACI A TL-'V A MCC 

NASIviyy 1 LbrAfcLA IKlANrj 
fcUAl/Kru VASALM 1 AIrrr\.r\C 
K.PIRLSP*PRHLAHWCKKWAPK 
ILGSSAPVALQGAAPVAALMG 
WR 


3840 


34208 


A 


3880 


1 


346 




3841 


34209 


A 


3881 


249 


474 


VYLLIVLAVLYTNNRQTESQIM 
SELPFTIASKR1KYLGIQL\TRDV 
KDLFKDNYIPLLKE1*EDTSKW 
KSIPCSW1 


3842 


34210 


A 


3882 


25 


302 




3843 


34211 


A 


3883 


1 


2235 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location of last 
codon for last amino acid 
ol pcptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3844 


34212 


A 


3884 




2724 


MGGMVESSRHNWSGLDKQSDI 

QNLNEERILALQLCGWIK.KGTD 

VDVGPFLNSLVQEG EWER AAA 

VALFNLDIRRAIQILNEGASSEK 

GDLNLNVVAMALSGYTDEKNS 

LWREMCSTLRLQLNNPYLCVM 

FAFLTSETGSYDGVLYENKVAV 

RDRVAFACKFLSDTQLNRYIEK 

LTNEMKEAGNLEG1LLTGLTKD 

GVDLMESYVDRTGDVQTASYC 

MLQGSPLDVLKDER VQY W 1 EN 

YRNLLDAWRFWHKRAEFD1HR 

SKLDPSSKPLAQVFVSCNFCGK 

SISYSCSAVPHQGRGFSQYGVS 

GSPTKSKVTSCPGCRKPLPRCA 

LCLINMGTPVSSCPDRSTRQKV 

NKD1QELNSALHQADL1D1YRTL 

HPKSTAYTFFSAPHHTFSK1DHI 

VGSK.ALLSKCKRTE1ITNCLSDH 

SAIKLELR1KTFTPNRSTTWKLN 

NVLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDTFKAVF 

RGKF1ALNAHEK1QTT1REYHK 

HLYANKLENLEEMDKFLDTYT 

LPRLNQEEVESLNRPITGSEIEAI 

LNSLPTKKSPGPDGFTAELYQR 

YK.EELVPFLLKLFQSIEKEGILP 

NSFYEASIILIPKTGRDTTK.KEN 

FRPISLMNIDAKILNK1LANQIQ 

QHIKKL1HHDQVGFIPGMQGWF 

NIRKSINVIQHINRTKDKNHMII 

SIDAEKAFDKIQQPFMLKTLNK 


3845 


34213 


B 


3885 




1971 




3846 


34214 


A 


3886 


1 


1146 


METRPSRGPLTPHTARCQSETK 
LPEEGSGSNICCSAIFA1LQPPLV 
1PRQTGSGVDLQQTPTDLELRD 
LTVRRK.TNKWKGIASTSTK.RTS 
TPKRHLSWFFEKINKIDRPLAKL 
IKKKREKNQIDT1KNDKGD1TTN 
PTEIQTTIREY YK H LYANKLEN 
LEEMDKFLDTYTLTRLNQEEVE 
SLN1PITVSE1EAIIKSLPTKICSPG 
PDGFTAEFYQ\ASI1LNGQKLEE 
FPLKTGTRQGCPLSPLLFNTVLE 
LLTRTIRQEKETKGI/QLGKEEV 
KLSLFADDMIVYLENPIVSALN 
LLKLISNFSKISGYKINVQKSHA 
FLETNNRQTESQ1VSELPFTITTK 
R1KYLGIQLTRDLKDLFKENYK 
PLLNEIKEDTNKWKNILCS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3847 


34215 


A 


3887 


66 


1392 


QVLLSFGTPLVLTTKREKNQID 

AIKNDKGDITTDPTEIQITSIEYY 

KHLYANKLENLEEMDKLLDTY 

TLPRLNQEGVESLNRP1TGSEIE 

AIINSLRPISLMNTHAKILNKILG 

N*IQQHIKICL1HHDQVGF1PGMQ 

G WFNIRKSIN VIEH IN RTKDKN 

HMIILIDAEKAFDKIQQPFMLKT 

LNKLGIDGTYLKIIRAIYGKPTV 

NIILNRQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAKAIRQEKEI 

KG1QLGKEEVKLSLFADDMIVY 

LENP11SAQNLLKLTGNFSKVSG 

YKIMVQKSQAFLYTNNRQTESQ 

1MSELPFTIASKRIKYLGIQLTRD 

vkdl vken y k.pllkeikedtn k. 

wknipcswvgr1nilkmailpk 

VIYRFNAIPjKLPMTFFTELEKTT 

LKFIWNQKRACIAKS1LSQKNK 

AGGITLPDFK 


3848 


34216 


B 


3888 


1 


2868 




3849 


34217 


A 


3889 


1 


1218 




3850 


34218 


A 


3890 


1 


1893 


M KEI ETQKTLQKINESRS WFFE 
KINKVDRPLARLIKKKREKNQI 
DAIKNDKRDVSTDPAV1QTTIRE 
YYKHLYANKLENLEEMDKFLD 
TYTLPRLNKEEVESLNRPITGSE 
1EAIINSLPIKKSPGPDGFTADFY 
QRYKQELVPFLLKLFQS1 EKEG1 
LPGSVYEASIILIPKPGRDTTKK 
ENFRPISLTN1DAKILNKILANRI 
QQH IKKLIPHDQVGFIPRMQSYW 
LE VL A R A 1 RQEKEIKG/IQLGKE 
EVKLSLFA DDMII YLENPIISAQ 
NLLKLISNFSKVSGYK1NVQKS 
QAFLYINNRQKESQIMSELPFTI 
ASKRIKYLGIQLTRHVKEHFKE 
NYKPLVNKIKEDTNKWKNMPC 
SWVGRINIVK.MTILPKIERJGKT 
KGTETQRGK.SCKPTHPVSVISL 
AESIARDFCLQLNRARSCDQSS 
YNEVLEADNRAFSLCKGMPFD 
RLSPISQTPGPSWYQSSPYQPMF 
LAAPIDIGSRPASMDPIHSRTWH 
YVTVVILARSRKHQELILSESKQ 

QIKVGLRENLTASMQISPADAN 
LILQDSFLAIFLFQAL1VTIYKEN 
EKEEGQERREEALRSTGK.NNV 
WKNTDIDRPES1SDSESAGCDY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3851 


34219 


A 


3891 


2 


1562 


WGEIRAEKLKIPK.TGAPLFLQRI 
AAPRQQRNKTGQRMSLTS*QK 
*ASEGR**QT/LSKLKEHVLTHC 
KEVKNLEKRALAKLIKKKREK 
NQ1DAIKNDKRDITTDPTEIQTTI 
REYYKHLYANKLETLEEMDKF 
LDTYTLPRLNQEEVESLNRPITG 
SEIEEIINSLPTKKSPGPDGFTAE 
FYQRYKEEL/PDKQLQQSLRIQ 
NQCAKITSIPIHQ*QTNREPNHE 
♦TPIPNYYKENEIPRNPTYKGCE 
GPLQG ELQTTAQR\KRGHKQM 
EEHSMLMDRKKQYCENGHTA 
QGSTDFGEVQRLRLWQEDDVA 
EEVSGFFEEDNLKSVAQDPFWE 
SRQVKTIFNCVDTYIAGAKAIA 
GITQVTCTGNQFAE1NQRFLKL 
KKSWSLYRRFQPWQEECGPSW 
NPSWTHPSVASSRKDAAAQRE 
AQEGDLQGQEGAEASHAGGPA 
ADHYSGTAHAGRGRALDRGVC 
VRGHAPPP1TELSRPAGCGPHR 
QGEEAREGDANKKNGFHIQRC 
SCCLSCKQEHPVLPLVFGLD 


3852 


34220 


A 


3892 


2428 


6109 


YPESTMNSNKFTRKKSNNPIKK 
CQQASQLKALPTQSCSPSSNSY 
ETFLVSPLHPFQFY1SFPHYTEM 
VPPLTPEDYNSRGDFGGDTETN 
HIISKFHRSLEQVQNAASRRSQ 
DGR1GTAPVYSSQRERRRRRV1S 
AFPSEERSSSPAMEQSWMENDF 
EELREEGFRRSNYSELRED1QTK 
GKEVENFEQNLEEC1TRJTNTEK 
CLKELM ELKTKARELREECRSL 
RSRCDQLEERISVMEDEMNEM 
KREGKFREKR 


3853 


34221 


C 


3893 


13 


391 




3854 


34222 


A 


3894 


117 


704 


WLSAWPRACPDCRVRFPHTSPP 
CLPCGPEAEPGPGPALRELVQP 
LPGQLQPPFGMPLPLVPAGSFLI 
CTVWERPRPGLAVGSPPCFPSL 

rl/r 1 V r V utrr r jrLL\KrrA r I 

THLHIWPSLLFGPLPALPPPLAA 
SASAGLRKPWLDGLHPSVEPSG 
LGAAPSPAPPACAWTRPPHLHP 
SSFSSCVPQISSLFLCF 
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SEQ ID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


3855 


34223 


A 


3895 


1 


1185 


SAASSVLYVHNEPQVHGAHQK 

IHP1HPSLHYCLAHI1SQDLHTS 

MNALGLFGVG*EQGLQEKSNL 

SSTHHEPGHGGQDAAGARDGA 

RGRGGSYTGSAAGERGGRTVPH 

WA/GQPAEAGG AG *PRG PQLRR 

SPPP/RLPPRAGSSANTRNSVLL* 

FF*AVCLWADHYPL*TLISSS*M 

AGRWRSVPG1PTSPTK/PPPPPPP 

PPPPPPPPPPGSFLSEPWWSTA* 

NSTCPPRRCRSASGGPIWCPCRP 

/PAPPPAPPAPPPLEATEESLEEG 

\GGRASRSANMFAPTAPAGSSW 

HRARWG*PAWKAGAAGTRGA 

KCGQFVPSASSAP*LAGGWPGA 

GGQRGARRAQKAWCCRPGTSL 

/APGPELFPESALVQAGSAPPPP 

PPPPPPPLCLLLLRAESEGAVLM 


3856 


34224 


A 


3896 


192 


477 




3857 


34225 


A 


3897 


2 


1782 


RAAARKEHQGSAT/RA ERA/PR 
TPKAS\G RGVSPVPTSGTVTART 
GTAPRGLSAEDGRRRGRPMG1P 
FTDHSSD1LSGLNEQRTQGLLC 
DVV1LVEGREFP\THRSVLAACS 
QYFKKLFTSGAVVDQQNVYEI 
DFVSAEALTALMDFAYTATLT 
VSTANVGDILSAARLLE1PAVSH 
VCADLLDRQILAADAGADAGQ 
LDLVDQIDQRNLLRAKEYLEF/ 
YYQSNPMNSLPPAAAAAAASF 
PWSAFGASDDDLDATKEAVAA 
AWAAVAAGDCNGLDFYGPGP 
PAE\RPPTGDG\DEGDSNPGLWP 
ERDEDAPTGGLFPPPVAPPAAT 
QNGHYGRGGEEEAASLSEAAP 
EPGDSPGFLSGAAEGEDGDGPD 
VDGLAASTLLQQ/MDVIGGPGG 
GVRGGGQRRGVAGRRQGRHGL 
LPEVLQRRPRRRRLPGLVAEGG 
EEDPSQGLPEVPHLREGHPGRR 
QAAATHPHPHGREALRVQHLQ 
GPLHQDTSTSTLQKPGSPRPL*V 
TAGR*AGQAEGAHAEAHGREA 
VPVPAVRRRLCPQLRPEEPHAR 
AHGPAPLPVRQLLQDLRPLRPP 
AQTPQERRLQRRPLAPAVPASP 
CVLWAGGCPDPQPW 


3858 


34226 


C 


3898 


162 


356 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3859 


34227 


A 


3899 




2289 


GELHGVAEQAEGDPREGSPGP 

AEQASGTELREVPGPHWPLHPP 

EAPVCQHYHRPMVQKGN*GSV 

WGRGESLVQG/AHGQTSQRSV 

QMTGGGAWTGQTSQRSVQMT 

GGGGTPRGSRSSSPRTTYTPGTA 

EDTEGEPAGAGEQAAGRPVRP 

LHGHPGAGQEAAAGVRELPPA 

EPAAHLHPQPALLIQQHPISHAR 

SQHPRRPCCLPGPGLRAGGTAE 

GLPCAFCSQRDERAEGRERDLE 

GGGEAASGPGRQAQAPGQGGH 

LGPPLTPAAPLPWWLEGHHRE 

A TG RPRG G * G RP PG RG PTG RRK 

ASRAQDISSGQNLPRGHPA*VA 

SPRHEPPAHLQPAARDHCRGA\ 

PGSQACPADRGPANGTPPPLPA 

RSSPPSP\GMSVASPWTASCGPP 

GPPP*P\IGPEALPEGGPALPPKP 

PPVPAPSEPPQQPPGPCCSPQRP 

PA PG PEGQRSRGLGG AHRTAG 

AAQCPGGHAGPSPGGGTAPAP 

GPAAAAG*GQGRQCQAKGPAH 

TRGDAALPTSRLRL*GP*E*GD 

QGSSGXAAGLSGGRHTQPAGPG 

RAQRTEAAATQDCALDKPLDL 

SEWGRARGQDTPKPAGQHGSL 

CPA A AUTACPPPPTflQr.pl TDCp 

QALSNGTKGTRVPEQEEASTPM 
PPDLDGHP\GPARLKC*DQSPTN 
WM RQTPQA A\SG PELPGGG\PT 
STTGEGPEC1CTQEHGQGPPRK 


3860 


34228 


A 


3900 


3 


3169 


ASQLVLTLAYQANCVSVSYTD 
LLGKPGGSYFTFLYVLNIRSRSR 
LKKDYDDFRRQPDHDTFNREL 
WTTDEGEGDLGKDSPKGEISKS 
IDSTEPLDILEKDHFDSDDMKLS 
EIDFPMARSKLLKK.ELPSKDLP 
KTLLKTLKRQSKQTDYVDDST 

SDVQIDCFSESKHTEPSFPESFA 
SLDSVPVSTLQKGTKPIQALLA 
KNIGNKVTLTNQLPPSTGRNAL 
AVEKPVLSPPEAS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3861 


34229 


A 


3901 


33 


1227 


HHLRGTGQRAGQQLPPGMKM 

G RAG PPGP WCEHTT/PPSRG RPT 

SSGGPTLAPALAELSPRPQTPSP 

S1SSLPM1TSLPGGTGPLCLRPLS 

WEKPGSATGK\RGSQQEVDVG 

PSPGHTAPSKSHGQGPVGSPSA 

RQGCGPASSALQRRREPGGGPR 

GHPAGPHGGCVLPPWPGCPGN 

TMQRL*GFHTRAMNTQSGAGP 

RTAPSPRAQGAQGRPSKSCSGA 

SQGPCPAVGPH*APGEDRVRHP 

LAS1SGTTRAHGRPSQQREPRN 

KSTRADSRSPRTVPPHGPPGPSL 

PRGRAPAQPGPG V*RNGISVGAG 

RFPPFTAPCGQQA RPG AG\NRG 

AGSGAVPEL*GGLGRDPGSSGCE 

VPGGRAGG/PPRT*HFLARPAPP 

SPPQGLPRPPKVLGLQA*ASAPS 


3862 


34230 


A 


3902 


124 


1183 


DNRAVFSPTGRRVDRGGGGPAG 

TLARV*SAPGAFGV*STRTHVA 

GVQMPPVPGTCDVCTRPCSPVS 

RPPRA STA V A A A A S/SG PRQPR 

HPRHTSPMPPPAALRPPAGPRG 

LAPGG/HTAPPATAAPVELQHP 

LLRLQTGPPLGPPTGPA*EPRAH 

PCIRGLLPAGSGPPPRRQGHPEP 

PRLHTAACSPCQPQRALESSCPP 

RAFPGTA AHWLLGTGD WLL* P 

AAQAALASQEWALPGICLCNSL 

SEPTGRV1LASQLAPC1RLGCRK 

RSLAKAPKLISGGAGAHTPTPE 

PTCFSVSVLGTSPPAAGGPRGQ 

ESVVSSPVTMGT/VPAWAIPSLG 

CRGEASLDHPAGQLPARGQRSR 

RH 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 


Nucleotide 
location oft! rst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3863 


34231 


A 


3903 


174 


1599 


VLHAVGNQVQGCPGPEVHVCG 

WRPGCVRLLQLHVVGRADGPE 

CDLCAVWPGGGDV*PAVPGAV 

PHVTQCEPQGHPYGEGTGAGA 

YCAALCGPPGARGHCGQEARQ 

PQVRTCQGQERRRDCQDLL*E 

AGGQEAPGAERPSAG*ASRGTP 

RAAATHPPRTASPGEGQHV*VP 

AHVGGARPGAWQRHPGLHQY 

H RPQHLEPPAQPDEPHQDP*HL 

PGQRPAP A VE A EPGQQAPS\KP 

CPPPEPSAPQDGVPAENGLPQG 

DP/G A 1 A PRAQ APDS PCG RCTSP 

GQQ* YWLGPGAPQRGSSPEWD 

RP*ATQDGRPRPRPTPAAA1CDP 

G * PREPRGG APQWAG WGGRRR 

**RLRNPQ*PGQP\SGSSGRGPG 

PRRPSVASSVSE/RVLRGERALS 

PSPEAPLRASGQRANPTTAPAA 

ECPPYNPRDLCWTPGWLPMGP 

ESGKRRSRCVEEDAGPALHRQ 

GGTDGET**TGRGGNRPGPYGR 


3864 


34232 


A 


3904 


331 


1120 


HKDRFWQLQNDSCFLHSPGER 
QWLGGPRSDTFGPQVLFGHVGI 
CSQRA/HPAGPGHRGLPEGR*PP 
H RSQRHPPRSRKPYLA*PPDMC 
V ATDRRTQTPRDFPPLGR* KPH 
GTLRSAACPAGRVSPSPRPRGL 
PAPPPKSHLCG\PGVRGR*QLLP 
PH PG SPKGERGWTA SPG A ARG 
GPGPAPAPRP\RASWSQPSVTFP 
LPLAGLA/GHPGSRTEPAWKAG 
GAAARPGPELPRDLLQAGSTDT 
ASGEQLAAGPWTGKEISGRARP 
RL 


3865 


34233 


A 


3905 


2 


415 


YTILTEK*KLSKLST*WWHQDQ 
LQKR£ELSME1LNK*DQDSEAY 
PQRTVTGEETWLYQYDPPPLPR 
SLPPPQTHTAPVGA*S/DWGG*E 
LPPGLNGDKLAHHSPTPFLSFSG 
LLFVDWL*SQLLSLFGLFTQGVI 
RJFI 



400 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vii, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3866 


34234 


A 


3906 


1 


4527 


MGFCCRECRPRLLKGRPCIQHA 
GPVAAFK.VATPYSLYVCPEGQ 
NVTLTCRLLGPVDKGHDVTFY 
KTWYRSSRGEVQTCSERRPIRN 
LTFQDLHLHHGGHQAANTSHD 
LAQRHGLESASDHHGNFSITMR 
NLTLLDSGLYCCLVVEIRHHHS 

criK V rlOAIVIbL^V^ 1 OrViJAri>lN 

CVVYPSSSQDSESNHGNNFRIH 
VSNGLLMRGPRPLDRERNSSHV 
LIVEAYNHDLGPMRSSVRMRK 
LRQSTALAQ1 1 WTGTALDR 


3867 


34235 


A 


3907 


1 


2180 


MALTFPCRK.FEWYGRRQPEVR 
YSVPASHQLKATDADEGEFGR 
VWYRILHGNHGNNFRIHVSNG 
LLMRGPRPLDRERNSSHVLIVE 
AYNHDLGPMRSSVRMRKLRQS 
TALADSTGQAQHWTESRSGSPG 
SPVAPTCSART*QTSAS\VHLCL 
SGKSHHAWPP*TPFKLYYVH\E 
YSAHIHKENLVLVIVYVEDIND 
EAPVFTQQQYSRLGLRETAGIG 
TSVIVVQATDRDSGDGGLVNY 
RJLSGAEGK.FEIDESTGLI1TVNY 
LDYETKTSYMMNVSATDQAPP 
FN QGFCS VY 1TLLN ELDE A VQF 
SNASYEAAILENLALGTEIVRV 
QAYS1DNLNQITYRFDAYTSTQ 
AKALFKIDAITRILGTQMDTKM 
NKTLLSPQRVLRLEVEMELIQD 
ANQSATRRCAENYNRGVVEPL 
RAQQSYLAGEAGRLHGRGGFP 
VECEREEGIQQTECPGEVMPDR 
GSDMEGVITVQGLVDREKGDF 
YTLTVVADDGGPK.VDSTVVSG 
TRVYITVLDENDNSPRFDFTSDS 
AVSIPEDCPVGQRVATVKAWD 
PDAGSNGQVVFSLASGNIAGAF 
EIVTTNDSIGEVFVARPLDREEL 
DHYILQVVASDRGTPPRKKDHI 
LQVTILDINDNPPVIESPFGYNV 
SVNENVGGGTAVVQVRATDRD 
IGINSVLSYYITEGNKDMTFRM 
DRISGEIATRPAPPDRERQSFYH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3868 


34236 


A 


3908 


603 


1395 


RGRPRGSPIFPTRAPREKKR*EE 
VGGHK.REQTG*GGGERRKPPN 
PQHEPKERGWCSRVPEEPQ/RK 
RRSARARPK.KL*R£KRRRGRPK 
RCLW*TGRHPSHHPRTHQC*F* 
WRK/REEG KE RKKEQPAHAGQ 
KRRKAARHRRRRRRRERTDEK 
NRTWTRRRREKAGQDEKREGE 
HGQK.RSQQGRESRRDGRARTR 
KERRQK.RENDNRARRRQQAER 

£rv 1 rvo V iVKKA^/ J lyt^nbtVKyA 

RENEAREPQQRRQHSRRRKEKE 
EMRAPRSKQ 


3869 


34237 


A 


3909 


1 


548 




3870 


34238 


A 


3910 


1 


1803 




3871 


34239 


A 


3911 


1 


279 




3872 


34240 


A 


3912 


1 


506 


MCYSRQSNLGTFGEGKIKGSEV 
IDECPRSSRYQDLQELQNKTK.L 
TVLEGDILDESCLKRACQDMSV 
IIHTTSI1DIIGVTHRESIMNINVK 
RTQLLLEACVQATVPVFIYTSTP 
EVAGPiNSYKEIIQNSHEEEPLEN 
TAWCS PS/PY K KA/L ARSG I * ATL 
QLGGSQEECT 


3873 


34241 


A 


3913 


3 


621 


AGQQTVEIDLRHRIQLP\DLENQ 
RNFNELSRIVLEVRERVRQEQQ 
EGGHEAGEGRGRQGPRESQPSP 
AQPRAEAPSK.GPDGTPGEDGGE 
PGDAVAAAEQPAQCGQGQPFV 
LPVGVSSRNEDYPRTCRMWNS 
TFQTYKKEVCLPRHSMHPGPW 
AICCECQTRFGGRLPVSRVEAA 
LPYWVPLSLRPRKQHPCWMHA 
AGTTAGGSAVMS 


3874 


34242 


A 


3914 


1 


430 


RHRIQLPDLENQRNFNELSR1VL 
EVRERVRQEQQEGGHEAGEGR 

UrDU 1 rUtUuUcruNVWAAAt 

QPAQCGQGQPFVLPVGVSSRNE 
DYPRTCRMW*GCGGYWGLKV 
GQHGLQRGPQPHT 


3875 


34243 


A 


3915 


2 






3876 


34244 


A 


3916 




256 


HLR1HTQESSYVCDECGKALTS 
KRNLHQHQRIHTGEKPYECSKY 
\G*PFGLLPQLGHLEHVYSGEKP 
VLDICRFGLPEFFTPFYW 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3877 


34245 


A 


3917 




1396 


MRPQLAGRDHHRGAATLLLER 

PGRLVTHFRQRRGAVRYGGGK 

STTQHLSQRRLSGPNDHTKGLV 

WLLEHILQRLVSFVKLQATRTF 

TRTYITYAWFLPWGFSGVLCGT 

PVDTCWALKHQR1HTGEKPFEC 

SECGKAFNGNSSLIRHQRJHTGE 

RPYQCEECGRAFNDNANLIRHQ 

RIHSGDRPYYCTECGNSFTSSSE 

F V I HQRIHTGEKP YECN ECGKA 

FVGNSPLLRHQKIHTGEKPYEC 

NECGKSFGRTSHLSQHQRIHTG 

EKPYSCKVCGQAFNFHTKLTR 

HQR1HSEEKPF*L/CVDCGKAFS 

AQEQLKRH LRIHTQESSY VCDE 

CGKALTSKRNLHQHQRIHTGE 

fi>vcPC7 vnk' a cr.Tccni rmi c 
N.r i tLoR Y fclvA.rU 1 oo^LunLc 

HVYSGEKPVLDICRFGLPEFFTP 
FYWKEEKKCGRKMRNEVVHK 
VSFFLVVP1ALSSLLKKKWKML 
KKEKAQDPTEYGNLEDDNSQQ 


3878 


34246 


A 


3918 


1 


547 


MDSQRPRER/QRERERQSERQR 
HTQRMHREAETEDERDWKGH 
DTKTRRQRQRKRAEEGQCREH 
DR£RRRD\RTGERREKQRKSTQ 
QSRKPSEEPHREKTQIKRERGPE 
QGELERGQC TERNRKA/GTPEC 
*TDPHI WTPHPARSAPAH PPDH 
TAAKYRPPYRSHHSGITHQHPR 
AASTLKLWPKP 


3879 


34247 


A 


3919 


1 


399 




3880 


34248 


A 

— 


3920 


3 


872 


KSKLKSEQDGISKTHKLLRRTC 
SSTVKTDDVCVTKSHRTFGRSL 
SSDPRAEQAMTAIKSHKLLNRP 
CPAAVKSEECLTLKSHRLLTRS 
WSGDPRCEHNTNLKPHKLLSRS 
YSSNLRMEELYGLKNIIKLLSKS 
YSSAPKSSKT*/VFSKEP*RRRG 
RKALSLPQGLFGYP*HHLHPSSS 
QLAPNGAKCIPVRDRGFLVQTI 
EFAEQRJPVLNEYCEVCDEPHV 
FQNGPMLRRGRDVCEWAKKY 
ANSVVRKKFCRLSIARRSRYRA 

UMULLKJVlblNr IL I 11 Y rvt^ls.LNL 


3881 


34249 




3921 





— 


CCRSHQGAGEGGHLSVQLLWQ 
YRWM WCSWGPV\FQFHTDLEL 
VAWRCVGLDPGCQQLDIGMQT 
LIGDHICVF 


3882 


34250 


A 


3922 


1 


1055 
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SEQ ID 

NO: 


SEQ II> NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
ol peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


3883 


34251 


A 


3923 




962 


RSMRQKVNKDIQDLjSALPQAD 
LID1YRTLHPKSTEYTFFSAPHR 
TYFKIDHIVGSKALLSKCKRTEI 
TrNCLSDHSAlKLELRlKKLTQN 
RTTTWKLNNLLLNDYWVHNE 
MKAEIKMLFETNENK7DETYQN 
LWDTFKA/PSI1LNGQKLEAFPL 
KTGTREGYLLLPLLFNIVLEVL 
A M AIRQEKE/1 KG FQLG KEE VK 
LSLFADDMIVYLEDPIISAANLL 
RLISNFSKVSGYKINVQK.SQTFL 
YTNNRQTESQIMSELPFTIATKR 
IKYLGIQLTRDVKDLLKENYKP 
LFNEIKEDTNK.WKNIPCSWIGRI 
KIVKMAILPK 


3884 


34252 


A 


3924 


1 


1452 


MGDFNTPLSTLDRSMRQKVNK 
DTQELNSALHQADLIDIYRTLH 
PKSKEYTFFSALHHTYSKIDRT 
VGSKALLSKCKRTEIITNSLSDH 
RAIKLELRIKKLTQNRSTTWKL 
NNLLLNDYWVHNEMKAEIKM 
FFETNENKDTTYQNLWDTFKA 
VCRGKFIALNAHNRKQERSKID 
TLTSQLKELEKQEQTQSKASRR 
QEITKIRAELMEIETQKTLQKSN 
ESRS WFFERINK 1 DRPL ARLIKK 
KREK.NQIDVIKNDKGDITTDPT 
E1QTT1REYYKHLYANKLENLE 
EMDKFLDTYTLPRLNQEEVESL 
NRPITGSEIVAIINSLPTK.KSPGP 
DGFTVEFY/QEGN*AGEGNKGY 
SIRKRRSQIVPVWR*HDCISRKP 
HRLRPKSP*AGKQLQQSLRIQN 
QCTK.ITSIFIHQ*QANRKSNHE* 
TPIHNCFKENKIPRNPPYKGCEG 
PLQGELQTTAQ*NK.RGYKQME 
EHSMLMGRKNQYRENGHTAQ 
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SEQ1D 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSiS 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3885 


34253 


A 


3925 


1 


1251 


MFCAEINMFFETNENKYTVYQN 
LWDTFKAVCRGKFIALNAHKR 
KQERSAMNTLTSQLKELEKQE 
KTNSKANRKQETTKIRAELKE1 
ETQKTHQKINESRSLFFEK.TNK.I 
DRPLARLVKKKREKNQIDAIKN 
DTGD1TTDPTEIQTTIREYYKCL 
YANKLEYLEEMDKFLDTYTLQ 
RLNQEKVESLHRPI.TGSEIEAIIN 
SLPT/KXSPGPDRFTAQFYQRY\ 
DGMYLKIIRA1YDKPTAN1MLN 
GQK.LEAFPLKTGTRQGCPLSRL 
LFNIVLEVLARAVRQEKEINGIH 
LGKQEVKLSLFADGMIVYLENP 
IVSAQNLLKLISKFSKVSGYXIN 

1 PPTTTTVD Ik' VI mm AT?rW/kT» 

LFKENYKPLLN K1KEDPNKWK 
N1PCSW1GRIN1MKMAILPK 


3886 


34254 


A 


3926 


1 


1203 




3887 


34255 


A 


3927 


1 


1233 




3888 


34256 


A 


3928 


1 


951 


MKREKNQIDAIKNDKGDITTDP 
TEIQTTI R EYYKPLYTN KLENLE 
EMDKFPDTYTLPRLNQEEVESL 
NRPITGFEIEA/rNSLPTK*SPGAE 
GFTAEFYQSVGSSGQGNQARE 
RNKGYSTRKRGTQIVPVCRWH 
DCIFRKLHGLSPKSP* A DKQLQ 
QSLRJQNQCAKITSIPIHQ*QTYR 
EPNHE*TP1HNCYKENKIPRNTT 
YKGCERPFQGELQTTAQ*NKRR 

rlrvt^lMtn.riolvlijlvl UlvrvIN 1 ^ Y IvcIN 

GHTAQGHL*1QCHPHQATNYFL 
HRJGKNYFKLHMEPNKSLHSQ 
DNPKQKEQSWRHHAT* LQTILQ 
GYSHQNSI 


3889 


34257 


A 


3929 


1 


814 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3890 


34258 


A 


3930 




1545 


HQLKVQFFUIISIRSSCDGSAWG 

VAPTFKTRGARSRSRAAIRLGA 

ADLDEVKSSLVNESENQSSSSD 

SEAERRPQPVRDTFQKPRDYFA 

EVRRPQDSAFFKGPPYPGYPFL 

MIPDLSSPYLSNGPLSPGGARTN 

SSPAPKETWICARFGGVSLSFLE 

IGSRVLLLGRDVNRSSSLLPAQI 

P1ACHFAVDGGNF1RGKGAYLL 

TFDLFGNWGLFFLIEIAVWELS 

AHSSGQSEDALELSRGTCSSSL 

QLCWTAKALVGKGLDGGPVC 

KNSG1CSTRTKTQEQMSFMEAL 

YQEGFLRETVVQAVRKVPQTP 

RKAVLEVLARAISQEKEIKGIQL 

GKEEVKLSLFADDMTVYLENPI 

VSAQNLLKLISNFSKVSGYKIN 

VQKSQAFPYTNNRQTESQ1MSE 

LPFTITTKRIKYLGIQFTKDVKG 

LFKENYKPLLNEIKEDTNKWK 

NIPCSW1GRINIVKMAILPKV1Y 

RFNAIPIKLPLTFFTELEKTTLNF 

1WNQKSR\IGKKILSKKNKAGGI 


3891 


34259 


A 


3931 


693 


1464 


ARAEVKLSLFADDMIVYLENPII 

*ARAEVKLSLFADDMIVYLENP 

11SAQNLLKLISKFSKVSRYKINV 

QKSQAFLYTNNRQTESQIMSEL 

PFT1ATK.RJKYLGIQLTRDVK.DL 

FKEN Y KPLLNE 1 KEDTN K WKN 1 

PCSWIGR1NIVKMAILPKVIYRF 

SAIPIKLPMTFFTELEKKNWLAI 

CRKLKLDFFFIPYTK1NSRWIKD 

LNVRPKTMKTLEESLGNTIQDI 

GIGKDFMTKTPKAMATK/DQKS 

FCTAKETT1RVN RQPTE WEKIF 

AIYPSDKGL1S 
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SEQ ID 

NO: 


SEQ ID NO. 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


3892 


34260 


A 


3932 


211 


2519 


ENRKSNCLCLQMA*LY1*K1PSS 

QPKlSLS**ANLArCSQDTKSMC 

KNHK.HSYTLITDKQRAKS*VNS 

HSQLLQRE*NT*ESNLQGM*RT 

SSRRTTNHCSTK*KRTQTNGRT 

FHAHG*EESIS*KWPYCPSKC/K 

RTEI1TNSPSDHSTNKLELR1KKL 

TQNHTITWK.LNNLLLNDSWVN 

NEIKAEIKKFFETNENKKTTYQ 

NLWDTAKAVLRGKFIALNAHI 

GNLERSK1YTLISQLKEPERQEQ 

TNPKASRRQEITKIRAELKEIET 

QKTLQKINESRS WFFEN IKIDRQ 

LARLIKKKREKNQIDTITNNKG 

DI TTDPIE1QTTI REY YKYL YAN 

KLENLEEMDKFLDTYTLPRLNQ 

EEVESLNTPITGSE1ICAIINSLPT 

KRSPGPDRSTAE/FYHRYKEEL 

VLFLLKLFQSTEKEG\GRDTTK 

KENFRP1SLMNIDAKILNKILAN 

RIQQ11IKKL1YIIDQVGFIPGMQ 

GWFNICKS1NV1FQYTNNRQTES 

QIMSELPFTIASKRIKYLGIQLTR 

DVKDLFKENYKPVLNEIRGHK 

QMEEHSMLMDRKNQYCENGH 

TAQGNL*1QCHPHQATNDFLHR 

IGKEEVKLSLFADDMIVYLENPI 

1SAQNLLKLISNFSKVSAYKINV 

QKSQAFRYTNNRQTESQ1MSEL 

PFTIASKR1KYLGIQLTRDVKDL 

FKENYRPLLNEIKEDTNKWKNI 

PCSWVGR1N1V1MAILSKV1YRF 


3893 


34261 


A 


3933 


2 


1304 




3894 


34262 


B 


3934 


141 


2008 
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SEQ ID 

NO: 


SEQ II) NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSIN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3895 


34263 


A 


3935 


1 


1845 


MV1SVDAEKTFNKIQQPFTLK.T 
LNKLGIDGSYLKI1RAIYDQPTA 
N11LNGQKLEAFPLKTGRRQGC 
PLSPLLFNIVLEVLARAIRQEEEI 
KGIQLGKEEVKLSLFADEMIVY 
LENP1 VSVQNLLKP1 RNFSKVLG 
YKINVQKSQAFLYT1NRHTESQI 
MSELPFTIATKRMKYLGIQVTR 
YVKDLFK.ENYKPLLNEVKEDT 
NKWKNIPCPWIGRINMLKMAIL 
P/KELEKTTLKFIWNQKRACIAK 
SILSKKNKAGGITLPDFKLYYK 
ATVTKTAWYWYQNRD1DQWN 
RTEPSDI1PHIYNHLIFDKPDKNK 
KWGMGSLFNKWCWENWLAIC 
RKLKLDPFLTPYTKINSRWIKD 
LNVRPKT1KTLEENLGNTIQDID 
MGKDFMSKTPKAMATKAKIDK 
WDLTKLRSFCTAKETTIRVNRQ 
PKEWEKIFAIYSSDK.GLISRIYK 
ELNFTRK\KNPIKKWAKDMNR 
YF*KEDIYAANRHMKKCSSSLA 
IREMQ1KTTMR/YHLTPVRMAII 
y v t? tp pxtvpv mu ccw c 

N.lS.D01Nr>Jl\. 1 KX.1N I rKlnlVlCoKlS.S> 

QNSQGNRK.EK.EQSWRHHA TRL 
QT1VQGYTVAKTACYWYKNRP 
TDQSNRTENQEIRLHTYNHLIF 
DK.PDKSNGETTPYSINGARITG 


3896 


34264 


A 


3936 


1 


700 




3897 


34265 


A 


3937 


1 


3489 


M KSG HPEKEQDNSD VQETRE1T 

IRG LLCTALMRH STG AI A YLG V 

LSGSASLKLAGVPERCCEGDKD 

AGHPLETQTALCERGRGARSLV 

GNT1MTSQPVPNETIIVLPSNVIN 

FSQAEKPEPTNQGQDSLKKHLH 

AEIKVIGVNLIQNVLERGWGKC 

QEMIYVLGLDICRPFFVSRVSEE 

GRMGQRGEEDANSLDFPPASLL 

CLICQEQGVNGESCSPVGMYH 

REIVPVYEVLSV1TGLQIQVFSG 

KEADSVIKRS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Mer 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3898 


34266 


A 


3938 


120 


1331 


TSLGP1YCAVRHTSSCRKVGSSR 

CQHGCQLSVRLQLDQAHHK.QL 

PWLAPKNAVVPKSLEDPQGRK 

EGVTALTPEAPRSGPPKRLQLFP 

PSLCPNCSK.QGAYFSPFGVTAT 

LLATPFSRSRVLVLQPGRMRYA 

DKWRVSKMKRCCIEQWNSSEK 

THSARASHSLQRQRGGPRVGGS 

SLQAGCHVISAALSKEEALEWV 

ASFCRQIVQSYLRPLLCSGADP 

GAFMDLRGEELRSLELSLSYTP 

PSNEFK.1SMKLEAQDPRNTTST 

C1ATVVGLTGARLRLRLDGSDN 

KNDFWRLVDSAEIQPIGNCEKN 

GGMLQPPLGDSFHCDVRVSILD 

LFCFLLSELPFT1DTKRIKYLGIQ 

LTKDVKDLFKENYKPLLNE/IK/ 

EDTNK.WKNIPRSR1G*1NIV1CMA 

ILPKDFG 


3899 


34267 


A 


3939 


1 


1421 


MDSMSGGGQYRKINGNPTSVK 

CPLLLLPAILTPEPVNRWRQSC 

KAFARHSPLAFRVTISTSTFFDG 

LLVTGLYTSTSVQASQSIGGSSA 

FGFVLEVLARAIRQEKEIKG1QL 

GKEE1KLSLFAGDMIVYLENP1V 

SAQNLLKLISNFSKVSGYKINV 

QKSQAFLYTNNRQTESQIMSEL 

PFTIASKRIKYLG1QLTRDVKDL 

FK\ENYKPLLKE1KEDTNKWKN 

1PCSWVGRJNIVKMA1LPKNWK 

KLKF1WNQKRAH1AKSILSQKN 

KAGGITLPDFKLYYEATVTKTA 

WYWYRNRD1DQWNTTEPSEIM 

PHIYNYLIFDKPEKNKKWGKDS 

LFNKWCWESWLA1CRKLKLDP 

FLTPYTKINSRWIKDLNVRPKTI 

KTLEENLGITIQDIGMGKDFMS 

K.TPKAMATKAKIDKWDLIKLK 

SFCTAKETT1RVNRQTTKWEKI 

FATYSSDKGLISRICNELKQIYK 

KKTNNPIKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3900 


34268 


A 


3940 




1566 


IQTTIGEYYKHLYTNKLENLEE 

MDKFLDTYTLPRLNQEEGESLK 

RPMAGSEIEAI1NSLPTKNSPGP 

DRFTAEFYQRYKEELLISNFSK 

VS/VIQNQWEKITSIPIHQ*QTNR 

EPNHE*TPIHNCFKENKI\LGIQL 

TRDVKDLFKENYKPLLSEIKED 

TNKWKNIPCSWIGRTNIVKMAI 

LPKDKTSKYIDVDENEGSHCGK 

RKYKYGMEKALEILARAIRQEK 

EIK.GIQLGKEEVKLSLFADDMI 

VHLENPIISAQNLLKLISNFSKV 

SGHKINVQKSQTFLYTNNRQTE 

SQIMSGLPFKIATKRIKYLGIQL 

TRDVRDLFKENYKPLLNETKED 

TNKWKKNILSSWIGRJNIVKMA 

ILPKV1YRFNAILINLPMTFFTEL 

EKTTLKFIWNQKRAC1AKTILSQ 

RNKAGGITLRDFKPYYKATETK 

TASEMKYYLENK.IPFKVLHMV 

YNVPTHPPFIGDLHPNTKVVSL 

PPNITSLIEPMNQGVISAFKDCY 

LRKTFVQAVATPEGETEMTVM 

QFWKDYNT 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Uiikn6wn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3901 


34269 


A 


3941 




2580 


MVKGSIQQEELTILNRYAPNTG 

APRSIKQVLSDLQRDLDSHTUM 

GDFNTPLSTLDRSTRQKVSKDI 

QELNSVLHQADLIDIYRTLHPK. 

STECTFFSAPHRTYSKIDHIVGS 

KALLSKYKRTE1 ITNCCSDHSAT 

KLELRINKLTQN RSTT WKLNTM L 

LLNDYWVHNEMKAQIKMFFET 

NENK.DTAYQNLWDTFKAMCR 

GKFI ALN AH KRKQERS KI DTLT 

SRLKELEKQEQTLHS KDS R RQE 

1NAEKAFDKIQQPFMLKTLNTL 

DIDETYLKIIRAIYDKPTVNIILN 

GQKLEVFPLKTGTRQGCRLSPL 

LFNIMLEVLARAIRQEK.EIKGIQ 

LGKEEVKLSLFADDMIVYLENP 

IISAQNLLKLISNFSKVSGYK.IN 

VQESQAFLYTNNRQTESQ1MSE 

LP\FTIASKRIKYLGIQLTRDVKD 

LFKENYKPLLKEIKEDTNKWK 

NIP\CSWVGR1N1VKMAILPKVI 

YRFNA1SNKLPMTFFTELEKTTL 

K\FI*KQKRACIAKSILSQKNKA 

GG I TL PDFKL Y\ Y Y K A I VTKTA 

WYWYQNRDIDQWNRTEPSEIIP 

HIYNHL1FDKPDKNKKWGNDS 

LFNKRCWENWLA1CRKLKLDP 

FLTPYTKINS\RWIKDLHVRPKT 

1KTLEENLGNTIQDIGMG KDFM 

TKTPKAMATKSVK1DKWDLIKL 

KSFCTAKETTMRVNRQPTEWK 

KIFTIYPSDKGLISRIYKEPKQ1Y 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 




*=Stop codon, /=possible nucleotide 


3902 


34270 


A 


3943 


5 


2130 


QRLRRQHRLEQKTRSTTCHMR 

QSTTRSAERADTRIESMPT*TTP 

* HTDDVP/SHCTNSTHTATTSPS 

TI INHQQTLTRVANVAQ1RRTDI 

SSIAATEWISTINTHNYACRTRA 

VSQRRYVSDFEKRERPTSNTPE 

PRFRLVVSTPTLVGTTQGTYQP 

PPARSR1SIASHLLPPLSLLPSSL 

DLDGRSTLACSSSVSQFSGSRGS 

PSSYIVATTRVISDVDYDMTTY 

YNST1TPIS/PSARS*CQRSVHLL 

LSSHRTYRHPLVSRHTSQEHSL 

GGPLHRH*YNPVGSRAAAWAS 

KSALV/SVSLEALVVSALI*LVA 

TRQRLVG1CRTTPIRARSSVVR* 

VTRYQPNQRAPLIHATYHLLDR 

GQHPQSMQT1SHWTTPPCWCL 

VCGKKSSLPCCSTSSMSTRRNQ 

YDTLSLTTSWVL*SSIFWLAFIL 

LPRTSLPWPTVS*LAANA\SSGS 

TPVNSSFRTASVRRSKLVVPANE 

IETPSFVVVTKFSRSASSYDCSIE 

YASTYA1NITIVNSYVFA/PTHTT 

REHT1SYALTSPGQPQNKTRJPE 

LQWAF*AVRPSTQ/PSTV1YHAP 

TSQAIASCALHSLLGCLLGSAT 

APLPPTWTTPPPPPQLRTT* STG 

CI DUDDCP*TDD*DI A PP"M * PETTY"* 

bLrrlrraU 1 rvr r LArKJN 1 r 1 Li 

MSSQHCIPT*PQLASHSIALRG/S 
RARPTTSQTSIAS/SHSHS*LSHV 
Q*RPLSDQRSPLDHHAHSSILYA 
RASRJSCLRVCAV 


3903 


34271 


A 


3944 


254 


884 


MTPNYTSRLFLHMGVLFYPFYR 
RLT*HI RTHINLKG WK/NRHFM 
QMDTKNAEKALDKIQHRFM1K 
TLSKISIQGTHFVKIIKAIYGKSTT 
NT1LNGEKLKAFPLRTGIKQGCP 

LLr LrrfSl VLtLLAKAlK^tKCIIV 

GIQIGKEEVKLTLFADDMIIYLE 
NSKDSSRKLPELIKEFSKVSRYK 
VNLHKSIALLYTNSDQAENQIK 
NSTSFTI 


3904 


34272 


B 


3945 


52 


843 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3905 


34273 


A 


3946 


1 


831 


MEMLYCLIAEAGHISSRMATNT 

ANSAGLK.PTCVCVALPLPPGRS 

APHRSCSQAGRELPGQGPRYYR 

HLPQLSILHSIGEGQGCGFWSER 

SFKGYPERPAGAAGVCRLQGC 

GRRGRGAPFRTTDFSSRPRGAA 

ERADQGPRAGSPWPRTTSGAQ 

RGRAQGQGHTARRRGNSNPGP 

SRARQASRRRRPATSGPPRGSP 

RPDRPRRRSPFYRSSSRETSRPP 

EGPRRPRA PALS APAPGQPARP 

RPREPVPCGAVFTARDRLRPPA 

ATSHAPFSAANPRR*HRPGGPG 

ARRLGDAQLSRRST/SGAPRCS 

QTRSR*PTCVCVALPLPPGRSAP 

HRSCSQAGRELPGQGPRYYRHL 

PQLSILHSIGEGQGCGFWSERSF 

KGYPERPAGAAGVCRLQGCGR 

RGRGAPFRTTDFSSRPRGAAER 

ADQGPRAGSPWPRTTSGAQRG 

RAQGQGHTARRRGNSNPGPSR 

ARQASRRRRPATSGPPRGSPRP 

DRPRRRSPFYRSSSRE I'SRPPEG 

PRRPRAPALSAPAPGQPARPRP 

REPVPCGAVFTARDRLRPPAAT 

SHAPFSAANPRR 


3906 


34274 


B 


3947 


250 


281 




3907 


34275 


A 


3948 


3 


639 


DHTCRLRQRLRLRVLVGPVPG 

AGPAG*KGCYGGRSANHHGAP 

ASCHLARSSCGPRLPGRYSAQQ 

PRARCAASGLCGWTAPAADPV 

PSEVLASQEVQLLCAGE*SGSC 

GPTHADLQPSPGGTGEDGAAR 

AKRDLPGSVGERAAAPASGRL 

RACPGRPAGAPGPRARPPGGTA 

AL AQPPRPQG AA ARPPSG IG WP\ 

GNNGSAQSK.GRALMEQAAG 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locRtion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3908 


34276 


A 


3949 


161 


2377 


SLFHGKVCHFLHEPLPLVYLSL 

CTGYQLFKPSLISWLEEEEELST 

LPRVLQEWKMCLK.TK.GPALW 

QDNFCLKTLNGIQLARNQNGEE 

LYDCKQCEDVFCKHPCLKTNM 

STQNRGNTSECIQYAKDLLSLY 

NKTSTIRKVSVFSKHGKSFRUF 

*MFRSRESVHKINPLK/CTDYGK 

AFIYQSYLEAHRKTQSGEKLNE 

WKQCGEAFTHSTSHAVNVETH 

IIKNPYECKECGK.DFRYPTHLN 

NHMQTHIGIKPYKCKHCGKTFT 

VPSGFLEH VRTI ITGEKPYGCKE 

CGKAFGTSAGLIEHIRCHARF.K 

TFKCDHCGKAF1SYPSLFGHLR 

VHNGEKPYEHKEYGKAFGTSS 

G V 1 EDRRSNTGQKRFDCDQCG 

KVFVSFSSLFAHLRTHTGEKPF 

KCYKCGKPFTSSACLRIHMRTH 

TEERLYQCKKCGKAFTK.CSYLT 

KHLRTHAGEKPYECMKCGKAF 

TERSYLTKHLRRHSGEK.PYECK 

KCGKAFTERSDLTKHLRRHTG 

DK.PYEYKDCGKAFVVSSSLVD 

HLRTHTGYKPYKCNACEKAYS 

RSCVLTQHLKTHAAEKTSECN 

ACGNSFRNSMCFHDRLKTLTKI 

KPYKCKDCGKAFTCHSDLTNH 

VRIHTGEKPYKCKECGKAFRTS 

SGRJQHLRTHMGEKPFECDQCG 

KAFA\FSQLVLHI * KHTREKPCG 

CEECGKTFAVSSSLTEHVKIHR 


3909 


34277 


A 


3950 


6 


455 


GLLHERQAEARCSICLDYLRHP 
MTTDCRHYI*SARIHQCW*ELQ 
DISPCPVCLQHCPDKNLKRNFQ 
LCHMTDIAKQLLTTARRKRKL 
QGEEPVCRKSDVALFCEKDPEL 
LCHQYRVSLDH* DH/SPM PI EQ 
AAAKHRKQFESY1EPLEKQV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3910 


34278 


A 


3951 


2 


1009 


WNGHRMN*MQSSNGLEWN/QS 

SNGKEWNHRIESNGIIIAWN\Q 

WYQHQTEKNGIFEWNRRESSN 

GPEWNHVMEWNG/DNPWTRM 

QSSSNGIEWNHRMDSNGIIFQW 

NGNGNHRIGIEWNYDQ\SNEWI\ 

QWNQHQTEKNGITKWNRRESS 

NGPEWNHLMEWN/ENNPWTR 

MQSSSNGIEWNRMESSNGLEW 

NNFPTESNGSVESSSDGNER/QS 

SSNGIAWNHHKMESNGINIKW 

NQMESWN/WN * MNRM ELSSNG 

IEWNQHQTEKNGI1EWNRRESS 

NGPEWNHLMEWN/ENNPWTR 

MQSSS/NWNRMESSNGLEWNN/ 

QLNGIEWNHHRMEMNG1IIEW 

NRIELWN 


3911 


34279 


A 


3952 




1494 


MASLLGAPRLAGWASGAGALS 

RGWAIRPADTGGNLGPVPRVPL 

PPDPVLTA R WAPG VN SG SQFSC 

HCQAPILEMGHKGSSPGLGDAE 

VRA1TVQCIRP1DGPQQPPGGGS 

AGRRLTIPASTQEWAQLPVGRV 

LANVLTEGGDTGNQP1PQRSLC 

RPQPCSHAETWGEVEAQVPAQ 

SNREQPA A APGCG PGRG ETG A 

RPETTFSPRRAPPNPYDEEGVR 

WSLEFMLCGTDGPVQPVQHQE 

GPAARLQLIRGGSLILESEGTLR 

G/SPVLQTDQPASHLLHTQGFW 

A/AALSAVCL/HQN 1 [HSGSALL 

APATRAAWEQIQRSEGGTAQL 

LRRLEGYFSNVARNVQWTYLQ 

PFVIVTTNMILAVDIFDK.FNFTG 

ARVPWFDA1HEAFPRELESSISF 

r AJNr r Ivrr bbls.tOrL V Kr 

TTPQTTRPGPGTER£APISR*KR 
H PDDTG * FTFTLG I V YCTPGQL P 
PEPYDPNRRSLWLPHWPIINTS 
MVSALVYSEGAPLPSPL 


3912 


34280 


A 


3953 


1 


681 


MGQLLDKNTPSHGARTREECG 
RERLCVSPSQTGDTPRTSAYLC 
VGGPAWSPLSESRPAGSSGCPW 
IKPPDPRYSPIGLCSLLTTEMMS 
RQPRTDLRGQTNPAA\PSAPVPL 
SCSQNLPVWPSLMAGTTWHSP 

L\oroLr WnorUnlN n ttvoKU 

* KSLF WEPTA/YSPLLPSTSP/SS 
KSMQPPKPRSNADSSVQASL1P 
RAMSSPTVSPWIMGNGSQGFD 
H1AVSMWDD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


j91j 


j4281 


A 


j954 


1j6 


420 


RESRNLSRGEESEDPAEPS\RNG 
*EHPLCYLQ*EFLQVLTMLQAE 
GTMHHFRSICQVNRNFLERGH/ 
SPPSPA PPPETHTGSPRPPSGRSR 
IRAYLH 
















3915 


34283 


B 


3956 


1 


3070 




3916 


34284 


A 


3957 


104 


279 


STTHPSVHE/QEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEERKKEC 
SKAQCKHFPLSEVL 


j917 


34285 


A 


3958 


1 


252 


N4T\/r"IUI A CT7HI D\fT.Dn\/C\/Cn 

Ml VClniAMiJJLrVUKlJVoVDD 
qt^i i tt^p Finn i r.nvQPTPcr/ci/ic' 

EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEES 


3918 


34286 


A 


3959 


2 


368 




3919 


34287 


A 


3960 


239 


432 


CLWLFQEEEEEEEEEEEED*EEE 
EEE/EEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEKIFLGHRVG1 


3920 


34288 


A 


3961 


1 


577 


MQIPSLHKLKKEEEEEEEEEEEE 
ERRRRJGRGREKKEEEEEEEEEE 
EEEEEEEE\EKKKKEEKKKKEE 
EEEERRRKKKKERKEEEEEE/G 
KEEEEGEEGEEEEEEEEEERRK 
EEEEEEEEGEEEEEEEESCLMGP 
MCVHIHP\DKDLYSLGPPAQRF 
TGSHAELPT*KARRSSSWTAAS 

Un,C A AP HDPDPrCD A 
KU Pi A KU rrKKtorn 


3921 


34289 


A 


3962 


327 


559 


PKGRTPSPSCIHRYPCQTPRPHE 
P*GCHCPEEK/PRPRV WG PSRC 
MPLGSVQEKRPCPAPGGVQGSF 
RVSPLMMLTRL 


3922 


34290 


A 


3963 


1 


577 


MQIPSLHKLKKEEEEEEEEEEEE 
ERRRRJGRGREKKEEEEEEEEEE 
EEEEEEEE\EKKKKEEKKKKEE 
EEEERRRKKKKERKEEEEEE/G 

KDCECUCtUDLIiLLDbDcbKjxlV 

EEEEEEEEGEEEEEEEESCLMGP 
MC VH IHP\DKDL YSLGPPAQRF 
TGSHAELPT*KARRSSSWTAAS 
RGCAARDPPRRCSPA 


3923 


34291 


A 


3964 


157 


272 


WCNGSPLYSGWLVGMESLGR 
MHKDLWTRQPNQDQDLQ 


3924 


34292 


B 


3965 


1 


3723 




3925 


34293 


B 


3966 


1 


573 





wo 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location ofllrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3926 


34294 


A 


3967 


3 


424 


AGGQALQGPGQGRGSQGVVG/ 
PGTGSSGAQHLGKHYPVLSGGS 

cd c\\/r:Dci4TDA c Ar.r*vi?r,p d 
CKb WuKon I rAuAUL V KAjrvK 

AGGRPGTGHSRPPGGSCLSPAP 
PNSARWLGLGAPWQAGAGLR 
DPGDWRRGQGGPGWAWCPGQ 
PPAQPHTCPPNSTARY 


3927 


34295 


A 


3968 


3 


1238 


RGAERRAWSRGPACTRRGPAD 

WAAAGAGRPCPQRRGVCCTAA 

VPGAARLSCPTGPGPGDPGRRS 

LTGQGS*GLGAAFGGWTGALP 

SWHS*SQGWQTDPVR*VRGTE 

RDICTGL*QPCPPGGLQTGSGG 

LEHSLPWPGIG1QAP*GPNHPCR 

LPRS*ALSAGG\SGGQALQGPG 

QGRGSQGVVG/PGTGSSGAQH 

HCCPPYTPPG*HPIPSLLALGPQ 

SLQPEWAHSGTASGEQHSAGE 

HGMGTTGH*LPGLCSRCVLGK 

HYPVLSGGSERSWGRSHTPAG 

AGC*VRGRRAGGRPGTGHSRPP 

UujLLjrArrNjAKWLULUAr 

WQAGAGLRDPGDWRRGQGGP 
GWAWCPGQPPAQPHTCPPAGS 
LPGAAPGVLCAA*GPAAGV*A 
GPGPGPGSRR*TRGPSPGAPRPA 


3928 


34296 


A 


3969 


3 


415 


ETGRHRSQQSVSSPPVQPRGKR 
AMYHSAAELVSRGFPRPPVQAP 

a en a r a a crtmcriDA cdac a m 
AtrAOAntO Vlii>yrA5>K'^bA/U 

DG/PDPQSLLAPTNRPCPPGGISP 
ARSEPVPPAPGRAAP*CFPDLPG 
LAPPLC 


3929 


34297 


B 


3970 


1 


657 




3930 


34298 


A 


3971 


125 


524 


E AEA LENQSQPCDTG/PQS AFSP 

rub i ^nrKo^Lb^L-N.v^KY^IJLv^ 

EKLLLSE ATVFAQANELEK* RV 
ILS\GEPLLKQDSKQVQVDLQD 
LG YETCGQS KN E AEQEETTSPE 
HEEHSSRKEMVLVEGLCSEQG 


3931 


34299 


A 


3972 


1 


648 


MGQVWGLVHFTLEVFHTGDEE 
EQEYSEVTEDVTEHVYLPAKA 
KVAKEEEAGIQQARQEGDLEA 
WQFPVRIHPPDQQEN1TATFEPF 
PFKLLKELKQAINQYGPGSPFV 
MGLLKNVTVSSQMIPTDGDPLT 
RACLTPAQFLQFKTWWADEAS 
IQAARNAWAQPQINITADQLLG 
VGGWAGLDAQFVMQDDAIEQ 
LRGVC1RAREK\IT*CGEQYPSF 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3932 


34300 


A 


3973 


350 


1078 


gsn rrsnraeqlrgvcirawe 
k:\itsgeeqypsfsivkqgprepy 
tdfiawlqeslkkviadsaaqd 
1vlwllafdnanpdcqaalrpi 
rgkahlvdyikacdg1rgpag 
rlswlslqgrpagaarctssss 

DWKAQLAPGPHAGPLRCPAFR 
ARQPRLPAVLSAGAAFRDCPLS 
CVQALLGGSAGPGDRLPGHYS 
ALVALSLPFVK.EATMNRWSRN 
HRSAFFLFSANAHGAEGVLSHT 
VASR 


3933 


34301 


A 


3974 


2 


630 


WDNCGLWF1PSWNLFTLMMRR 

KESLMK*QKK*QSRFVCQLKLK 

/PAKEGEVYPYPSAPPPYFEEKE 

WPDPPDLSFLEDAGQKV1APVT 

VQAAPQAIALSSIQAGIQQARR 

EGDLEAWQFPIRIHPPDQQGNI I 

ATFEPFPFKLLKESKQAINQYG 

QGSPFVMELLK.NVAVSSQMIPT 

DWDALAQACLTLTQFLQFKTL 

WADEVSIQAACNA 


3934 


34302 


A 


3975 


264 


634 


WSSRCQHSSRPQASESWFPG*G 
PSFWPRIQGDEKTGAGGHP*LG 
C*PGMTGQGFSTKCQHTCLMW 
GSHWAQEAPENAPGTSCPGSSG 
SWVLRSSLQRQKSAWSPG/ASM 
PAPKMPFLTPSSGFS 


3935 


34303 


A 


3976 


3 


410 


KKKVWREEKERLLKMTLEERR 
KEYLRDY1 PLNS1LSWKEEMKG 

VVJr Pv \DtlN 1 yt. 1 V IVIVOL. I CIS. 

VSLYRGD1/L*VDAIVNAANASL 
LGGGGVDGCIHRAAGPCLLAE 
CRNLNGCDTGHAKITCGYDLP 
AKCEYN 


3936 


34304 


A 


3977 


74 


432 


MLHNLRPRTLTTRTRCPSTPS*T 
TT*ATPPTTTHGSAGPRAAHLR 
RTGTRRWRAPRRARSCTRSSPR 
RA RA A STPPL APA RE L RSPASPP 
SCEQSAAPPSGRNGGNFPESIFV 
KT1NSN 



418 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in KSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3937 


34305 


A 


3978 


2 


894 


WGGYGMRTGPRTLTTRTRCPS 

TPS*TTT*ATPPTTTHGSAGPRA 

RTCAAQRTSGSHPSQRRTSSAA 

PGV*RANVFPWAH*MK.RV*TT 

LENLT A/PEM A MPPAPHVIFAT 

DDWAAMVHPSARVPGLDGTG 

ALLVPTGVCAPGPCKCPLTSSS 

VTHTRLKTTLSVPPSARQTGRC 

RSPSDLRCSYPPDEQPVCVPKC 

GSPWVSVLVAWIQSESAVLDPR 

HPQHPYLYPVDMQNLLTNLGE 

PPQARALAAKLLGRPSSSQSGS 

RVPAVWAQAGNATYITVHTLC 

SHN THM SP VR V KRFTHLG 


3938 


34306 


A 


3979 


157 


570 




3939 


34307 


A 


3980 


1 


936 




3940 


34308 


B 


3981 


257 


3934 




3941 


34309 


A 


3982 


210 


4286 


MPLKTRTALSDDPDSSTSTLGN 

MLELPGTSSSSTSQELPFCQPK.K. 

KSTPLKYEVGDL1WAKFKRRP 

WWPCR1CSDPLINTHSKMKVSN 

RRPYRQYYVEAFGDPSERAWV 

AGKAIVMFEGRHQFEELPVLRR 

RGKQKEKGYRHKVPQKILSKW 

EASVGLAEQYDVPKGSK.NRK.CI 

PGSIVKLDSEEDMPFEDCTNDPE 

SEHDLLLNGCLKSLAFDSEHSA 

DEKEKPCANKSRARKSSDNPKR 

T*L*KRATYNFEAH 


3942 


34310 


C 


3983 


163 


309 




3943 


34311 


A 


3984 


72 


424 


RNCGTARSQHEPLGSWLQDTP 
QPP*TLEL AGN LPG D/F * PGPG K 
EQGMFVCHPIRQPLPRPLPGSSH 
QSMPTAQPPLSSSSALLPALPAG 
FPVTQGQWTKLQVQAPAPFHL 
PPQVEAV*AFYQKQMLVPCSL* 
SMPTAQPPLSSSSALLPALPAGF 
PVTQGQWTKLQVQAPAPFHLP 
PQVEAV 


3944 


34312 


A 


3985 


1 


347 


KWQRFVLTG1DTYSRYEFAYPA 
CHASTKTTIHGLMEFLIHHHGIP 
HSIASDQGTHLMAKEVRQWAH 
AHGIHWSYHVPHHPEVAGLIER 
WNE\GLLKSQLQHQLVNRLRRE 
LQCWLG 


3945 


34313 


A 


3986 


1 


1716 





WO 01/075067 
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SEO ID 

NO: 


SEO ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3946 


34314 


A 


3987 


1 


737 


MSSVLLRL1YQLTQKTASFEGG 

PEQKALQQ1QAAVQAALPLGPY 

DPANPMVLEVSVADRDTVWSL 

WQVPIGESQLGFWSKALPSSAD 

NYSPFERQLLACYWALVETEY 

LTMGHEVTMLPELPIMTWVLS 

DPSSYKPAPMASWGVPYGQLT 

EEEKTRAWFTDGSARYTETTR 

KWTAVAIQPLSRTSLKDSNEGK 

S SH QQ AKNGITV L AG VIDPD YQ 

DE1SL/LTPQWRCHPGSSVWRAS 

SLGISHPP 


3947 


34315 


A 


3988. 


2 


384 


CGRSGYWHSSVATKITRLRML 

DPPPHPk'I PPnni\4TPT "M+WI PI 
Kr ivC,UIvl\.L.r rUUllVlIrL.rN rvLKL 

rrLib/rbLL,3nL^AlS.lS.LiV I MLAu 

VTDPDYQDEISLLLHNGGTGKS 
PHISDTFYGSKVASCQNTGPEK 
QDETQAQETAVYKSQIFGS 


3948 


34316 


A 


3989 


3 


1273 




3949 


34317 


A 


3990 


3 


341 


GLGRRQPAGSWPERRPGPSA\R 

T?CTAT>T>T?rTinA PC*TPDf:CriPl.I 
Kb 1 ArKKLUl^Acc) I cKljoyrl I 

Vl^O^)uK Wu VCJVlRlrbHoOrvo 

PDVSEVSKSRNSIISTAVTHAVV 
APEGLKRNGGGSHLRSSRGHR 
AVIF 


3950 


34318 


A 


3991 


44 


243 




3951 


34319 


A 


3992 


40 


558 


LGS1QVMQAVRNAGSRFLRSW 
TWPQTAG*QMTAPSSPPPPPGL 
CSYSCPLSHP/SLPVTVRPWPSPS 

SSKTLRPSRKLNRTRLPATPSSG 
EPHI -DQPSGDPQPLTL A RHPPES 
EPVNFQLCHLLSVGPYANKSEP 
QPSHLKMRIMLREVVR1T 


3952 


34320 


A 


3993 


335 


581 


RRHLFLQWGQRAWRLQVAAA 
GTTRPTSAMGIRCSEGAAARAT 
AARATAGPEPLE/PAANPPPPL 
TASALRAPPSFVLPQCTR 
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SEQ ID 
NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


3953 


34321 


A 


3994 


216 


1159 


SWHGPPGANTVAAAAGPEE\K 
AALK.LRPTHC.WPVRATDVHDV 
ILKASGESEWRGGSRASHQMSP 
VAMATALGEGVPVRGPAAGSL 
RLLPGSSAPLGRDAISSCNGVN 
GLETTGGRCRHNAPNKRHGDP 
LLEGAAAR/AQAARA*TAGPEP 
LE/PAANPPPPLTASALRAPPSF 
VLPQCT A A PRDPS A AG A AN * G 
KAQSRNC *NEPF A YGGGTHGT 
GAG AAVTVAADGN*LGSIQVM 
Q A VRN AG SRFLRSWTWPQTAG 
PWPSPSF/VFPAGSWPERRPGPS 
AQALDSSKTLRPSRKLNRTRLP 
ATPSSAFTLPFQERRAL 


3954 


34322 


A 


3995 


1 


738 


MTKRGHGTAWAVASKSASPKP 
WQLPHSVEPVGTEKSRIEVWEP 
LPRFQRMYGNTWMSGSSLLQG 
NQNLHAERYCNSTLERNDTPIE 
SLKPKRESEDGLGEHNGSTMEE 
VGAETRVQRHWVRVSMTELAL 
ASDAHMWGSNPGQRVTGVMV 
GECGTMLGDTQVLLSNPCGDR 
ARRAYSTAPDYAVCGNGGKVK 
LNEQRFGSTNKQGKAAYWME 
ALRPEPLCWQSNYPEAAAVGK 
PKAAYTKKLHGEDS*AIPVVTE 
LGERIAQLLIMLYVVKWGKSEIK 
RT/G/GFGSTNKQGKAAYWME 

PK AAYTKKLHGEDS 
















3956 


34324 


A 


3997 


] 


122 




3957 


34325 


A 


3998 




156 


















3959 


34327 


A 


4000 


1 


201 




3960 


34328 


A 


4001 


56 


207 


EEKKEKEKEKEKEK/EEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 


3961 


34329 


A 


4002 


1 


174 


MNRC*RHIYSSNEVH*KEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 


3962 


34330 


A 


4003 


1 


278 


MTSYK.FTEPKNGIWQLHEAAQ 
LDTTYNKLNKKEEEEEE\EEEEE 
EEEEEE\EEGEGEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEGVIL 














DLPREEYALLPAGPRRRCRHTH 
RYEPNPEFGAKHSCPAA*HRAA 
PATSDTQE*HRSNAFGEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEETLFSNM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


3964 


34332 


A 


4005 


3 


122 


TEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEGEEEEXEEEEE 


3965 


34333 


B 


4006 


1 


300 




3966 


34334 


A 


4007 


1 


1226 


MPSSKGVHVHSPPRYLAAKDF 

KM IN KELT A ATFM E V I AEDNRF 

1YDGIDSNFEPELVFLEFFEALLS 

FAF1CVTDQMTKSYTNVPADD 

VSGNKHET1YTILNQDAQNKSP 

SAVMSHESDAAHSDSARSSSSK 

LELSPDVNK1RKSEAMVKEKKK 

ADKKGEKSARSPSSLSDNLDFS 

KQDGNTTRQEMSPAGVPLLGM 

QLN E VK PKKDRQN VQQNE DAT 

QYEESILTKL1VESYEGEKVRGL 

YEGEGFAAFQGGCTYRVSCPFE 

NLQEGEEGRLCEECPDEPRRVH 

VAGRSMYEGEVVNGMRNGFG 

MFKCSTQPVSYIGHWCNGK.RH 

GKVGEVATWRAEKKKKEEEEE 

EEEEEEEE\EEEEEEEEEEEEEEE 

EEEEEEEE\EEEEEEEEEEEEEEE 

EEEEEEEEEEKIRP 














LLSI VQAF. AVSENSHP1LPR VSR 
SGWGQKEEEEEEEVEEEEEEEEE 
EEEEEEEEEEEEEE\EEEEEEEEE 
EEEEEEEEEEEEEEGRRRRRSSP 
SCYS1TPELSCKLGHR 


3968 


34336 


A 


4009 


93 


705 


ESSTQTCSGFWTGCTALHRWR 
GMPERCPPESRDS*TRFPQSSLP 
GHKT/SEKEEEENRKEEEEEEKE 
KEK/EEEEEEEEEEEEEEEEEEE 
EEEEKEEEEEEEEEQEEEEDDEE 

PPPPVC/-*c\/xi\/ci jpi D\XfpiDk r A 
££c.c.lv;>t_-o V IN V 3Llr,Lr WLJrlvA. 

YSRJLAPLSSQPG PAVKVPTEHLI 
AKLEDCVQGFTYLTVEICRWAR 
AVTGAQELGVDYPRNEKCKPH 
NNGYDND 


3969 


34337 


A 


4010 


1 


3189 




3970 


34338 


A 


4011 




5127 




3971 


34339 


A 


4012 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 
QLQDT*SSDSPKLK*RKKC*GQ 
PERKVKLPTKGSPSD*KR]SRQ/ 
KTLQARRQSWFFEK1NKIDRPQ 
ARLIKKKREKNQIDTIKNDKGD 
ITTDPTEIQITIREYYKHLYANK 
LENLEEMDKFLDTYTLPRLNQE 
EVESVNRPITGSE1EAITNSLPTK 
KSPGPDGFTAEFYQRYKEELVP 
FLLKLFQPIEKEGILPNSFYEAS11 
L1PKPGRDTTKKGNFRPISLMTM1 
DAK1L 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3972 


34340 


B 


4013 


1 


3570 




3973 


34341 


A 


4014 


1 


2347 


MELKTKARELHDECTSLSSRFD 
QLEERVSVMEDEMNEMNLPTK 
KSPGPDGFTAEFYQRYKEELVP 
FLLKLFQS1EKEGILPNSFYEPSI1 
LIAKPGRDTTKKENFRPISLMNI 
N AKILNKMLANQIQQHIKKLI H 

hdqvgfipgmqgwfnirks1nv 

iqhinrtkdknhmiisidaekaf 

dkiqqhfmlktlnklvlevla 

rairqekeikgiqlgkeevkvsl 

faddmivylenptvsaqnllkl 

1gnfskvsgykinvqksqafly 

tnnrqterqimselpftiaskri 

kylgiqltrdvkdlfkennk.pl 

lkevkedtnewknipcswvgr1 

nivkmailpkviyrfnaipiklp 

mtfftelekttlkfiwnqkrac 

1aksifsqknkagg1tlpdfkly 

y katvtkta wy w yqnrdi aq 

wnrtepseimlhiynyl1fdkpe 

knkqwgkdslfnkwcwenwl 

aicrkvkldpfltpytkmnsr 

wikdlnvrpktiktleenlgiti 

qdigvgkdfmsktpkamatka 

kidkwdl1klksfctakettirv 

nrqpttwek1fatyssdkglisr 

1ynelkqiykkktnnp1kkwak 

DVNRHFSKED1YAAKKHMKKC 
SSSLAIREMQIKTTMRYHLTPV 
RMAIIKKSGNNRK1Q/GGIWCD 
R1L*R*TTCRVAKE1QSL*RRI/W 
KRLQRTLSJPVLDAV*PPMF*AS 


3974 


34342 


A 


4015 


1 


5073 




3975 


34343 


A 


4016 


1 


3297 




3976 


34344 


A 


4017 


1 


3514 


MELKTKARELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQE1WDYVK 

RPNLRLIGVPESDVENGTKLEN 

TLQDIIQENFPNLARQAN1QIQEI 

QRTPQRYSLRRATPRHI1VRFTK 

VEMKEKMLRAAREKDRSTRQK 

VNKDTQELNSALHQ A DL1D1 YR 

TLHPKSTEYTFFSAPHHTYSKT 

DHIVGSKALLSKCKRTEIITNYL 

SDHSAIKLELR1KNLTKSRSTTW 

KLNNLLLNDYW 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SF.Q ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 


3977 


34345 


A 


4018 


1 


2666 


MVKGSIQQEELTILNIYAPNTG 

APRF1KQVLSDLQRDLDSHTL1 

MEDFNTPLSTLDRSTRQKVNK 

NTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDH1V 

GSK.ALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHMEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAYKRKQERSKIDTL 

TSQLK.ELEKQEQTHSKASRRQE 

1TKIRAELKEIETQKTLQK1NESR 

SWFFERINKIDRPLARLIKKKRE 

KNQIDTIKNDKGDITTDPTEIQT 

TIRESYKHLYANKLENLEEMDT 

FLDTYTLPRLNQEEVESLNRPIT 

GSEIVA11NSLPTK.KSPGPDGFTA 

EF Y/PES YL * QTHRQY HTE W AK 

TASIPFENWHKTGMPSLTTPIQH 

SVGSSGQGNQPGEGNKGYSIRK 

RGSQIVPVCRRHDCLSRKPHRL 

SPKSP*ADKQLQQSLR1QNQCT 

KITSILIHQQQTNREPNHE*TP1H 

NCFKENKIPRNPTYKGCEGPLQ 

GELQ'ITAQGNKRGHKQMEEHS 

MLMGRKNQYRENGHTAQGNL 

QIQCHPHQATNDFLHR1GKNYF 

irvHMPPk'ii'QPHBnuw PicPk'pn 

Jx V MlVlcr N-Norrl KV^ V INrrvr 

SWRHHTT*LQT1LQGYSNQNSM 
VLVPKQRYRSMEQNRALRNNA 
AYLQLSDL*QT*EKQAMGKGFP 
1**MVLGKLASHM*KAETGSLP 


3978 


34346 


A 


4019 


824 


3693 


AWKGTTDRSTRQKVNKDTQEL 

NSALHQADLIDIYRTLHPKSTE 

YTFF/LAPHHTYSKIDHIVGSKA 

LLSKCKRTEHTNYLSDHSAIKL 

ELRIKNFTQSRSTTWKLNNLLL 

NDYWVRNEMNAEIKMFFETNE 

NKDTTYQNLWDAFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQKTLQKINESRSWFF 

ER1TKSDRPLA R L I K.KKREKNQI 

DTIKNDKGDIT 


3979 


34347 


B 


4020 


1 


3765 




3980 


34348 


A 


4021 


1 


4791 




3981 


34349 


A 


4022 


1 


3297 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


3982 


34350 


A 


4023 


1 


3170 


MVKGSIQQEELTILNIYAPNTG 

APRFiKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADL1D1YRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRIEIITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMK.TEIKMFF 

ETOENKDTTYQNLWDAFKAVC 

RGKFIALNAYKRKEERSK1DTL 

TSQLKELEKQEQRHSKPSRRQE 

ITKMRAF.LKEIETQ 


3983 


34351 


A 


4024 


281 


3030 


KPRLENYMKNAEASRADAINW 

KKGY/LVMEDKMNEMKREGKF 

REKR1K.RNKQSLQEIWDYVKRP 

NLRLISVPESDRENGTKLENTL 

QDIIQENFPNLARQANIQIQEIQ 

RTPQRYSSRRATPRHIIVRFSKV 

EMKEKMLRAAREKEIQTNIREY 

YKHRYANKLENLEEMDKFLNI 

YTLRRLNQEEVESLNRPIRGSEI 

VAIINSLPTKKSPGPDGFTAEYY 

QRYKEELVPFLLKLFQSIEKEGI 

LPNSFYEAS1I 


3984 


34352 


A 


4025 


1 


3290 


MGEL1TPLSTLDRSTRQKVNKD 

TQELNSALHQGDLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHILG 

SKALLSKCKRTEIITNYLSDHSA 

IKLELRIKNLTQNRSTTWKLNN 

LLLNDYW1 HNEMKAEIKMFFET 

NENKDTTYQNLWDAFKAVCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEK.QEQTHSKASRRQEI 

1 MKAbLlsJilbl yrv 1 LyrvllNbaK 

SWFFERJNKIDRPLARL1KKKRE 

KNQIDTIKNDK * 


3985 


34353 


A 


4026 


1 


3573 




3986 


34354 


B 


4027 


1 


4251 




3987 


34355 


B 


4028 


1 


3065 




3988 


34356 


A 


4029 


965 


4089 


T WKGTTSTS RCKI M PK Y RSTRQ 
KVNKDTQELNSALHQADLID1Y 
RTLHTKSTEYTFF/LAPHHTYSK 
IDHIVGSKALLSKCKRTEIITNY 
LSDHSAIKLELRIKNLNQSRSTT 
WKLNNLLLNDYWVHNEMKAE 
I K.MFFETN ENKLDTTYQNL WDA 

KIDTLTSQLKELEKQEQTHSKA 
SRRQE1TKIRAELKEIETQKTLQ 
KINESRSWFFERINKIDRPLARLI 
KKKREENQID 
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NO: 


SEQ II) NO: 
of peptide 
sequence 


hod 


SKQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


3989 


34357 


A 


4030 


523 


3981 




3990 


34358 


A 


4031 




3429 




3991 


34359 


A 


4032 


1 


3156 




3992 


34360 


A 


4033 


2 


4943 




3993 


34361 


A 


4034 




6747 




3994 


34362 


A 


4035 


1 


3928 


MAAWNLLLKSYAYWGGLRKE 

DFH CL DRKTL RT V SFLAALLSY 

ESIGGKGKLTTRKDIYTENPSV 

HHHHQRPKVDKTTKMGKKQN 

RKTGNSKMQSASPPPKERSSSP 

ATEQS WMEN DFEELREEG FRRS 

NYSELREDIQTKGKEVENFEKN 

LEEC1TRITNTEKCLKELMELKT 

KARELREECRSLRSRCDQLEER 

VSAMEDEMNEMKREGKFRDK 

Rl K.RN EQSLQEI WD YVKRPNLR 

LIGVPESDVENGTKLENT 


3995 


34363 


A 


4036 


1 


3638 




3996 


34364 


A 


4037 




3585 


SNSH1TILTLNVNGLNAP1KRHR 
LANW1KSQDPSVCCIQETHLTC 
RDTHRIKIKGWREIYQANGKQK 
KAGVAlLVSDK.TDFKPTK.IKRD 
KEGHYMMVKGS1QQEELTTLNI 
YAPNTGAPRF1KQVLRDLQRDL 
DSHTLIMGDFNTPLSTLDRSTR 
QKVNKDIQDLNSALHQVDLIDI 
YRTLH PKSTEYTFFS A LH H1YSK 
IDHTVGSKALLSKYKTTEIITNC 
LSDHSA1KLELRIKKLTQNRSTT 
WKLNNLLLN 


3997 


34365 


B 


4038 


877 


8907 




3998 


34366 


A 


4039 


1 


450 


QGSPSGSRE*NSQSSAGPQCALP 
PAMA*VPLSWRSMGKWWKRT 
SCTSDST*PPSERRHWRSRKSPS 
AMPASFRCSSASAREMLP*KKG 
RCAAGSGIAPGPPETWGRTGGC 

YPSSSSEAHGGPGRNGRSD 


3999 


34367 


A 


4040 


2 


522 




4000 


34368 


B 


4041 


102 


186 




4001 


34369 


A 


4042 


2 


5417 
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SEQI1> 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
ot peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4002 


34370 


A 


4043 


45 


1585 


KQPSGLLKFGNLILKCHPPSLTH 
MLSQPCA\EAPTPDPNWELA\LY 
IHPSSGIMSATVSFWSIGTAWLE 
AQGIWEP\FRRRLS\FEASNPPFD 
VGRPFDLRRIVGISSEGNLNTLS 
CDPGHSRGFCGAGGSSSRPSAG 
SHKQ*GPSGHPHSSHSNRNSAD 
VDDVRAYNSGRTSSMTSAQAA 
SSQPANKTRPLVLDSNTGAQGH 
SAGRKSKGAKQSQHGSQHHAH 
SPLEQHPQPPLPPPVPQPQEPQP 
ERLSPAPLAHPSHPERASSARHS 
SEDSDITSLIEAMDKDFDHHDSP 
ALEVFTEQPPSPLPKSKGSTEGG 
PASTFTQAVDGGIQFFTDCWTE 
GPSSSLLAVAREVQLALC1HELL 
IHGFSQLQVSGGPGAMPDPAAH 
LPFFYGSISRAEAEEIILKLAGM 
ADGLFLVRQCLRSLGGYRQLN 
GTYAIAGGKAHCGPAELCEFYS 
RDPDGLPCNLRKPC1PPSGLEPQ 
PGSSTACETPWARPRSRPSSARP 
RRWRSSLLRRTTSGCPGTTAA 


4003 


34371 


A 


4044 


1 


1773 




4004 


34372 


A 


4045 


1 


663 


MALWTLRPTPLLVTCMLICAPG 

VMGAVVAPLTILGGPLLIRAAW 

YTAGIVGGLSTVAMCAPSEKFL 

NMGAPLGVGLGLVFVSSLVDQ 

MGRWFVAGGAAVGLGALCYY 

GLGLSNEIGAIEKAVEYWFNSF 

VC H SNQQN AC SH ELHDERLLG 

DMG LPILH AM LLRRLPS VDSQN 

ALSS1MLLHTALP*QSAERLFS* 

TS**EALG*YGFAYPACNASAK 

TTIRGLTECLIQHHVTPHSIASD 

QGTHFTA KEVQQWAHAHG IH 

WPYHVPHHPEAAGL 


4005 


34373 


B 


4046 


147 


330 





427 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4006 


34374 


A 


4047 


485 


1568 


GEGYK.ADLAAATVECPICQQQ 
RLTLSPQYSH1PQGDQPTTW*Q 
VDCIGPLPSWEGQRFVLTGIDT 
YFRYGFAYPACNASVKTT1HGL 
TECLVHHHGVPHGIVASVQGTH 
FMA*EVQQWAHAHGIHWSYH 
VPHHLEAAGLIEQWNGLLMSQ 
LQHQLGDNTLQGWGKVLQKG 
VYALNQCS1YGTVSP1ARIHGSR 
NQGVEVAPLKITPSDPLAKCLL 
PFPKALHSACLEVLVPEGGTLP 
PGDTTTIPLNWrCLRLPPRHFGL 
LLPLSQKAKKGATVLAGVIDPD 
YQDE1 SLLLHIGG KEE YA WNTG 
DPLGRLLVFPCHV1KVNGKLQQ 
PN PG KTANDPDPSGM K V* VTPP 
GKKNPRPAEVLAEGK 


4007 


34375 


B 


4048 


182 


662 




4008 


34376 


A 


4049 




2250 




4009 


34377 


A 


4050 




1326 




4010 


34378 


A 


4051 




1614 




401 1 


34379 


A 


4052 




2586 




4012 


34380 


B 


4053 




1954 




4013 


34381 


A 


4054 




705 




4014 


34382 


A 


4055 




1833 




4015 


34383 


A 


4056 


1585 


4128 




4016 


34384 


A 


4057 




1425 


MARG/NA1TLPV/CGRAVKFT/L 
EVLRGDSVEKTSRVWSGNERD 
QELLTEDALDDLIPSFLLTGQQT 
PAFGRRVSGVIEIADGSRRRKA 
AALTESDYRVLVGELDDEQMA 
ALSRLGNDYRPTSAYERGQRY 
ASRLQNEFAGNISALADAEN1S 
HKAHKYFVFEANTGTETGYQG 
EESLFNKAYYGGGTNFFRKESQ 
KLQQSAKKRDAELANGALGIIE 
LHNDYTLKKVMKPLITSNTVTD 
E1ERANVFKMNGKWDFADFGT 
Tl KQDFRLLGQTS VDRLLQLSQ 
GQAVK.GNQLLPVSLVKRKTTL 
APNTQTASPRALADSLMQLAR 
QVSRLESGQQSSKQKKAIQTAI 
RKNKEANAVLARLNSELQQQL 

VnCA HFP PDDT V(^T~^I7P I I r.ATQ 

KAjrAIJr KJcrrllvl^lJrKLLvj^ I o 

VDRLLQLSQGQAITELCGAKRV 
GYFGPTQFY1ALKL1AAAQSGLP 
VR1ESIKCGNSYDHDYEFELGTL 
VLPRSLEGFALSLNCGEHYWL 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of las 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pnssiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4017 


34385 


A 


4058 


1461 


2496 


NKRNHQSVCHAFIRIP\AAPMV 

DSLIARVGVMARGNAITLPVCG 

RDVKFTLEVLRGDSVEKTSRV 

WSGNERDQELLTEDALDDL1PS 

FLLTGQQTPAFGRRVSGVIEIAD 

GSRRRKAAALTESEGTPAFGRR 

VSGVIEFADGSRRRKAAALTES 

DYRVLVGELDDEQMAALSRLG 

NDYRPTSAYERGQRYASRLQN 

EFAGNISALADAENISRKIITRCI 

NTAKLPKSVVALFSHPGELSAR 

SGDALQKAFTDKEELLKQQAS 

NLHEQKKAGV1FEAEEVITLLTS 

VLKTSSASRTSLSSRHQFAPGA 

T\/l Vl^f.nifMVI XII ni?QP\7PTP 
1 VLi rvLiUlvlVI VJLfNLiJIvSlvV rlc 

C I EK 1 E A I LKELEK PAP 


4018 


34386 


A 


4059 


340 


2067 




4019 


34387 


A 


4060 


1 


1959 




4020 


34388 


A 


4061 


1 


2319 




4021 


34389 


A 


4062 


1 


1587 




4022 


34390 


A 


4063 


964 


1757 


GYSGSKPDVITLLEQGKEPCVV 

ARDVTRRQCPAAPMVDSLIAR 

VGVMARGNA1TLPVCGRDVKF 

TLEVLRGDSVEKTSRVWSGNE 

RDQELLTEDALDDLIPSFLLTGQ 

QTPAFGRRVSGVIEIADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

R Y A SRLQNEF AGNI S A LAD ANN 

1SRKNITRC1NTAKLPKSVVALF 

SHPG/ELSARAASQRQQCGYHK 

LHDKQRLLRG *KGNICAKLLN E 


4023 


34391 


A 


4064 


1 


1554 




4024 


34392 


B 


4065 


1 


1599 




4025 


34393 


A 


4066 


1 


682 


MKRAPVIPKHTLNTQPVEDTSL 
STPA APM VDSLIARVG VMARG 
NAITLPVCGRDVKFTLEVLRGD 
SVEKTSRVWSGNERDQELLTE 
DALDDL1PSFLLTGQQTPAFGR 
RVSGVIEIADGSRRRKAAALTE 
SDYRVLVGELDDEQMAALSRL 
GGATQAFAKENNQKAHTKKRT 
ASLILHAMICCRSLNSSKTKNT 
KCLNSINQRLKILSLQK.DLMCG 

1 AOKClv 1 L. 1 t-v 


— — — 


^104 


- — 


— — 




9448 




4027 — 


i^395 


— 


4068 




2541 




4028 


34396 


A 


4069 




828 




4029 


34397 


A 


4070 




1899 




4030 


34398 


B 


4071 




1686 




4031 


34399 


A 


4072 




1437 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4032 


34400 


A 


4073 


1 


3417 




4033 


34401 


A 


4074 


1 


3826 




4034 


34402 


A 


4075 


812 


2578 


FIRDFADFGTTIKQDFRLLGQTS 

VDRLLQLSQGQAVKGNQLLPV 

SLVKRKTTLAPNTQTASPRALA 

DSLMQLARQVSRLESGHSNGN 

GQVSPIFHQTSSSTIRSCSCHLLT 

LNFLTLQLNTSDIAVFHSTPKLL 

LVTSTITHMGLNTSQAQSVPV1 

NSVAGSLAALQPVQFSQQLHSP 

HQQPLMQQSPGSHMAQQPFMA 

AVTQLQNSHK.FSHRSHGPGQS 

NDACSEPTNKKMRRNRFKWGP 

ASQQ1LYQAYDRQKNPSKEERE 

ALVEECNRVWQARRLGAFGKE 

DVHVSFAARRGAKFRHQTLLG 

RRSSIPAAPMVDSLIARVGVMA 

RGNAITLPVCGRDVKFTLEVLR 

GDSVEKTSRVWSGNERDQELL 

TEDALDDLIPSFLLTGQQTPAFG 

RRVSGV1EIADGSRRRKAAALT 

ESDYRVLVGELDDEQMAALSR 

LGNDYRPTSAYERGQRYASRL 

QNEFAGNISALADAENISRKIIT 

RCINTAKLPKSVVALFSHPGELS 

ARSGDALQICAFTDKEELLK.QQ 

ACKL\HEQKKAGVGDNS1DSW 

KNAGRVFKDSDKFDANDP1LK 

DQTQE WSG SATFTSDGKI RFI L 
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SEOID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4035 


34403 


A 


4076 


1474 


3367 


REEGANSECLGRHGFKK.MLYV 

KRDEVGK.GQIRLETVFEQA1DQ 

RFSTDTSLSTPAAPMVDSLIARV 

GVMARGNAITLPVCGRDVKPT 

LEVLRGDSVEKTSRVWSGNER 

DQELLTEDALDDLIPSF\LLTGH 

KTPAFGQRVSGVIEIADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRLQNEFAGNISALADAEN 

1SRKIITRCINTAKLPKSVVALFS 

HPGE\LSARSGKCMVPTESAPH 

VTVLGCQCGPLGLENGLKEGY 

LG R STLDM E A WQPLQE F YLHN 

LITGQMFEIAVTQNNSKINSSSP 

TTEQSWM ENDFDELTEVGFR R 

SVITNFSELKEHVLTHRKEAKN 

LEKSDGENGTK.LENTFQDIIQE 

NFPNLARQVNIQIQEIQKTPQRY 

SSRRATPGHIIVRFTKVEMKEK 

VLRAAREKASLAPENLDNSKIR 

PVVILFHYGESWNLLRADQRL1 

FAKSWPRASRYQQGHQDLFILR 

SDLPSQVF1RDKLMERRNRRTG 

RTEKARIWEVTDRTVRTWIGEA 

VAAAAADGVTFSVPVTPHTFR 

HSYAMHMLYAGIPLKVLQSLM 

GHKSISSTEVYTKVFALDVAAR 

HRVQFAMPESDAVAMLKQLS 


4036 


34404 


A 


4077 


794 


4235 


RVSRGRKWFF1ALKRMPAMKK 
AMNLFLGLSNVRTVHPEGFTV 
YISTHISFPSLSGYRTGLRSFGLV 
KQKKSPIRMPCVYTNTLCQYR 
KPDGSGIVSLKIDWIIERYQLPQ 
SYQRMPDFRRRFLQVCVNEINS 
RTPMRLSYIEK.KKGRQTTHIDL 

vwr.wvpm HiHicnTi i ppvi n 

Y ovj W V rL'L*r1IriAtL' 1 Ll_.rr I Lu 

EKDDVTYAIKPTCWPGLDIIPSC 
LALHRIETELMGKFDEGKLPTD 
PHLMLRLAIETVA 


4037 


34405 


A 


4078 


1 


2574 




4038 


34406 


A 


4079 


1 


536 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4039 


34407 


A 


4080 


368 


1449 


LKSTNLITFLRLFVPQMPLAYM 
KFTPSGLVAACAPWLRQRRVV 
QLGQ1AFSAP/YLSQMVRQEMY 
NRYGESAYEDGYR1YTT1TRKV 
QQAAQQAVRNNVLDYDMRHG 
YRGPANVLWKVGESAWDNNK 
ITDTLKALPTYGPLLPAAVTSA 
NPQQATAMLADGSTVALSMEG 
VRWARPYRSDTQQGPTPRKVT 
DVLQTGQQIWVRQVGDAWWL 
AQVPEVNSALVSINPQNGAVM 
ALALLlsTNARPWYLGAQPRDSTI 

lr L^ruAnrLLUr Js. 1 V uLKIN 
A ARKSCAETRLVPDARANSGK.L 
VRRYRKYRRQYHKSKSRHQPL 
RQQQPVRLDWRNVDNQYALT 
TRFLYQSLQRHAQLNVPLFHVL 


4040 


34408 


A 


4081 


1420 


1842 




4041 


34409 


A 


4082 


407 


1347 


GR1RVH1HKDGRADGGSQPGVT 

AIQQQLPFAFAFPN*SY*TESAW 

AQSIKAGPWWLRDQVDGPAGR 

LAALPQR/SLINAVSTRMEGISG 

A FNTANPACST* FLCSLLILPSLF 

STALPNFRLSAMVSDCT1SNMV 

WST/SAVTDWSCTPLD*ERKHR 

GTARLTTGKGVGMDRDKQVST 

LFLGFCYAHLQWNEDVF1ARH 

VHLH1ALFLDQRAQTASYLQYH 

IrrAKr V rrHK lUVrAl VAKLK 

HNDNRT1APCFTRLWTTLRWR 
HLLFEV A FV V I LQQRQQR VL H I 
LC1GR1EVHHQTLFKPGDRRKG 
KQLRFYVLL 


4042 


34410 


A 


4083 


1 


649 


MRHGYPARANVLVKVGESAW 
DNNKDYRYAKALPTYGPLLPA 
AVTS/ANPQQATAMLADGSTV 
A/LSMEGVRWARPYRSDT/QQG 
PTPRKVTDVLQTGQ/QIWVRQV 
G DA WWL AQV/PE VN SAL VSIN P 
QNGAV/MALVGGFDFNQSKFN 
RATQALRQAGAHLPAHSQSGH 
HQQTAR*KSNFCARM*TPDQLS 
W**KNCPFRLSPT*QRQWSLRR 
YRPVSQRTSF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4043 


3441 1 


A 


4084 




551 


WRA AG PE PC PTG RQLRP/AGDL 
ACSAAAGPGAEPFTAPLALAGR 
SK.CGAAEPAPTQNSRWPMSPH 
LSLHASPQAEGAGSGL/VPAPR 
A AAG*RAPQMRP/VVGAEAEE 
APnp*PPPt?uPA PHAQnwpvr.r 

ArUI crLKnrAI nAoynKiuL 
HPQ/A A FPPPHPA PHA WHCVH 

CHPSGLNPAGTQHPMPASTGTA 
AIHRGTLPAPSSP 


4044 


34412 


B 


4085 


1 


1029 




4045 


34413 


A 


4086 




2157 




4046 


34414 


A 


4087 


1258 


1838 


TQVVFITSAWGLGEMVVQGAV 
NPDEFYVHKPTLAANRPAIVRR 
TMGSKK1RMVYAPTQEHGKQV 
KIEDVPQEQRDIFSLTNEVEVQE 
I AQQA VQIFKHWGSPMD/IEW/ 
AK.DG/HTGNGHVQALRNRCPE 

J\ K \J n tv Jvl K. 1 r U K.1 L r K. r 1 kj K 1V1 A O 

PKTR1EHTSVTV1SNRRKIKTEN 
RGHKGYEDRKLHEDLQLRHQS 


4047 


34415 


A 


4088 


2806 


3540 




4048 


34416 


B 


4089 


1 


1251 




4049 


34417 


A 


4090 


341 


946 


GLSSVGQSVNDHLPWT*GLSSV 
GQSVNDHLPWT*GLSSVGQSV 
NDHLPWT*GLSSVGQSINDHLP 
WA*VLSSVRQSIDDHLPWT*VL 
SSVRQSIDDHLPWT*GLSSVGQ 
SVDDHLPWT*GLSSVGQS1DDH 
LPWT*VLSSVRQSIDDHLPWT* 
GLSSVGQSVDDHLP*M*GLSSV 
RQ*VT*AKVNPKISAVTRNRGS 
VESPHLEGRSLKVQVFIPQVED 
MSWGPPWLWVEGESWT 














VLGGGSEEKAPLWWSGPMVLP 
GAHSMKT*LPHTHVEFGFACLA 
SAGAQDVGMEGPRHTTENSVT 
GSPSHFPPRASQHRRG1CRPHAG 
RATADF 


4051 


34419 


A 


4092 


596 


905 


GLSSVGQSIDDHLPWT*VLSSV 

RQSIDDHLPWT*GLSSVGQSVD 

DHLPWT*GLSSVGQSVDDHLP 

WT*GLSSVGQSVDDHLPWS*G 

LSSVGQSVDDH LPWT*GLSSVG 

QS1DDHLPWA*VLSSVRQSIDD 

HLPWT*VLSSVRQSIDD/HSSMD 

VRSV*CRTISR*PSSMDVRAV*C 

RTINR*PSSMDVSAV*CKTINR* 

PSSMDVRSV*CRT1SR*PS\P*T* 

GLSMSL1PSQLCGLSAVTPFSAV 

TRNRGS\ENHPILKAAASRSKSS 

FPRLK.T 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4052 


34420 


A 


4093 




1 194 


SLGPRSHSCCRSDYRSGTTVPL 

VLLPVCGVPALLVFALLSPLCV 

VCSALCGGLLPVLRASLFLWCV 

AFLAGLVFVFGFAFFGSLVRGR 

FLVVVPFFLLFALCRLLFLVCW 

LRSFGACPVSVCVAGFACFAGL 

FLVLVSLLSSGFGFRLSFSCVVG 

SLCLPGFAFRAFCLFFLPCVGPA 

LLAFPGFCGPSSPSLSYGGLFAP 

WSCALLGFFGCLGWSAPGFLSS 

FGLSVRVLSLPCASGLRSLSGC 

ALVPGLFLPWVFSPRSLRPLVSF 

GCLLCSFVSH\NMDWIKES\AG 

VA/IArfTMP* WT P\/1T FFflCVPT TC 
IS. Vl^/LlfNr WLrv ILr rLli V rL, 1 o 

KA ATAKPLMRMG\RALTVSQL 

T/tW/ACFA AVVr.I F1I PT+PTTI \/ 
1 /AVAirAAV Y ULMLr 1 rILV 

GAVQMDDTGTTRJGICLVSNHP 
FFIRVLLGVALTVCFGFVLGSF 


4053 


34421 


C 


4094 


70 


1950 




4054 


34422 


D 


4095 


262 


4347 




4055 


34423 


A 


4096 


2 


458 




4056 


34424 


A 


4097 


2 


445 


QPTERGLCASLKPSRAAIKSQSS 
KVISFDSMSH1QGTVVQGVGSQ 
GLEQQYRSGVAVFRLHSFSURL 
LSACEFSRCRVQAVSRS1ILGSG 
RWQPPSHSSTREWPSGHTVWG 
LQPHISPLHCPSKDSL*GLCLCN 
KLPPENLGFSYVL 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4057 


34425 


A 


4098 


1 


2589 


MVWFLKNVNHGTHTNAKKYN 

DVENKERTGWKWGSTEYLLCA 

RPLRKGNVGLSGDVFLTVFVM 

KTGHSSSLLPSTTTSDSTAQEGY 

ESRGGMLDWKHLLDSPDSTDP 

LGAVSSHNHQDK1CAMLKDGEE 

RPFNEPGVFHLLADHQLTQKV 

ASIPGSAVCAYDMLDIASVFTG 

RFKEQK.SPDSTWTPVPDERVPK. 

PRPGCCAGSSSLERYATSNEFPD 

DTLNFIKTHPLMDEAVPSIFNRP 

WFLRTMVRYRLTKIAVDTAAG 

PYQNHTVVFLGSEKGI1LKFLAR 

IGNSGFLNDSLFLEEMSVYNSE 

KKWSTAKPVRVTIILNPGQASF 

C 1TLRETV/C * RRKHI WCPP Y RC 

TLQ*HFCPCH\CLSGKETLCRVT 

GGMKVKADRDESLPYAAMLA 

AQDMAQRCKELGITALHIKHR 

ATGGNRTKTPGPGA\SRPSSPCP 

LGCLK7WQTLFPRRRLRWPQGG 

RRKRSQLEAQRVIRESYLKGHD 

QLVPVTLLAIAVILAFVMGAVF 

SGITVYCVCDHRRKDVAVVQR 

KEKELTHSRRGSMSSVTK.LSGL 

FGDTQSKDPKPEAILTPLMHNG 

KLATPGNTAKML1KADQHHLD 

i tai ptppctpti nnii'PifPCpnQ 

REWERNQNLINACTKDMPPMG 

SPVIPTDLPLRASPSH1PSVVVLP 

ITQQGYQHEYVDQPKMSEVAQ 

MALEDQAATLEYKT1KEHLSSK 


4058 


34426 


B 


4099 


1 


1299 




4059 


34427 


A 


4100 


95 


502 


FPE1PQSCREGAPGPAKPGG PRA 
REPCPNRTAASWGVHCEDGGS 
TVRTGGPL*GRGVHREDGASSP 
QHPPRRGRGLGHLGPRPL*GQG 
DAAAAPGHRGKS/GGK.GFLPAL 
RVQRGERG RVSRRA VCM WTSL 
CASVPS 


4060 


34428 


A 


4101 


2 


653 


DSFGSMSVLIK.NPRTLFGGKPY 
VCRECGRGFTWKSNLITHQRTH 
SGEKPYVCKDCGRGFTWK.SNL 
FTHQRTHSGLKLYVCKECGQSF 
SLKSNLITHQRAHTGEKPYVCR 

cLUKUr K^nonL V KHN.lv 1 rioO 

EKPYICRECEQGFSQKSHLIRHL 
RTHTGEKPYVCTECGRHFSWK 
SNLKTHQRTHSGVKPYVCLEC 
GQCFSLKSNLNKHQ\RSHTGEK 
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SF.Q ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide locution of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


4061 


34429 


A 


4102 


8 


389 


LPASASQSVGTTGVISFENTCNI 
CHFFFLLLLFFSSSSSFFFLPFSFS 
FRVSLF* IQPLKTTASTVQGRQH 
SGGYRASPERRADQRAHTGEK 
P/YVCRECGRGFRQHSHLQLSV 
YPHSFWTQDKRSNH 


4062 


34430 


A 


4103 


1 


740 


EGKRGRPFRJPRPAHPFPHELQS 
RLCILKPLHHPTPSSCPSS*TPVA 
PLPSHPCAPH/SARSCPVSDEAA 
L\P* SMALWARAG LLEAPTTLL 
PAAPDASSPA/MPPSRKLPPPLP 
L/CPEPLGPSPAAPSPPAPPGPNA 
AARPPL/PPSPSAAPGPRRPGA\R 
PVGPSRGPG/PRNSRSLRAPDVH 
TA PMRCLPS VRPPLPVLS AL/PD 
PLPRPPSFVPSLPSP/PSSGPSCPP 
TSAPPGSPRPGFVRLPCLLFWGS 


4063 


34431 


D 


4104 


48 


272 




4064 


34432 


A 


4105 


2 


622 


CPLSPLLFNIVLELLARAIRKEK 

*/LKGIQIGEEEVKLSLFGDDLIV 

YLENPK.YSSKKLLELVNEFNKV 

SGYKIYVHKSVALLYTNSDQAE 

NQ1KNSTPFTTATSSSSSSSSSSP 

QG1FLTKRLKNF*RGKFKTLVK 

KNQGDPKKGKNPPGPKMGKN 

NFGKTPFWAKK1*KFHS1\PKKT 

PPFFFQKLKKTGVKFFWAPKGP 

KGFLSK.K 


4065 


34433 


A 


4106 


39 


1043 


QKQPVWQRCRE1GTLGYCGWK 

WTLDIHGRGHR1LSGGVEIPGP 

WTEGFIQGRDVGELQEPGLSGR 

ESIH*\GKSYEYECSEDGEVFRV 

RASLTNHQVIHTAEKPYKCTEC 

GKVFSRNSHLVEHWRIHTGQK 

PYKCSECDKVFNRNSNLARHQ 

RIHTGEKPHKCNECGKAFRECS 

GLTTHLVIHTGEKPYKCNECGK 

NFRHKFSLTNHQRSHTAEKPYK 

CNECGKVFSLLSYLARHQ1IHST 

E KP Y KCN ECG RAFHK RPG L M A 

HLLIHTGEKPYKCNECDKVFGR 

KF\NLTNHQR1HTGERPYKCNA 

CGKVFNQNPHLSRHRK1HAGE 

NSLRTLQME 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=p0ssible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4066 


34434 


A 


4107 


3 


941 


QQHQQQQHFVGQVA1QQQQQ 

QGPGVQTNQALGPK-PQGLMPP 

SSHQDLLVQQVSPRPPQGPQG 

MVGPAQVGVLQHQLHGALGP 

QGLH*QVFMP\QSRVFSSPQLA 

QQGQGLMGHRLVTAQQQQQQ 

QQHQQQGSMAGLSHLQQSLMS 

HSGQPKLSAQPMCSLLQLLQQ 

QQLLS*QQHLQQQQQQQLQQQ 

QQL*QPQLHQQQQQQQLQQQQ 

FPSRRPPNHMGLLTHSPNLTAS 
LRLTSTHKAALGPGLQAALGHP 
KDGLLWKTLGTWRARGLICTG 
G1ISYFTQHSWEVKVFTTL 


4067 


34435 


A 


4108 


1 


2255 


MEKNKVVKREAEANSINLSVY 

EPFKVRKAEDK.LKENSDNVLE 

NRVLDGKLSSEKNDTCLPGTAP 

SKTKSSSKLSSCSSA1MALSAKK 

AASDSCKEPVANSRESSPLPKE 

VNDSQARAPLQSTVMTNAVSP 

AELTPKQVT1KPVATAFLPVSA 

VNEMKTAGSRVINLKLANNTT 

VKATVISAASVQSASSAI1KAAN 

AIQQQTVVVPAPSRANAKLVPK 

TVHLANINLLPQGAQATSELRQ 

VLTKAQQQ1KQA1INAAASQPP 

K.KVSRVQVVSSLQSSVVEAFN 

KVLSSVNPVPVYIPNLSPPTNAG 

ITLPTRGYKCLECGDSFAVEKS 

LTQHYDRQSMR1EVTCNHGTK 

NL1FYNKCSLLSHARGHKEKGV 

AADTRGQKTCTICQMLLPNQCS 

YASHQR I HQHKSL YTCPECG AI 

CRSVHFQTHVTKNCLHYMRRV 

GFRCVHCNVVYSDVAALQSHI 

QGSHCEVFYKCPICPMACKSAP 

STHSHTYTQHPGIKIGEPE1IYKC 

SMCDTVFTLQTLLYRHFDQHIE 

NQKLSVFKCPDCYLLYAQKQL 

MMDH1KSMHGTLKSIEGPPNLG 

INLPLSIKPATQNSANQNKEDT 

KSMNGKEKLEKKSPSPVKKSV 

ETKKVASPGWTCWECDRLFIQ 

RDVYISHVRKEQGKQMKKHPC 

RHLCQrfNRIKHKGIRKVYACSH 

CPDSRRTFTKRLMLEKHVQLM 


4068 


34436 


B 


4109 


1 


411 




4069 


34437 


C 


4110 


54 


146 




4070 


34438 


A 


4111 




1937 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4071 


34439 


A 


4112 




1830 


MCIEVTCNHCTKNL1VYNKCNL 

LSQARGHKEKGVVMQCSYSIL 

KPVSAGHI1VSPSSNSSSSSSTLQ 

SPVGTGIHTVTK1QSGITGTV1SA 

PSSTPSTTAMPLDEDPSKLCRH 

NLKCLKCN EI FQDKRSL ATH FQ 

QAADMSGQKTCT1CQMLLPNQ/ 

CQR1HQHKSPYTCPECRAICRK 

KRTNQIHEWERETGKEISISFEKK 

SMETKK.VASPGWTCWECDHLF 

MQRDVYISHLRKEHGKQMKK 

HPCRQCDKPFSSSHRLCWKNR1 

KHKGIRKVYACSHCPDSTGTFT 

KG LMLEKH V\H * C M A SRTLT* K 

K*QTPPMRRKQK*K*TSRSAVP 

SGWERTGSGVQASQRSNNSTT 

EKAENQCF*GSQAPLCCTQVKG 

TSASAQAKWGWRR*PTGEQTQ 

PRGRISQWWMSDRKCKVCAKT 

FETKAALNTHMQTHGHAEGCL 

KQPCRSLLSQPRIKTEARNLIRN 

ADFLNSILRNGEGYSKEKKNGT 

GFLGRSARLALGAQGGKSWRF 

LFWVLLPNVLVLRVGMHDVN 

HRLINAAGCVSQLAVTLSTEPH 

G1SSAISRVPRHCHPSGENSMAT 

SLNVNRS1SRLAAGSGVLAMDL 

PIPAGHRAIETGLLGTEDTEQ 


4072 


34440 


C 


4113 


217 


510 




4073 


34441 


A 


4114 


210 


281 




4074 


34442 


A 


41 15 


1 


675 




4075 


34443 


C 


4116 


126 


434 




4076 


34444 


A 


4117 


804 


2061 


WERREAGGEDEGINIHEP\*VEE 

EMKKHESNNVGLLENLTNGVT 

AGNGDNGLIPQRK.SRTPENQQF 

PDNESEEYHSLGDKSKTSFQNS 

NNNNNKQQEQQQQNPTFSNTR 

KLTKLYKAPIPPS1ILSGCPNIND 

SN WQEIEHGMQTAGLPTRPLSH 

GLQQKGAAFRCLGCKCSEPFTG 

SLILQKAKTNTQKWQATYPK.S 

QNEQLVPSVGKSYRCSTPAQP 

MKTAVGHKPCKATGAELPKAL 

GAQPLHPCALDVGQGFKKGNF 

GAVGLNGLLGLEFHGVSGVLL 

VGPGDGGLISEGVVREDLMCG 

V WoAU 1 Wovul AtKLLtlvruA 

LHV1EGPLDSWDGPVMPNGPV 
KSRQSSCLDGPGRCCSEILTGQS 
HGNKK.PARASSKSSQSINDRPL 
AVLTNQYQCEQLASERQPSSNS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codnn for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


deletion, \=possible nucleotide insertion) 


4077 


34445 


A 


4118 




357 


GKLMLPGSTRK.PQVPVDRKMG 

HEGVFVWQAGLRARPGPSLPFS 

HGLTLHLHWPLALPV/GATSSP 

CEAGDLGWLAAGTWCPWEA 

*RQEEAGWQAPGRAGPARVG 

WGGTGLTSAEV1ITI 


4078 


34446 


A 


4119 


1 


771 


MLISHKQLSPQLLSLTLPLSEGK 
AGWAGECPNPPSKDSPVQG1G/ 
GPPP/GYQKCR*DTASMLTMAP 
CHGPVCPPHPG WRPRSGSRV I L 
PAPPGHHPWPVG PRARNG LG TF 
QGCSTGWQVQETCFGPGGWLG 
DRHLVGPAATGARCLPAARGP/ 
DGALHPAVPTGKLKGQP\G PGA 
RHQRTYD* LPRPCGAAGLGSPP 
A*HPISEETENQWGLHGPPQPA 
WARPDHGCQ/APTLSPSLKRKP 
GRVTAGGPMPGCFSTSSVPTT 


4079 


34447 


A 


4120 


1 


402 


MLISHKQLSPQLLSLTLPLSEGK 
AGWAGECPNPPSKDSPVQGIGD 
LHQLPKMQIRYS1HADDGSVPR 
AAHKRGLRKRTLKTISLPRQES 
AFPFHGQGGDPGVVPGSSFLHP 
LGTTPGQGPRARNGLG\PSRAA 
PPAGRGVAGGSPSGG\PAATGA 
RCLPAARGPVGPYTQQSQRAS* 
KG SLGPG A RHQRTYD*LPRPCG 
AAGLGSPPA*HPISEETENQWG 
LHGPPQPAWARPDHGRQPLRC 
HPP*RGSQGGPQKAAVSQQIPR 
AGQEGTH*DPTEWGPPDGDQG 
GPRESCRGLQGGRGQCLCDWS 
PNTSE1*YPHA*NGD*KAG\PPM 
DTKSQLQVSTPKSPASHGEDVA 
RLEEPEASGD/RSVP\GLPGASLI 
PIWRPPFSRISVRTFLPSPWNLL 
RDCGFLGTSLASSSGRVTA 


4080 


34448 


C 


4121 


111 


218 




4081 


34449 


A 


4122 


2 


453 


WWPVLSVPPECRLPGRLPSG*V 
RGPAPWWPEPASQDKSQLSSR 
GFPGKVSLGKGMAFSPLQTAP* 
KWLGLSPPLSSTENTASRGHTS 
PSSRNGFDSQPRDSRTGRECQA 
TQLPAQHSHAEVLHFGGAMSG 
QLSLVGPQDSKRTARLTDSQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 


4082 


34450 


A 


4123 


1 146 


1775 


KGWLEGAPEA*ERYPG\PPCVV 

CSLSDAPWVGHPAPSLGVVEP 

NPP*SRGESQGPTSSICRQSSGD 

LG*KLESPIHTVIPRHTSQARQG 

HTAPFPPFQVPS*LLV*LKAVSL 

APAEAP*PASGLHAPWPVAPRV 

TC A I/P AKGTTVPAG PAE L RP V S 

PPPILLP/PDSRSSAFPSRKGPASP 

YETCSPPTSVEVPSTYKSMGP 

GIRLPALPASPRVPSEGPGLSEH 

PEGPPALPPAIPFS\SPSWFKQCS 

FS1RPGWLLHGAPQGKGWPQA 

SWVGKTG*PEKRGSPRGPEHSA 

LNLRVALPGVAV\*EGPACVGW 

GGPPQPPG AICEATA PPSI/VPPL 

SLPAPFPGTLP/PPTPAASP/PPAL 

PPLLRRGRPRPCAALALPALSSL 

FS/PPVFSLLSLQLPADRVRQVH 

PVLRAPGPPFRPPKQIPPSSSGDL 

PFPSLPGR/PVL*LEKWLPPAPK 

ASPPSSVNLILLVVVKLNTFRCG 

PLVKNLVPPSVVCPCPCSYKYL 

*ILIYIH FLHMGQPPSPSSAGNQ 

SLCYPCGGLVAQPTKRTLVPPTI 

QLQSVPPPV/KPPCHARPVDSQP 

PPSLPPPTKHGGAVQAAVWPDS 

FYPVLLSLG 


4083 


34451 


A 


4124 


146 


1701 


TFLGYLETAHGPSAQQCPTGLF 
AFRSLGRGLLLTSLPKQPARSPP 
RED VPRSTTQEMTRPRH PPRKP 
AQPGLGARRRGAPV/RGLSKSR 
ELNSGNTSDSGNSFTNPPHPRTR 
GPCWRJSPPPAGAESQGDAMLL 
ARMCQMPSLGLMSRTFPHSST 
GKARGFQSPCLECAEVKKSSLV 
PSTARSSPMKGCSRSSSYASTRS 
SSHSSQSPNPRASPRVRTI1TCIL 
*TRKRPRETKSSAKVT\HYYSSK 
SGKRSPPSRSSRSRRSPSYSRYS 
PSSPNSPADIPQNSHPQPSASTD 
RPHIQSPQFLPTHQGLRN 1 H VLT 
PAAPALL*CPPANADTPAQAQP 
PPLRY*QPSQTLTAAPSSSLRSP 
LRQRADPIP*PSGGAGSQIQ\WK 
DSQQRERERARRRRRSYSPMR 
KRRRDSPSHLEARRITSARKRP1 
PYYRPSPSSSGSLSSTSSWYSSSS 
SRSASRSYSRSRSRSRSRRRSRT 
RTSSSSSSRSPSPGSRSRSRSRSR 
SRSRSRSQSRSYSSADSYSSTRR 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4084 


34452 


A 


4125 




1068 


MLLLELNAPEHVLETINFQTLT 
AFCNTFHILRPTKAPGFVYAWL 
ELISHRIFIARMLAHTPQQKGW 
PMYAQLLIDLFKYLAPFLRNVE 
LTK.PMQILYKGTLRVLLVLLHD 
FPEFLCDYHYGFCDVIPPNCIQL 
RNL1LSAFPRNMRLPDPFTPNLK 
VDMLSEINIAPR1LTNFTGVMPP 
QFKKDLDSYLKTRSPVTFLSDL 
RSN\LQVSNEPGNRYNLQLINA 
LVLYVGTQA1AH1HNKGSTPSM 
ST1THSAHMDIFQNLAVDLDTE 
GRYLFENAIANQALRYPNSHTH 
YFSCTML\YLFGRRANSGRPFQ\ 
EQITRVLLERLIVNRPHPWGLLI 
TF1 ELIKNPAFKF WNHEFVHCAP 


4085 


34453 


A 


4126 




984 


MQANLEMAGNGVTSMGMEPL 
AIPHIYCCSEGTCNFSNTENHCL 
RAALSMLLNGTPFAFVIDLAAL 
ASRREYLKLDKWLTDKIREHGP 
SVHGLFPSRVLSPALGPGAFPG 
RHNCGSCVAPQSGLPGVHPVEL 
PWS1SKLFRLRSPANFSDVLGSR 
SKVLLLMCTLKYCGMQLGADA 
TRVDMLTFLPTLGFIRNNDYTD 
DTKASELTELSHNLHAYDSVTG 
VPGDETECSKTVSTWAYTAESL 
QGYMAAKLLGRNLTVPSRYLF 
LNA1ANQLRYP1MSHTHYFSCTM 
LYLFAEANTEA1QEQIT/RLVRE 
R]*S*ANAYWHSEKFYQFTCEL 


4086 


34454 


C 


4127 


1 


399 




4087 


34455 


A 


4128 


1 


868 


MANVCNPSTLGGRGGRITRRPE 

DPGSPVYSVPPASYHPKPWLGA 

QPATVVTPGVNVTLRCRAPQP 

AWRFGLFKPGEIAPLLFRDVSS 

ELAEFFLEEVTPAQGGIYRCCY 

RRPDWGPGVWSQPSDVLELLV 

TEELPRPSLVALPGPVVGPGAN 

VSLRCAGRLRNMSFVLYREGV 

AAPLQYRHSAQPWADFTLLGA 

RAPGTYSCYYHTPSAPYVLSQR 

SEVLVISWE\TLAPPTTPGGT*S 

A WG WPG WSSSPW ARWSLLTG 

AVRTALLLFPQVPHRATTPWVT 

SYDWVWLP 


4088 


34456 


A 


4129 


1 


270 




4089 


34457 


B 


4130 


39 


919 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4090 


34458 


A 


4131 




466 


GRALCPPRLLAAGRVLGPGRRS 
PG\PGPGVP/GG*R*GGAEPRPG 
APRGRVLPPSAGSGQFSAATPA 
QNGLPALRGPGSRPGIRSKAVR 
PVPLGRVGVYFRDALRASGQS 
GRKLCCIGNTLSPTSFSVGKEVP 
RKHETNQKHEK.GILCMEAVKP 


4091 


34459 


A 


4132 


1 


1647 


MWRWLYAGARMTVRDKQPLE 
QMLAGCTHASLVPTQLWRLLV 
NRSSVSLKAVLLGGAA1PVELT 
EQARDMGIRCFCGYGLTEFAST 
VCAKEADGLADVGSPLPGREV 
KIVNNEVWLRAASMAEGYWR 
NGQLVSLVNDEGWYATRDRRE 
MHNGKLTIVGRLDNLFFSGGEG 
1QPEEVERVIAAHPAVLQVFIVP 
VADKEFCHRPVAVMEYDHESV 
DLSEWVK.DKLARFQHLVRWLT 
LPAEPKNGGIKFHVSAKRVGAL 
TTRMEAAQQHADDKIRQMINS 
EQRLSEQFENLANR1FEHSNRR 
VDEQNRQSLNSLLSPLREQLDG 
FRRQFRTASLMKVAGWDYLM 
NSLYNANSSALVNRVRYK.W1A 
AFEGGFTGIVATLDTGRPGPVM 
AFRVDMDALDLSEEQDVSHRP 
YRDGFASCNAGMMHACGHDG 
HTA1GLGLAHTLKQFESGLHGV 
1KL1FQPAEEWRVARGRWSMQ 
VS*MMLIILLPCTLALAYLRALL 
CAAVIILWQPPNLTRTSPVPPLT 
QAQNQKTVTMPCWRHTSHSCT 
ACNRPAQRRSFQS 














TGRSTIRRQRREPRRKAATLRF 

drngcrarctpp\grk:eqryqq 
tadgdkgaefyrrpegveiva 

VMEQRDEVIQADKLAGETKRI 
DAL 


4093 


34461 


A 


4134 


618 


1102 


HSNAAPTARSSFVQNTPSSCGY 
SRRAWRISSIPEETDRTSYRN1Q 
CGNHPPVPARLPAGQTGDGDIP 
PRPRWQSPQTA PRKPPDLP/LIR 
KNKIPMFRSATTQPGLTGT1AK 
ASSSEVKAIIGARVKMTRSENF 
GIQSSLKNILIMSATSWSEPPQP 
TRLGP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codonfor last amino acid 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4094 


34462 


A 


4135 


2400 


3201 


VGGGRNRSPGVACWVEDGNG 

DAVRDGWULDADWQASQAM 

RRKQQPEWWQHDAATADADR 

QMNMPV\LH\RALVAGRAQEM 

NGAQGKTLLKGW\DEASARRG 

T\KTED\FCEEDTRDDAMIAWM 

PR*PGVLPRADAWANVLNHGV 

G WKKAQLK\STWM\PQVQQ* W 

RGD\KAANSNAAVAHTVVLLN 

SGGDATQ/TAAFPISSPLSV/EEV 

CVTMVIA*FWMWDSGSGGVVL 

CSSSGRSLTSWSATKVRG/SGH 

KGRWCSRQGVTCQVRHGGHV 

APH 


4095 


34463 


A 


4136 


118 


1008 




4096 


34464 


A 


4137 




1140 


KHTYMLSILKPVRTSALPPPAP 

AQTLCTQLSRVSSRLL*DHPSR 

WGLR/PSTGMSQARACSPGSLG 

WMQRSSFTPGAGRVRH1PN\SA 

GSTRRPACGSRSAAAPVRPCRR 

TR*G/RSSVVERFMTALSLACR 

ALPGP*AAPGPSITRRFTISAELK. 

DTRL/PREHVVPLVCTHAIAVPD 

RGAAVRPTRRRDAAAPPSPLVG 

DVTLQCPSQ* RG SNAPDQVRLP 

CVG*RPRSSLQRSGLSVFSADGS 

TSGPEPASGRKDAGWPARVLRF 

GTLSRGAPEAGADWGPYSPGSP 

GAAASGAPWLGQPQALQGAG 

GQLVGSENGERGTGTKPRVSVS 

VAYGE1ALPADTSWSSRAGAA 

VLLGLSRSTGGEGPGNMGHGG 

QSQMLTLEVL 


4097 


34465 


A 


4138 


10 


585 


PLEMELNL1S1EVWGERLGISTG 
TEK.MPTLKHRTWPVECSKASSL 
EGDLRSL/S*LEVISAFSADPASA 
DDSPGCWKKKDDCSMVHLHR 

RJSIKCGSHPVCGTVLWQP*QTH\ 
QISSCPTVGCPPSHSSFSILDGAN 
AGQEKQSTTEPEPALFLLPPSRG 
AFGPFGLLSDLRRQL 


4098 


34466 


A 


4139 


1 


474 




4099 


34467 


A 


4140 


458 


612 


ASCMASVDISVLTCMWRCTIEQ 
SSSFLCLLTPLWE*SWCHVTR1C 
PFISLG 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkuotvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4100 


34468 


A 

— 


4141 


1 

- 


829 


MGRPDLILSSILGLRWLLLPQSS 

RAGRRGAIREASDAEQVTFSGG 

TVPARTSSGREWRSLLGPDMET 

TSLFC1DTKTTFLFVYRYGDHIP 

LVPEQSGLEPLLIWADPGLFHV 

RLFHLLTIDDNFCGLDMNAPLG 

VSDM V RG I PVFTEDRDRMTS VI 

AYVYKNHSLAFVGTKSGKLKK 

/VRSSAAP*VWDQDTPRSLGQQ 

GAQRQP/ILRQCVYTFFQLN*RC 

PHSTARRELRTGGFIPTRSHQD 

G LRSA ARCTQGTTQ* AS WSC V 

H VCASVRAMCSYC 


Tun 


; M469 




4142 




237 


\[Cn A \y1TD 1P\TM PU/P1X1P1 CCr<2 

JNrOAlvl 1 rvlK\L/L.r W tllNrL^LSCo 

SLCEKDPPTTSSPQTN*PKEHHT 
NFQSETGDEFYPWTQNFSTGHG 
LGKTVFPWCL 
















4103 


34471 


A 


4144 


306 


573 


RNFGAMTR1R\DLPWEINPLSSC 
SLLREKDPPTTSGPQTNQPKKH 
LTNFKSGKRPLLTLFSNLSHCPS 
TTFFFPFFNLSLLLIS1PFIFW 














ASHSWQTLQUSGRYSRSSG/SA 
GSPRDCAARAPTISPGCAMAWL 
NLDSISPSSQSKASPLSQLTCPET 
SYTGCP*SAPHSPPPPWCPQERC 
ACKGHCLHHRDGCCGYGYM 


4105 


3447j 


A 


4146 


2 




S1L IRKCKYGME1PT/NIPGLGA 
AGPTGMFFGSAPSPMGGISPAM 
TPWNQGATPAYGAWSPSVGSG 
MTPGAAGFSPPKA/PTYSPTSPG 
YSPTSPTYSLTSPAISPDDSDEE 


4106 


34474 


B 


4147 


1 


1260 




4107 


34475 


A 


4148 


150 


335 


SFQQSAPW*ASGQSCASDPAPP 
ATARGRFGPHQSQAFHSRHSPIP 
DPLPPPCSGGWGHSRW 


4108 


34476 


B 


4149 


1 


3267 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location ol first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4109 


34477 


A 


4150 


1528 


2973 


GKQIFSLI1PGHINCIRTHSTHPD 

DEDSGFYKHISPGDTK.TVINNW 

LL1EGHT1G1GDSIADSKTYQDIQ 

NT1KKAKQDVIEVIEKAHNNEL 

EPTPGNTLRQTFENQVIAVVGQ 

QNVEGKRIP*LPPPL*WGAGRR 

EGVG*CGRFSEHSRSSAAGYRG 

G RPCC\PS WEDDP/G A PPDPP A S 

AQIPAPTRSGC V RCSARPSPGPP 

AECAAGPSHWYNQSGTSSQKP 

CWKA*AYPGSGTQRSRGSQAR 

SHP* *SEAESGA* SQMESACPRR 

SAVQRQQ*PDSQTSAAECSLG 

WAPAHCCVPSR*PLLRPAWPS* 

*CSECPGKS*NQQWSPQCQ*YD 

PNPQSTVVAEDQEWVNVYYE 

MPDFDVARISPWLLRVELDRK 

HMTDRKLTMEQIAEK.1NAGFG 

DDLNCIFNDDNAEKLVLR1RJM 

NSDENK.MQEVMGVLEVSVSHV 


4110 


34478 


A 


4151 


459 


940 


HLPGGGVPGREGGSPDQHVAP 
GAVSGGAGGGSTRGRGSRRRR 
PGRPRPGPRQPRRGALPGGEHG 
LR AS ARC A ARAQQRDPG/TPSC 
SSWACPTPRRPWAPAASSRLRR 
PPRGPACATPPPCRPPARRTCTG 
RCPPSCCLCGSPTTWRRPPPTG 
GALESPKRR 


4111 


34479 


A 


4152 


264 


1386 


SSRCQPVCESGHPGYGQSPA/YT 
TAGRTESGGTGST/GDNHPLWP 
CI/G G A PC PAQNTPH LRC V * R S H 
ALALDSAGSSSPESPH*RAS1PH 
TTLGQKRRSWAGTAHS\PMAPC 
AAAS1STST*LSHHHSPAAQSVC 
PSSHTTPSFCPIQKFHCFR/SPQR 
NTS*VVLCPGG*LRVG*WPSSG 
HDRSWYHTREPSVGN*HRSHQ 
RR* RGTA PAPGPSARLQCPARG 
SRSSHSAPASSSRRPFPGSTPAG 
LGFPSARFPVGKPVVPAALMNR 
PTRGERRFAYWAPGWFFFSPVR 

VCPSRRKSCLMVVPKSAKSPVL 
AK/YGPVGHDHGTEHDVVLGE 
VQGKRPVAPTMGTPKHKAVHP 
RAPH 


41 12 


34480 


B 


4153 


52 


363 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4113 


34481 


A 


4154 


321 


802 


HLPGGGVPGREGGSPDQHVAP 

GAVSGG AGGGSTRG RGSRRRR 

PGRPRPGPRQPRRGALPGGEHG 

LRASARCAARAQQRDPG/TPSC 

SSWACPTPRRPWAPAASSRLRR 

PPRGPACATPPPCRPPARRTCTG 

RCPPSCCLCGSPTTWRRPPPTG 

GALESPKRR 


4114 


34482 


A 


4155 


15 


263 


CGRFSEHSRSSAAGYRGGRPCC 
\PSWEDDP/GAPPDPPASAQIPAP 
TRSGCVRCSARPSPGPPAECAA 
GPSHWYNQSGTWKCKG 


4115 


34483 


A 


4156 




518 


SPSVGSGMTPGAAGFSPSAASD 
ASGFSPGYSPAWSPKPGVPGVP 
QVPSKPLKSLHPGGVVRHLSGQ 
VCFLHSSG*VCPLL1SFVGCFPT 
GGAMSPSYSPTSPAWEPRSPGG 
YTPQSPSYSPTSPSYSPTSPSYSP 
TSPM YSPTSPSY SPTSPSYSPTSG 
SYSPTSPSYSPT 


4116 


34484 


B 


4157 


620 


6763 




4117 


34485 


C 


4158 


430 


870 




4118 


34486 


A 


4159 




3039 


MDSETRRTAKVRLLMTVLRDQ 
DRVSGVQAHPEQFQQA1CPLCG 
VSLTRSGTTFGSPSEIYSPLGESR 
ASSGLPRRDGRLIGEEPPEKKFS 
RSPKGD/LSSGGQRIDYRVCVPT 
KFNL*VLSF*PRGQGAGGQSPG 
FSVRRLLVLVWSSGTFV*NGK* 
QKLL*TLCECVHD*GVQGPASG 
SPVCSSTAKATEFEKDPSGPFSS 
SSLPLTPY1SFSRVTASSASPGLG 
SALTPQTLK.RKGRI * A ICL* V VE 
TPKVFR 


4119 


34487 


A 


4160 


1 


772 


MVARAFLWSQVIRRLGRK.GGL 

SQGDRGCNTALAEGRLDPDLT 

RGHPALCLPRRPAPRPAEVRRE 

GEAEQPEAGQPPGAAPRRARD 

NGAAAAAAGGRLLQSVRPAVV 

CPHPGPQASYGLRYIAKVLKNS 

IHEK.FPDATEDELLKIVGNLLY 

YRYMNPAIVAPDGFDIID\MTA 

GGQNNSDQRKNLRSTAKVLQH 

AASNKLFEGENEHLSSMNNYLS 

ETYQEFRFKNVTFDIIATEDVG1 

FDVRSKFLGVEMEKVQLNIQ 














VI-ll?HncWR\!Tl?I?*\Ik r l nr,i/r,c 
T nKHUoWKlN 1 KK MKbiyOivOt. 

PKGAEESEATSKYTAAK.LHEK 
GVLLDIDDLQTNQNAVNDFSV 
GPQDEVIVEDITNCYLCE1FKRY 
EWVT 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4121 


34489 


A 


4162 


379 


520 


GTSHRGASQRRCCPPLSKTGPK 
TPCGKGAPSAP*QGGLDVQGEP 
GGKAGDSSGECVGGNVAGLHK 
GGGTRADSQVPGGMRGGRMS 
Y/GG/HLTAEGPMGRSGPR/GAV 

rjL 1 rrurjKuijLoK^ 1 ovjAnlvl 

RFLGTARP*GTSHRGASQRRCC 
PPLSKTGPKTPCGKGAPSAPFIP 
AGPTFDHKALM 


4122 


34490 


A 


4163 


455 


798 




4123 


34491 


A 


4164 


32 


2109 


W1GGCPGSQPDATAIMGWTLA 

PHSSRCHRCCHYRCHCRCCLCP 

AEMTVGRPEGAPGGAEGSRQIF 

PPESFADTEAGEELSGDGLVLP 

RASKLDEVLSPQEEIDPTSDSTG 

SIYHTLLDLAQKGRWLSVWSLS 

FSLTQRVMKTSLKMRRTWRVS 

SKTRTGGWCRSSARRL*GVAPQ 

GAA/DSLNNLPSNIPRPQTQPPS 

GSRPPSQHRSVSSWASSITVPRP 

FRMTLREARKKAEWLGSPASF 

EQERQRAQRQGEEEAECHRQF 

RAQPVPAHVYLPLYQEIMERSE 

ARRQAG1QKRKELLLSSLKPFSF 

LEKEEQLKEAARQRDLAATAE 

AK1 SKQKATRRIPKSILEPALG D 

KLQEAELFRK1RJQMRALDMLQ 

MASSPIASSSNRANPQPRTATRT 

QQEKLGFLHTNFRFQPRVNPVV 

PDYEGLYKAFQRRAAKRRETQ 

EATRNKPFLLRTANLRHPQRPC 

DAATTGRRQDSPQPPATPLPRS 

RSLSGLASLSANTLPVHITDATR 

KRESAVRSALEKKNKADESIQ 

WLEIHKKKSQAMSKSVTLRAK 

AMDPHKSLEEVFKAKLKENRN 

NDRKRAKEYKXELEEMKQRIQ 

TRPYLFEQVAKDLAKKFAFQW 

YLDTLKQAG\RRKTL*ETRVKA 

PGLFKRKRPKSRIFPGSKKLQNS 

ASEIQSR/RLEGSLEQPASPRKV 

LEELSHQSPENLVSLA 


4124 


34492 


A 


4165 


251 


637 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSIM 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4125 


34493 


A 


4166 




1344 


PG RTTRSM AEDVFLS A PI PRGC 

ADGRDADPTEEHMAQTERNDE 

EQFECQELL*CHVQVGAPEEEE 

EEEEDAVLVA EA EA V AAG WM 

LNFLCLSLCRAFREGRSEDFRRT 

RNSAEAIIHGLCSLTACQLRTIYI 

CQFLTRIAAGKTLDAQFENDER 

ITPLESALMI WG SIEKEHDKLHE 

EIQNLIK1QAIAVCMENGNFKG 

AEEVFERIFGDPNS\HMPFKSKL 

LM 1 1 SQKDTFHSFF\QH FSYNHM 

MEKIKSYV\NYVLSEKSSTFLM 

KAAAKVVESKRTRTITSQDKPS 

GNDVEMETEAN LGYKKKC* LT 

NSLR*LNPQRVQYPY*GSHKNL 

FLSKLQHGTQQQDLNKKERRV 

GTPQSTKKKKESRRATESRI PVS 

KSQPVTPEKHRARKRQAWLWE 

EDK.NLRSGVRKYGEGNWSK.IL 

LHYKFNNRTSVMLKDRWRTM 

KKLKLISSDSED 


4126 


34494 


A 


4167 


1 


1345 


IPGSTISCLKGQYPSEPFNMAED 
VSSAAPSPRGCADGRDADPTEE 
QMAETERNDEEQFERQELLEC 
QVQVGAPEEEEEEEEEDAGLV 
AEAEAVAAGWMLDFLCLSLCR 
AFRDGRSEDFRRTRNSAEA11HG 
LSSLTACQLRTIY1CQFLTR1AA 
GKTLDAQFENDERITPLESALM] 
WGSIEKEHDKLHEEIQNLIK1QA 
IAVCMENGNFKEAEEVFERIFG 
DPNSHMPFKSKLLMIISQKDTF 
HSFFQHFS\YNHMMEK1KSYVN 
YVLSEKSSTFLMKAAAKVVES 
KRTRTITSQDKPSGNDVEMETE 
AN LDTRKRSHKNLFLSKLQ HG 
TQQQDLNKKERRVGTLQSTKK 

IfVponn ATPQRIPVCk r Cr»DVTT>T7 
JVlVLOlvKA 1 t#L>ivIr V jNoyr V 1 rt 

KHRARKRQAWLWEEDKNLRS 
GVRKYGEGNWSKILLHYKFVNN 
R\TSVM\LKARWRTMKKLKLIS 
SDSEDWIVFVKL 


4127 


34495 


A 


4168 


3 


378 


LTSGSRADQGEGQEEGAEGGR 
ASSSSSSSSPRGPQHHPHLHGDP 
AEHRPGHPLCSPPDLTVAYQ/M 
PEVPAEDM/SDPSFCSARQGGQ 
RGLDSGPGAPWSSSHSPHSRFQ 
EASHGACAGWRWCRQEEL 
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SEOID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4128 


34496 


A 


4169 


1 


1044 


SGQEVNKEDGQADVQQDHHA 
DEDGVGDLARQPHLFHLHLRL 
CRQCGLLPRLLLGPRLGQPSSLS 
LAGLGPGLGFGDDGLGLQLGG 
GLACRLGASERGGLQRGGGRG 
RGRGLGPG/GPRARAGPQRVGA 
RAAWCAQHSCGSPGKAPPPAP 
A/TGAGGACRASMAMRSVAGR 
AGLRRPAPSDGVTDRLPSPLGS 
PFQAP/EAQQAVLGHPGPGPLG 
LRGRPGR*RGATLGPRGLT/PRA 
AAGSRGAAVGGPLRRRPGRGA 
PAGSPSSPGSPAAAGASDIPDLA 
GRSPEPAPWPKCEQCWTPGWQ 
PGR P V PLPQL WPWRGLSI SG SM 
PLGEGLEDGSDPMTPSCCLPGT 


4129 


34497 


A 


4170 


1 


732 


SLTQAGTVSLGLDAEGQEVFVP 
FSAVLPMVAPNDLVFDGWDISS 
LNLAEA M RRAKVLDWGLQEQ 
LWPHMEALRPRPSVYIPEFIAA 
NQSARADTML1PGSRAQQLEQIR 
RDIRDFRSSAGLDKVIVLWTAN 
TERFCEVIPGLN DTA ENLLRTIE 
LGLEVSPSTLF\AVAS1LGGLCLS 
FNGSPQNTLVPGALELAWQHR 
VFVGGDDFKSGQTKVKSVLVD 
FL1GFRLQRP/VSIVSYNHLGNN 


4130 


34498 


A 


4171 


1 


908 


MEKAPPQTQHEGLKSKEHLPE 
QTDEGKTEYRRVPSLRAVVLFR 
QRSCIENILRACVGLPPQNHML 
LEHKMERPGPSLKRVGPVAAT 
YPMLNKKGPLVWEVSPATLFA 
VASILEGCAFLNGSPQNTLVPG 

TKVKSVLVDFLIGSGLKTMSIV 
SYNHLGWNDGENLSAPLQFRS 
KEV\SRSNVVDDMVA\SNP\ML 
YTPGEEPDHCRMGRNLPE*GSS 


4131 


34499 


A 


4172 


85 


529 


ECGARPGSSTRPPARLSPRLFCS 
AIRAALKTRPAPALACTWRTG* 
p a ct PTTnrir.sr.i mrTAcnc 

KAoLrl 1 KUAuovjLU 1 ^ 1 AcUo 

EGCSHPGPLTGTG/RQEACPGT 
APAGSPSCLHPRGRPRPCPPGTL 
APRMSCPWPRSPPLTRYLPSGE 
NLQSK.LESLNTSEKF 


4132 


34500 


C 


4173 


215 


324 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 


Nucleotide location uflast 
codon Tor last amino acid 


Amino acid sequence ( X=lInknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4133 


34501 


A 


4174 




505 


YKCEVCDKVFNQN*FLVCHNR 
CHTGKKPYSCYECGKTFSQTSS 
FTCYRRLHTGGKPYKCSEHNK 
TFG*NSALVIHKAIHTGENPCKC 
NECGKVFNQKAHLARHHRLHT 
REKPYKCEECEKVFSRKSHLER/ 
HKLKRGG VALV/C* ECPTVYQN 
TSCLRSLSCSYPMSLNG 


4134 


34502 


A 


4175 




6192 




4135 


34503 


A 


4176 


2 


3389 




4136 


34504 


A 


4177 




875 


geeaalslcmhstddatrlga 
rdteplwhvpaq/arlsaiags 
sgnkhpsr/qdaagkdspnrhs 
k:\gskpsagslrlssregedrta 
wtgprgaveqevtgpdlc*gr 
gqqgllvgwt**eqkrgqgkp 
qysshsssntlssn/assshsdd 

RWFDPLDPL/EPEQDPLS/KGCM 
SLAK/APRPAKPHKPPGSMGLC/ 
GGGREAAGRSHHADRR/REVSP 
APAVAGQSKGYR/PKLYSSGSS 
TPTGLAGG/SRDPPRQPSTLWH 
RTWYL/YHTASAAVHRGLCRE 
LEQADQIPPSWYGRRPMGNS 


4137 


34505 


B 


4178 


108 


318 




4138 


34506 


A 


4179 


103 


540 


RRGCESHKTLRRGTSWGLDAR 
GGGPGPGQVSAGRDGAEVWLS 
TCDRGHALSGSVEELLFLQN/G 
ARTER*EGPGEWPRPPPPGLASP 
ALWRFWAEQVGGSFQELESPS 
CRTARGSSRTWGS1LQNSSWLF 
QDLGLHLAEGCFLETP 


4139 


34507 


A 


4180 


33 


896 


KITRHCTAPGK1RIVPKESQEST 

PQQDGAPGPGRATSCSARWSPR 

SWKSHELFCKMEPQVLEEPRA 

VLQDGAPGPGRATSCSARKGR 

GPEKPVQGLPN/GSVRAHSGGR 

AAPQPSPRGHGPGRG*TAAPLP 

HLCPLTPVLLQG* GPD* WPLGW 

ATMRPLPLRAQPAPPPPHWML 

LTPSAPPPGTGKPQGGRGQTSG 

V r A 1 UrnLKLoAroruN.LUrr 

CDFLEPP*QRTTNWGSSEAGSP 
KSRCPRGHVPSGGSKGG1FLSL 
HFPGAPQSLEFPGSQPHGLIGAS 


4140 


34508 


B 


4181 


1 


625 





WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknmvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4141 


34509 


A 


4182 


160 


1149 


FASERMK.VEPWRAGPGRRAWS 
EGAGQAPQKRARAGAEPQLPA 
TPALPGGKMVARRTKLAVRGTR 
RT\YPEPTV\YAAIPIKFSEKQQA 
SHYLYVRAHGVRQGTKSTWPQ 
KRTLFVLNVPPYCTEESLSRLLS 
TCGLVQSVELQEKPDLAESPKE 
SRSKFFHPKPVPGFQVAYVVFQ 
KPSGVSAALALKGPLLVSTESH 
PVKSGIHKWISDYADSVPDPEA 
LRVEVDTFMEAYDQKIAEEEA 

rvAlVE,LLlJ/VJ V rUttO YV V rv V 1 IvKU 

RR\LCSPGLRQPACGCWRGRDG 
SAA\KRAAQLLRLAASREQDGA 
SSAA\RKKFEEDKQRIELLRAQR 
KFRPY 


4142 


34510 


A 


4183 


2 


361 


GTMVARRTKLA\RGTRRTGIPS 

PPf*A \ AIPlMPCFk'nnACUVI V 
rrL A\AlrIMLobN.^|^Aon Y L Y 

r,p a ur;Tr^nr;Tit r QT\\/pi-ik' dttp a 

UK/VHVjlVvLi 1 Ko 1 WrMNK 1 Ir A 

FNGPPYCSEQESLSCLQSTCGL 
VQSVK.LKEKLELGWESRSKFFH 
PKPVPVTEEQ 


4143 


34511 


A 


4184 


917 


1128 




4144 


34512 


A 


4185 


1 


660 


MAWQMMQLLLLALVTAAGSA 
QPRSARARTDLLNVCMNAK.YH 
KTQPSPEDELYGQ/C/SWRKNA/ 
CSFTSTTQEAHKN/TSHLYGFN 
WNHCGEMVPACKRHFIQDTCL 
YE*PPNLGPW1\RRYAWLPG1QE 

LAfcfcLiNrrU VbAUorNraoooiyU 
WVPGILEPEPFFSTK1SQVDQSW 
RKEWVLNVPLCKEDCEQWWE 
DCRTSYTCKSNGHKGWNWTSG 
SNKCQVAAA 


4145 


34513 


A 


4186 


216 


781 


MDMAWQMMQLLLLALVTAA 
GSAQPR\SARA\RTDLLNVCMN 
AKHHKTQPSPEDEAVWPDP/W 
MCKGSCRKTKSWNI/HRK.SKCE 
VGLA/WEACSVSAGTGRGPGC 
GRWVGAPQGP/CPRKCSSG*PT 
W/VQRSQNMEEMAVVNQSWR 
KER1LNVPLCKEDCERWWEDC 
RTS YTCKSN WHKG WN WTS A PS 
AVCDPLL 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cudon for peptide 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4146 


34514 


A 


4187 




625 


QCRPWRKNACCSTNTSQEAHK 
DVSYLYRFNWNHCG\KMAPDC 
KRH FHPGTPALY E/CAPHN LG A 
WDPAGW1QSWRKERVLNVPLC 
1CEDCEQWWEDCRTSYTCKSN 

W n ISA. j W In W 1 ^UriNlsAU/V VLiAA 
CPTFVHFYFPTPTVLCNEIWTHS 
YKVSNYSRGSGRCIQMWFDAS 
PGATPIEEXAARFYYVAAMSGAG 
PWAAWPFLLSLALMLLWLLS 














EQGRH/GSSTPVGPRGGPR\GAE 
HAPKHQGCG DRAG PQ VG MDQ 
RRRDPPRAPAAPRPWCGQRAA 
LSSLGGSHLCDDA*VQPSAGLG 
KVLKF 


4148 


34516 


A 


4189 


2 


1632 


WKRCPGLPRAAATFPSGSGAG 

GARREAGGRAPTPGPASPRTAR 

GHARNSPAPARTAGRTGSAGA 

WQTPCPAPLFPMSAGLPAACH 

WNPV*LRALKTG/LEGVLGGSA 

DTQHNRVTDGSLAPN\AACVYT 

PKINGNRHPNTCTKMF1VSLDA 

KGKKWKQPTVHQQRKRETCG 

LHPRKCLQYTPS*WSTTTGILPS 

RTPRI SC VQ F VKKKLG Q AGLLG 

HPGACLLCTLP*\PAGVGTFLFP 

RGC*GVVH*LETHTCG 


4149 


34517 


A .... 


4190 


2 


87 




4150 


34518 


A 


4191 


3 


291 
















AWLLWLTSLPWGSLYALALLA 
NKP A L * SLLLLR YTLLPPH HQC 
EKVPRWNEPQPTLFP 


4152 


34520 


A 


4193 


1 


933 




4153 


34521 


B 


4194 


1 


999 




4154 


34522 


A 


4195 


135 


1160 


VWALVRSTLELFHTDDEEEGE 

YDEVTEEVTEQVYLPAKAKVA 

QEEEVHPYPSAPPHYYFEEKEW 

PDPPDLSFLEDTGRKVVAPVTE 

QHLERLLSVLFRQEFSRLDERD 

DAVEQLRGVCIRAWEKITSGGE 

QYPSFSAVKQGPKELYADFIAW 

NLLRQESLKKVISDSAAQDIVL 

QLLAFGNVNLDCQAALRPIRGK. 

AHLVDYIKACDGIGAKQDSERF 

AFT1PVVNNLQPAKHFHYFTDG 

SSNGKASYSGSKGQNQQPIWIL 

SRHLKPYHEPDAKEEIPGG/CPR 

TPWLQPCRD*C*GGP*/PVTSNT 

R*TQPPTWGQIKKLSQMVEENL 

RKAGQLVTMTVYWN 



452 ' 
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SEQ Il> 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4155 


34523 


A 


4196 


502 


578 


LV*EDCIAERAEVLRNESYG1IID 

WSP*GMFSLNCTSQSACHGHT 

MFSW 


4156 


34524 


A 


4197 


2 


408 




4157 


34525 


A 


4198 


3 


853 


LLKV I MSA KIFTKKNENSTERL 
CGDGEKRGPDFRTERSVWLLR 
LEEAVAMVQRGSRAPESRVVA 
QVLTLLDGASGDREVVVVGAT 
NRPDALDPALRRPGRFDREVV1 
GTPTLKQRKE1LQVITSKMPISS 
HVDLGLLAEMTVGYVGADLTA 
LCREAAMHALLHSEKNQDNPV 
IDEIDFLEAFKNIQPS/LVFEASL 
GLMGIKPVDWEEIGGLEDVKPE 
VICTAH/WSLRQKSGHC/RSCAR 
LPTGLLATLGSGSGSGRATEAV 
SGPAG*KRASIGGSSQRPRRFPT 


4158 


34526 


A 


4199 


266 


370 


AERINS1TVFSETLK.RFLQASGK 
*FHRD1HNSRN 


4159 


34527 


A 


4200 


1 


1780 


MGDVNQSVASDFILVGLFSHSG 

SRQLLFSLVAVMFV1GLLGNTV 

LLFLIRVDSRLHTPMYFLLSQLS 

LFDIGCPMVTIPKMASDFLRGE 

GATSYGGGAAQ1FFLTLMGVA 

EGVLLVLMSYDRYVAVCQPLQ 

YPVLMRRQVCLLMMGSSWVV 

GVLNASIQTSITLHFPYCASRJV 

DHFFCEVPALLKLSCADTCAYE 

MALSTSGVL1LMLPLSLIATSYG 

HVLQAVLSMRSEEARHKAVTT 

CSS H 1TV VGLFYG A A VFM YMV 

PCAYHSPQQDNVVSLFYSLVTP 

TLNPLIYSLRNPEERSHRGVKL 

NECNQCFKVFSTKSNLTQHKR1 

HTGEKPYDCSQCGKSFSSRSYL 

T1HKRIHNGEKPYECNHCGKAF 

SDPSSLRLHLRIHTGEKPYECNQ 

CFHVFRTSCNLKSHKRIHTGEN 

HHECNQCGKAFSTRSSLTGHNS 

1HTGEKPYECHDCGKTFRKSSY 

LTQHVRTHTGEKPYECNECGK 

SFSSSFSLTVHKRIHTGEK.PYEC 

oUUOivArrsNLoAVivlvriL.K I ri 1 

r;Cl£ r PVPr , MT4Pr;k'QPTQXFCVT CV 
Ucls.r Y oUlNML-OlVL^r 1 jINjiLoV 

HKRIHNRWI*A r YCRNFWRKAL 

IDLSSLR*FERAHTGYISYLLQH 


4160 


34528 


C 


4201 


18 


182 




4161 


34529 


A 


4202 


1 


389 




4162 


34530 


C 


4203 


114 


548 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4163 


34531 


A 


4204 


122 


735 


LRAQQQHN*VLTLHKPACTLST 
TS*K*LHK1RK*LWHLRDRAPFI 
FTSEMEYFITEGGK./NPQHFQDF 
VELCCRAYNIIRKHSQLLLNLLE 
MNSYNGYVGLLHN1LQLEREG 
LATKEELQQNFPPLSVSLPFDQS 
INQ1SEHRSLIFNGQYPYGSCWF 
RQAVCKLIQKYAGEWGWIATA 
ELRAEIDLNVLKFTIQVLSWKV 
QASLQ 


4164 


34532 


A 


4205 


139 


4496 


KMAYSWQTDPNPNESHEKQYE 
HQEFLFVNQPHSSSQVSLGFDQI 
VDE1 SGKIPHYESEI DENTFFVPT 
APKWDSTGHSLNEAHQISLNEF 
TSKSRELSWHQVSKAPAIGFSPS 
VLPJCPQNTNK.ECSWGSPIGKHH 
GADDSRFSILAPSFTSLDKINLE 
ICELENEN HN Y H J G F ESS I PPTN S 
SFSSDFMPKEENK.RSGHVNIVE 
PSLMLLKG SLQPG M WESTWQK 
N1ES1GCS1QLVEVPQSSNTSLAS 
FCNKVKK 


4165 


34533 


A 


4206 


1 


3150 


MEKPRPLEAPSAWPQDDVQCG 
VTVGMDGAAVRANRTPWPQD 
LEQTKWIEIKKSAFTWSSQLSL 
NRGFLTCKDENNNAGLLRVSS 
YSSREDQLKN1ASDSLFMLPGG 
LCQSPTGTSHCSNQMETQGQGS 
PGGAVRGDKALGPEKARQGCG 
\^xir:cr:k"vr i k'Pi?\/i Air^cvwr* 

MINOoUrv i Urvrrvv L/YIt^UIvr cv, 

LATLMQPDLGDSPGLREMNVV 
EHLRASFPVEQWYWRGGQRGE 
AEGARSSKAENNTSLICNFRLD 
YAPIEKQWDLHFADYFAEDLK 


4166 


34534 


A 


4207 


1 


1203 





454 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


4167 


34535 


A 


4208 


1 


1470 


MLHSRGFLAEVFGILARHNISV 
DLITTSEVSVALTLDTTGSTSTG 
DTLLTQSLLMELSALCRVEVEE 
GLALVAL1GNDLSK.ACGVGKE 
VFGVLEPFNIRMICYGASSHNL 
CFLVPGEDAEQDGTGTSGIGAQ 
KKKJMYANNGAIDRKLLFEATF 
VTIEKCCDTNQKGDDTHALGQ 
PIRGHDKSLAGSFCYACRSEEG 
LSQYRAYDSRGQL1AVKDTQG 
HETRYEYNIAGDLTAVIAPDGS 
RNGTQYDAWGKAVRTTQGG\L 
TRSV\EYD\AAGRVIRLTSENGS 
HTTFRYDVLDRL1QETGFDGRT 
QRYHHDLTGKL1RSEDEGLVTH 
WHYDEADRLTHRTVKG ETAER 
WQYDERGWLTD1SH1SEGHRV 
AVHYRYDEKGRLTGERQTVHH 
PQTEALLWQHETRHAYNAQGL 
ANRCIPDSLPAVEWLTYGSGYL 
AGMKLGDTPLVEYTRDRLHRE 
TLRSFGRYELTTAYTPAGQLQS 
QHLNSLLTYRHANFAL 


4168 


34536 


A 


4209 


757 


907 


RRYCRITVRWQSM/WADNRIA 

VDAHYPYR*CRS\GRVTEK.ND\ 

LIPKGWIRTDDERTHRYHYDSQ 

HRLVHYTRTQYAEPLVESRYL 

YDPLG RRV A K.RV WRR E RDLTG 

WMSLSRKPQVTWYGWDGDRL 

TTIQNDRTRIQTIYQPGSFTPLIR 

VETATAVMDRJLKDHQIVVD1P 

HGEAWLRDDEERPMILIAGGTG 

FSYARSILLTALARNPNRD1T1Y 

WGGREEQHLYDLCELEALSLK 

HPGLQV VPVVEQPE AG WRGRT 

GTVLTAVLQDHGTLAEHD1YIA 

GRFEMAKIARDLFCSERNARED 

RLFGDAFAFI 


4169 


34537 


B 


4210 


1 


3258 





455 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 


4170 


34538 


A 


4211 


281 


1571 


CQCPGAACPTTSCRV1PHWAW 

DEADRLT/HRTVN\GETAERWQ 

YDER/GWLTDISHISEGHRVA/V 

HYRYDEKGRLTGERQT/VHHPQ 

TEALLWQHETRH/AYNAQGLA 

NRCIPDSL/PAVEWLTYGSGYL 

AGMK7LGDT/PAANLDIR1PYAT 

DPA/GNRLPDPELHPDSTLSM/W 

ADNRIARDAHYLYRY/DRHGRL 

TEKTDLIPEG V/l RTDDERTHRY 

HYDSQ/HRLVHYTRTQYAEPLV 

E/SRYLYDPLGRRVAKRK/DRTR 

1QTMYQPGSFTPL/IRVETATGE 

QAKTQR/RQLADTLQQSDGED 

GGS\VVFP\PVL\VQMLVDR\LESE 

SSADRVRSF1SLANQSKCVEHA 

Y*RWQCHLGVCWWSSHQIPAV 

PLTGSVTRWHCHLASSSEAGSV 

AWLPHLSEGHSNRTSSPELLRS 

RMCAWHTLSAQSVHLVSLY1L 

EILALMNSINSL 


4171 


34539 


A 


4212 


311 


788 




4172 


34540 


A 


4213 


29 


395 


RIFHSVI\GVAAHKGGVYKTSVS 
VHLVAQDVAEIT/LLEGNDPQGT 
VS*YQGPGRTLIPLEAALRNIAH 
SLSIPPPKIFAAPTLRHYFALFFC 
GHSLFAPHIELLEAGTVLQLPQ 
GPWSSPTSF 


4173 


34541 


A 


4214 


1 


1033 


MKMPEAIATKEKIDKWDLIKIK 
SFFSTPKETINRVNRHHTEWEDI 
SA1HLSDKGPISYIYKNLTRFTR 
KKQPHYKVGKGNEQTRILESHP 
HLLKGLASTPFDSEGVRTERRD 
1 1KDGILTQWLLTSYSARKLGLK 
STGHAGGIHTMWRIAGQGLSFEQ 
MLKEMGTGLVVPGTAENARSC 
IRAYFYDIHETLCRQEEMALSV 
VDDHVREKLIWLRQHQEDMTI 
LLSEVSAACLHCEKTLQQDDCR 

\/\/t AkTlCTTI?! I PTT f\\{ C\ddr\r 
V VLArh^ci I KLLc 1 Lt^rvt^v^l^t^r 

TEVADHIQLDASIPVTFTKDNR 

VHIG\PKM\EIRVVTLGIGMGAG 

KNLLSLF*V*NRVEFHGSPFPTI 

WFLTWETVGFLK 


4174 


34542 


B 


4215 


414 


1022 





456 
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SEQ ID 
NO: 


SEQ ID ISO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4175 


34543 


A 


4216 


896 


1626 


NATTIRYEHQRVLKAAQYLHQ 

QG 1 TRCN SSSTLTS A APG RVDSP 

PTSMIVAPAL11RFACFTASISEL 

CVPPSEK.ESGVTLRIPITHLMRE 

LTCRLIRDKSATVTGSHTLVVA 

RHCCYAAPGGCCLLANWLKPG 

LFGPIGVLSRRGTSVILPIGGFY 

QWNPM1CPNGVVPMQHG*RRG 

LAQERPLEEWLPVCRDMLNAF 

FLPDAETEAAMTLIEQQWQAII 

AEG LG AQ YG D A VPLSLLRDEL 

AQRLDQERISQRFLAGPVMCTL 

MPM RSIPFKVVCLLGMNDG VY 

PRQLAPLGFDLMSQKPKRGDRS 

RRDDDRYLFLEALISAQQKLYI 

SY1GRS1QDNSERFPSVLVQELI 

DY1GQSHYLPGDEALNCDESEA 

RVKAHLTCLHTRMPFDPQNYQ 

PG ERQSY A REWLPAASQAG KA 

H S EF VQPLPFTLPETV PLKRYN 

DSVRAPTCAESRAIFTSTRNNTL 

QLFFNANFRRPWARGLATNVN 

DRRASVDHQ1RMFHRIYQRVM 

RATIRKGIRRDVEDPHYSSDAG 

TYLSPNSRQ1SNGNWQSHIGRSP 

SLLLCRTWGLLFTGKLVETRFI 

WPNRGVIPTGMERYIAHRRFLP 

MEPDDMPQWRCPHATWLAEA 

KMFDSLAKAGKYLGQAAKLM1 

GM PD YDN Y VEH M R VNHPDQT 

PMTYEEFFRERQDARYGGKGG 


4176 


34544 


A 


4217 


838 


1575 


CFFLSPSPPSSPPSPNRSQTTEEE 
TKRQE/ERERKREEEEEKKGRR 
KETKKRRNRQEGKQHRKEEKE 
GEKQTKQRTETERETKRRRENE 
QAKAHKGTRKRKEEQKKAKA 
ARRRTHKRQNPSRGREGTHPK 
QRQGKEE/VNRQNKEEAKQKR 
EEAGRTRR/EDRGRKDDKKERR 
QQQTEKKAKPKAEHGQERTDT 
TTKKARQREGRPSERRRREREE/ 
MSKHDPQNRAEKTNEEKEEGR 
QHER*TQKSSTGI 



457 
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SKQ ID 

NO: 


SEQ IB NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 




codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uiiknown, 
*=Stop codon, /=possible nucleotide 


4177 


34545 


A 


4218 




692 


MTNALHAEALEMTSQFDQELAA 
KFEADHEMALLMNK.DFDRDRE 
EQRRLAEQARREHEERIKREAA 
EQARRDAEAKHKAEIEAAARR 
EAEEKARAELAERQRIEAEQRA 
EREKKETEERARREKEEAVAAE 
RRRQEEAEAARLVEEQRKAEE 

C A DD A A rWCLJD PTVTvTP R X) D 

tAKJ\AAUKJtriKK. I V in ivK/ kjL-KK 

SDCSGHPRRIRTESSAGDRWRQ 
SAGRAHQILRQT*THTSLTTAS 
KNGAGLSSNSPTRKRS 


4178 


34546 


A 


4219 


3 


1120 




4179 


34547 


A 


4220 




831 


MVKARKIM ETPQP A WEMRV R I 
CTVDWSKLNPYIPDDFSLIKSEK 
KYDHPELIVDESNLRVVYAPSR 
YFASEPKADVSLILRNPKAMDS 
ARNQALLEGYFSFTATEDQLEQ 
AKSWYNQMMD/SPEKGKAFEH 
GNMPA\QMLLQVPYFLRE\ERE 
H*1IITP1LHMRKQEQSG*/RNLP 
KAAQLSMMQDLQTLLMAASY 
CSELGHVATQFQGMLACTRNP 
NSWDRNSETSGK.AEGF1PMQLG 
DVADPSVRCSSVSSLWGHSSPK. 
LLRSVCMAMRICVKLQRWT 


4180 


34548 


A 


4221 




1503 




4181 


34549 


A 


4222 




1 113 




4182 


34550 


B 


4223 




760 




4183 


34551 


B 


4224 




1755 


















4185 


34553 


A 


4226 




3240 




4186 


34554 


A 


4227 


1989 


2144 




4187 


34555 


A 


4228 




1203 




4188 


34556 


A 


4229 




4767 




4189 


34557 


A 


4230 


31 


512 


EYRK.SPDIRPIVIQHGEEAEITH 
HFR*QELADKTLIFEITHREMQR 

rl^r V O 1 LiUllvc-r V r Vr r Iv Wtvb 1 

NPFNILEHGEPEGIRVDAAVPR 
AVIGGLEDHIGVAVQKLQHKTF 
RYFPF1IQMVKDGVVPEGRPAF 
VHHLSLFLRIKILAHLTHNTQDF 


4190 


34558 


A 


4231 


369 


918 


RPGMSNPWRDLFRTGVDPTND 
RLSALVEI/YRMMRPGEPPTREA 
AE/SLFENLFFSEDRYDLSA/VG 
RMKFNRSLLREEIE/GSGILSKD 
DIIDVMKKL/1DIRNG/KGEVDD1 
DHLG/N RRIRS VG EM AENQFRV 
/GLVRCTGTVPPFLHQQKCEYH 
L/PQRPVASTLSRYF*HFRLRNF 
SMPRANE1KKGMV 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4191 


34559 


A 


4232 




1012 


SVVLKIVERVDGYFPSPPLFLGA 

AFGSHVRSRALPDPCVLFRVTI 

YLCVLASVARTFSPLLPVSRKK 

H1TPLGGFQLHETHLCLQDCRTI 

1LRPRLGEFGNKFSQLVDTIDLH 

\NQHGLAHL*KESARGQYSLLL 

LGMVSLCAL1LILWRVVYRSVT 

CPLADQTQALHRLLDGDIVSPF 

PETAGVRELDTIGRLMDAFRSN 

VHALNRHREQLAAQVKARTAE 

LQELVIEHRQARAEAEKASQAK 

SAFLAAMSHEIRTPLYGILGTA 

QLLADNPALNAQRDDLRAITDS 

GESLLTILNDILDYSA1EAGG\K 

NVSVQSYVARLEPVAASGWHK 

YPWLN 


4192 


34560 


A 


4233 


1 


502 




4193 


34561 


A 


4234 


1 


653 




4194 












YALATPPLSV/1NQWQLALDKG 
QLPTF/VAGLAPQHPQYAAMHE 
SYWPYSALR/EILQRTGMLDGG 
PKITL/PGDDTPTDAVVSPSAVT 
NSHGR*VPTLGGVWGL 


4195 


34563 


C 


4236 


40 


105 




4196 


34564 


A 


4237 


355 


526 




4197 


34565 


A 


4238 


116 


949 


RPGTGRCSAVQLPVLLLRGPHS 

SHTVGTHVMVDLDSGQLCVYP 

GNSDESMPAATQARERLLADT 

AKKKAQIAELQSFVSRFSANA* 

KSRQATSRARQ1DK.1KLEEVKA 

SSRQNPFIRFEQDKKLFRNALE 

VEGLTKGFDNGPLFKTLNLVL\ 

E VGENLPVLGTNG VG KSTLALK 

TLVGDLHPDSGTVKWSENARI 

GYYAQDHEYEFENDLPVFEWM 

SQWKQEGDDEQAVRS1LGRLLF 

SQGDIKKPAKVLSGGEKGRML 

FGKLMMQKPN1LIMDEPPTHP 




34566 




4239 




319 


MVKKMARAPMI\L\ALANPEPEI 
LACRHGRKEVRPDAIIC\TPGRS 
D YPNQSETN VL\C FPAN VH RI PQ 

aashlrahqsripislmsisak.il 
tyllanqiqflvkqh 


4199 


34567 


B 


4240 


263 


1390 




4200 


34568 


A 


4241 


1 


323 




4201 


34569 


A 


4242 


3 


1855 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop eodon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4202 


34570 


A 


4243 


2 


964 


LLKHGVSLYIQDKEGLSALDLV 

MKDRPTHVVFKNTDPTDVYTW 

GDNTNFTLGHGSQNSKHHPEL 

VDLFSRSGIYIKQVVLCKFHSVF 

LSQKGQVYTWGHGPG\GRLGT 

WEMNRHAWVPRLVGRD*MVII 

VSPSWPAAKDHTVVLTEDGCV 

YTFGLNIFHQLGIIPPPSSCNVPR 

QGLHNRQNRRYPPVPGSAGPTS 

MEPSKIRPTGLKFSLTTQQQSEI 

r\t rrcci r\unvi>DPoi di a vu/ 
UbUCobLCWlJ IluvtrLKLA Y W 

FIKKD1AKDTDEETRRHGVSLYI 
QDKEGLSALDLVMKDRPTHVV 
FKNTGSLQFQSIPSCRESQILSEK 
QGDLFREEPMFGS 


4203 


34571 


A 


4244 


1 


725 


FRVDPRVRKHFGLFYAMGIVL 
MMEGVLSAC*HVCPNYSNFQF 
DTSFMYM1AGLCMLKLYQTRH 
PDrNASAYSAYASFAVVlMVTV 
LGVVFGKNDVWFWVIFSAIHV 
LA SLALSTQ1 Y YMGRFKIDLG I F 
RRAAMVFYTDCIQQCSRPLYM 
DRMVLLVVGNLVNWSFALFGL 
1YRPRDFASYMLGIFICNLLLYL 
AFYIIMKLRSS*KVLPVPLFCIV 
ATAGMWAC\ALYFFFQNLSSW 


4204 


34572 


A 


4245 


1 


833 


MKPVWVATLLWMLLLVPRLG 
AARKGSPEEASFYYGTFPLGFS 
WGVGSSAYQTEGAWDQDGKG 
PSI WD V FTH SGK G K VLGNETA 
DVACDGYYKVQEDIILLRELHV 
NHYRFSLSWPRLLPTGIRAEQV 
NKKG IEFYSDLIDALLSSNITPI V 
TLHHWDLPQLLQVKYGGWQN 

V b M AIN Y r Kii Y A IN Ltr b Ar uUK 

VKHWITFSDPRAMAEKGYETG 
HHAPGLKLRGTGLYKAAHHII/ 
KAHTL* VCFHA ADKG I PETEKK 
RRLNWTYSSTWLGRFHNHGRG 


4205 


34573 


A 


4246 




672 


GTQNAVNG/VIIFLSWGDAVKS 
FWIYRGGRK.REGPLFHA*Q\FLI 
YTIIIRAVGSIINYVIANYKLKFJ 
TPGVIDFICTSLIAG ILTIKLFLLI 
NQFEKQQIKKGRD1TSARIMSRI 
IKITIIVGLVLLYGEHFGMSLSG 
LLTFGGIGGLAVGMAGKDILSN 
FFSGIMLYFDRPFSIGDWIRSPD 
RN I EGTV AEIG WRITKITTFDN R 
PLYVPNSLFSSISVENPG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4206 


34574 


A 


4247 




347 


PLRP\GQPGPGGAGT/RALRAPP 
LPSSSELCYGPGQPGRWPRCPQ 
FPSLPPHSS'LLHTGHWPCTLGY 
CFIPILRAAPPLPCKCASPVLASC 
TYPLPAAPSLPVLVHTSIKCFCF 
HLQ 


4207 


34575 


A 


4248 


43 


446 


VLPAVPRPGQ/PPCVPAPVQAPE 
PPRPSPGWSQATGSPGPAGAAP 
S WR\GLP A V PG HTAG VLGPGPP 
GQRQPGPGGAGTQLCGPHLFL 
RLLNVAYGPGQPAL/RNVPLQT 
APALTPSPQHLLCPFLSTHLLNA 
SVFIC 


4208 


34576 


A 


4249 


1 


1521 


RIPESRLPTTAFVQAPWARSGSS 

GLRRWEKHAGQQVGWWARGP 

GVRGRQAAGGGAAALTCRGG 

AGSAVRSCAGLPSLASGSAGCR 

LH PS YSFGFKVGS/PTVPAALSS 

*STS/RGREHGGVTVVPVMTQN 

PRS\PDGPARVEDCEAIA*GTG 

WLAQQG IGTRPPGTGLGRA R\G 

APAVPQWNPVVKSCQGPGHPNR 

LPSHGPSSGEAGRGW/RGLQ1TP 

QL/PEVTHRRVLPGDHPATEA\G 

GFGTG * PG L PG RVPG PG VGGT Y 

QAKALTPLGPVGLLAPASCAQC 

LQQSADGPGATGHL*ELAESQC 

RRQPTG\PPGQL A V SG WATVPG 

VPAAPRPFGPAQQPA/SVPTPSY 

WA/GSPGAAAWPESHRR*ACD 

WAW**VLPAVPRPGQ/PPCVPA 

PVQ\PQSHRGPAHDGARLY*GL 

PQAEQLHPGGGLPAVPGHTAG 

VLGPGPPGQRQPGPGGAGTQL 

CGPHLFLCFLNVAYGPGQPGR 

WPRCPQFPFLPP1LSWNIFGVGT 

QKKKKKNQSFLKKKKKK 


4209 


34577 


A 


4250 


167 


582 


RSLGLAVTEMVPWVRTMGQK 
LKQRLRLDVGREICRQYPLFCF 
LLLCLSAASLLLNR*RRSAEPGR 
RL/S L/LK VQTPG PCC LT VRRPRS 
CGTGDQWGERAPQRSGLGEHG 
GASRPEAQAGGVGLIASFPEAS 
SPELPFSHP 



461 



wo 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


4210 


34578 


A 


4251 


402 


1465 


DLILSHPTAWFTIKYKPKQLGL 
QELFPQGHSCAVCGKVKCKRH 
RPSLLLENYQPWLDLKISSKVE\ 
ESLSKDLELVLENFVYPWYRD 
VTDDESFVDELRITLRFFASVLI 
RRIHKVDIPSIYNQETIKSSNES1 
*KWIVKARQKVKNTEFLQQAA 
LEEYGPELHVALRSRRDELHYL 
RKLTELLFPYILPPKATDCRSLT 
LLIREILSGSVFLPSLDFLADPDT 
VNHLLIIF1DDSPAEKATEPASTL 

V rr bl^Jvr A cr KIN N.Kro V LJvL bL. 

KQIREQQDLLFRFMNFLKQEGA 
VHVIAQFCLTVEEFNDRILRPEL 
SNG*NAVSS/WKNCRRFIKHTV 
WMK.VLTKLDLIPSLVEEIPR 


4211 


34579 


A 


4252 


1 


1232 


FPGRRFRLVVRLRGAEAASERQ 
VYSVTMKLLLLHPAFQSCLLLT 
LLGLWRTTPEA H ASSPG APA 1 S 
AASFL*DLIHRYGEGDSLTLQQ 
LKALLNHLDVGVGRGNVSQHV 
QGHRNPTTCFSSGDLFTAHNF\S 
EQLRJGSSELHEFCPT1LQQLDS 
RACTSENQENEENEQTEEGRPS 
AVEVWGFGFLSVSLIMLASLLG 
VLVLPCTEKAFFSRVLTYFIALS 
IGTLLSNALFQLIPERSYKNK.AQ 
VDSLP1TLAQAGMLLWRVRIR 
RRVVDPIRESWMLPFTKIPLWG 
YGLLCVTVISLCSLLGASVVPF 

Mlfl'TPVl'PI 1 1 VP1AI AlflTI V 
1V1KK. 1 r I KKLLL I rlALAIO 1 L I 

SNALFQLI PEN RRK WWQPVHN 
TFGGSTAWHTDKSIEQSIDTLFD 
EVK.K.ESEKETPSLQIGDLGPQES 
LKTFNNTNSPHH 


4212 


34580 


A 


4253 


3 


924 


VGACTAAARPLPIPQLQPJLHHR 

GEKSQLWAHSGSSWGFLAVAA 

VPPSHLCPPLQSRGWKRPP/PLA 

SAGVLPGCCCCACLVSPSLAQP 

AG\LGPKPAAPLGPGPWVSVAP 

CSRPGPCPGTRSPA/P*GHPAMG 

R\GVHEPRVGPAPPEKAIITETG 

AGLAERRGQGLGGGSSFRSAEP 

QGCRSLGPQSPGGDPAHTILRPP 

SQNGDCAEMHACRLHPAILGT 

HGTGGLAAQSHAPRALLPSCPS 

SQQPADGWCSLHLCLPGLLLAP 

RIHGPSTREGGPGHGTPGPTNP 

ASSGATRGTRRVRPSVPRSPTL 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 














PRAGGGHSPRVLGAAGPGPHV 
CTL RL PGT A 1 RTE PG A P L A C A R 
AWPGSSPAG/PECLPTSC*P*EG 
QEPSSHVASLPWGPGVGETQ 


4214 


34582 


A 


4255 


1 


718 


FFFFFFSFLCHLYWVSPTPGPHG 

KLANMANWAPWPS*GLSKLVG 

KHSCPAG*LPGHARAQASGAP 

G/ISPDSSAREA*ECT/PCGPGPA 

APSTRGECPPPSSRPHS/SQQDP 

GRCSFAPA VPQDAGGQG H WCC 

APATGHSAPRGCPPARAAPTGS 

ATPAPPPAACAASSLSMVSAPS 

R*TTGIASSGTSIPETKHQGTPG 

TAPAGT/GPGGSTGPKA/PGPAP 

AHPTRLAGTSGHTAPPTCPPAV 














RSGRTQRAAGVSGSALHQVQS 

wp\hlk1sadqragllf*ehpfp 
psassgcldvsissypvgsd*fin 
gmarangrwktftglhsgk.pl 
gfsdafcqhhnl1ilcwktw 


4216 . 


34584 


A 


4257 


170 


1049 


RGSGCSAELVPSSRWRPGSRAG 

AAAGTETPG*PRVYVPAGNGE 

AGGPGAAWARRAAALPGTAA 

GPPRPAARPGAAPARGGPAPGA 

PAQALPR/TPTWPAAR*AQRAP 

SPPSWG SVAQPGH PGDL A AG VG 

RGAGGGHSRRGRHHHVRSLAD 

LLQLPGAAEGAGDRGHLPGPD/ 

GERS*AASSFSAAGRAAGTASC 

CSAGGTPPSPCTILSTSSSSLAH 

VASSS/RRRAEGDTKVS/RGRAE 

GQDSETGREPGVLHRGSGRTQ 

RAAGVSGS/RSAPSPVVATTSRS 

LLTSVQGCFSEN1LSP 


4217 


34585 


A 


4258 


178 


556 


QSPQEHFHPECGRRDILCQVRQ 
EIRWPNPGEVHHLGLEICPVWI 
LQLHLALRTRAPEHPLQVHRPG 
GGAV*RGVPPPLRLLQACDGPE 
VPAAGRPRPARSSPGQWPP*/PA 
AVAPPVTERPPTPSAA 



463 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ofTirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, ^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4218 


34586 


A 


4259 


5 


1044 


TGRILDGWHWAKELRLDCPLG 
DSRRPPFSRVSTEGSPAFLALRL 
PNVTAGS*EVSMLASTETPLVIT 
RPSPG\GHDPGPAPRGAAASPA 
GSPAP*QKSPRPLSAAAPPLLAS 
DPAPPRAAAPPADTESSVQPPA 
APHAGPWTxPSAPGPLDVHSPPP 
\PSRGPFVQSSAEPHNRPSPGAT 
RPRP\PPRGAAASPAGSPAP*QK 
SPRPLSAAAPPLLASDPAPPRAA 
APPADTESSVQPPAAPHAGPWT 
LERSWAP*RSLPTP1PVADPLCR 
APLSHRYP*GDCQRSGLCHTSP 
GRASHLPGPGAHK.RTPHACWL 
PLECHRRSPHP*THPSG*PGPSP 
QSFFPEFLGSGP 


4219 


34587 


A 


4260 


2 


576 


CLVNSTTRRSFQLRLVPVPKFQ 
PPHMTVR*LFNFGRQLTATTFS/ 
LRK.SYAVREAYELQNCPDPPPF 
QNGYMINSDYSVGQSVSFECYP 
GYIL1GHPVLTCQHGINRNWNY 
PFPRCDAPCGYNVTSQNGTIYS 
PGFPDEYPILKDCIWL1TVPPGH 
GVYINFTLLHTEAVNDH1AVW 
YEN LSSQNICDCDQQF 


4220 


34588 


A 


4261 


1 


837 


MWAGNAWRAALSGVPCGRSA 
QSVLAQLRGILEGELEG1RGAG 
TWKSERV1TSRQGPHIHVDGVS 
GGILNLTSVRFIRGTQSIHKNLE 
AKIARFHQREDAJLYPSCCDAN 
AGLFEVLLRPEDAVLSDELNCA 
S1IHGICLCKAHKYHYCHLDVA 
YLETKLQEAQKHRLFLVATDG 
AFSMDGDIVPLQK1CRLASRYG 
ALVFVDECHATGFLGLTGQGT 
DELLGVMGQVTI1NSTLGKALG 
GASGGYTTGPGPLVSLL/RAQP 
YLFSNSLPPAVVGCTSKAL 



464 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oflirst 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4221 


34589 


A 


4262 


1 


2142 


MIIL1DAEKLAFDKIQQPFMLKTL 

NKLGIDGTYLKITRAIYDKPTA 

NI1LNGQK.LEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAQAIRQEKEI 

K.GIQLGKEEVKLSLFADDMILY 

LENPIVSAQKLLKLISNVSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

IMSEFPFTIATKRIKYLGIQLTRD 

VKDLFKKYKPLLNKIKEDTNK 

WKNIACSW1GRINIMKMAFPR 

WELNNENTWTQEGEHHTLGPV 

VGWGKRGGIALVDIPNVNDKL 

MVLEVLARAIRQKKEIKGIQLG 

KEEVKLSLFADDM1VYLENSIV 

SAQNLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FTIATKRIKYLGIQLTRDVKDLF 

KEN YKPLLKE1 REDTNKWKNI P 

CSR1GR1NIMKMA1LPKV1YRFN 

DIPI KLPMTFFTELEK.TTLKFIW 

NQKRACIAKTILSKKNIAGGITL 

PDFKL Y YKATVTKT A W Y WYQ 

NRDIDQWNRTEASEVTSHIYNH 

LIFYKPDK.NK.KWGNDSLFNKW 

CWENWLAICRKLKLDPFLTPYT 

K.1HSRWIKDLNVRPKTIKTLEEN 

LGN TIQD1GMGKDFMTKTPKA 

IV1A 1 IS-AlS. YL'tS. WU VIIS.l>KorU 1 A 

_ „ HPTP U/FWTF A TVPQ 
L/rwOLloKJ i 1 iyINJVW IN IN 

NRQMKKCSSSLVIREMQIKTTM 


4222 


34590 


— 


4263 




_1989 




422£ 


£4591 




4264 








4224 — 


TT^i 


— 






— 










— — 




— — 






4226 




34594 




^ — 







— cm 










42li 




T?62 




4228 


34596 


B 


4269 




1716 




4229 


34597 


A 


4270 




1152 




4230 


34598 


A 


4271 




4752 




4231 


34599 


A 


4272 




2790 




4232 


34600 


A 


4273 




3477 





465 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4233 


34601 


A 


4274 




1007 


MLDASCHRTSDSKFFSFGVQTG 
FLTPELAHLVGPCDRDHNSSPA 
REQNWTENEFDELTEVGFRKW 
VITNSSELKEHVLTQSKEAKNL 
EKRAIKQEK.EIKGIQLGKEEVK 
LSLFADDMIVYLENPIVSAQNL 
LKLISKFSKVSGYKINVQKSQA 
LLYTNNRVSQIMSELPFTIAMKR 
IKYLGIQLTRDVKDLFKDNYKP 
LLKEIREDTNKWKNIPCSWLGR 

TXlT\yll^\yf A TT DV A F VT? CXI A IDIV I I 

INlMivlVlAlurKAl YKrINAlrlrvLL 

*TFFTELEKTTLNFIWNQKRARI 
AKTILSKKNKAGGITLPDFKLY 
HKATVTKTAWYWYQNRYIDQ 
WNRTEASEITPHIYNHLIFDKPE 


4234 


34602 


A 


4275 


737 


2460 


RIKYLRJQLTRDVKDLFKENYK 

SLLNEIKEDTNKWKNIPCSWIG 

RMNIIK.MA1/LPKVIYRFNV1PIK 

LPMTFFSELEKSTLKF1WNQKR 

ARJAKTILSQKNKAGGIMLPDF 

KLYYKATVTKTAWYWYQNRD 

IDQWNRTEPSEMTPHIYNHLIFD 

KPDKNKQWGKDSLFNKWCWE 

N WL A 1 G RQLK L DPFLTP YTKIN 

SRWIK.DLNVRPK.TIK.TLEENLG 

NTIQDISMGKDFMSKTPKAMA 

TKAK.MDKWDLIKLKSFCTAKE 

TTIRVNRQPTEWEKNFAIYSSD 

KGL1SRIYKQLKQIYKKKTNNPI 

KKWAKDMNRHFSKEDVYAAN 

RHMKKCSSSLAIREMQIKTIMIY 

HLTPVTMA1IKKSGNNRCWRG 

CGEMGTLLYCWWDCKLVQPL 

WKTLWQFLRDLELGIPFDPAIP 

LLG 1 Y PKD Y KSCC Y K.DTCTPKL 

ARDDQIHILKQHRRKELETRQK 

QYRAWYEINPFHSVWPVTAGK 

SPRHQLPVWVFfNPQTSPYLQL 

QTRDGEESNENNFGSTILASDFF 

AEIDKLSILQIHMEMEGTQNSQ 

NNLDJCKKTKMEDLHFSISKLLH 

SYS1QDNVISA 


4235 


34603 


A 


4276 


3 


355 


RQPVHLVHELPQQSWGICLNSS 

LVnuAL^njjLnL/KIVlLoLr Wo 

SADPQ*R*TCRNL*LPVRGPPRR 
TDLFSVSSKSTLKEWPLLLMIL 
AELGSYLILSGRREESYFTSLVL 
ISIGDC 


4236 


34604 


B 


4277 


78 


791 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of lirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4237 


34605 


A 


4278 


1 


3395 


MIIS1DTENAFEKIQQPFMLKTL 
NKLG1DGTYLKIIRAIYDKPTAN 
IILNGQKLEAFPLKTGTRQGCPL 
SPLLFNIVLEVMARVJRQEKEIK 
GIQLGKEEVKLSLFVDDMIVYL 
ENPIVSAQNLLKLISNLSKVSGY 
KINVQKSQAFSYTNNRQTESQI 
MNGLPFTTASKRJKYLGIQLTR 
DVKELFKENYKPLLNEKKVDT 
NKWKNIPCSWIGRINMLKMAIL 
P/KELEKTTLKFIWNQKRACIAK 
SILSKKNKAGGITLPDFKLYYK 
ATVTKTAWYWYQNRDIDQWN 
RTEPSEII\PHI YN H LI FDKPDKN 
KKWGMGSLFNKWCWENWLAI 
CRKLKLDPFLTPYTKINSRWIK 
DLNVRPKTIKTLEENLGNTIQDI 
DMGKDFMSKTPKAMATKAKID 
KWDLTK.LRSFCTAKETTIRVNR 
QPKEWEKIFAIYSSDKGLISR1Y 
KELKRIYK/KKNNP1KKWAKD 

\/tXTPVr*T^PniV A AMDHMl/'l/rC 

MiNtvir tvcui i AAiNKrllvirvrvCo 
SSLA IREMQI KTTM R/YH LTPVR 
MAIIKKSGKNRWEMNNENTWT 
QEGEHHTLG/HC/WWKARRSRS 
CLTWMAAGKKRMRKTLQMT 


4238 


34606 


B 


4279 


1 


201 1 





467 
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SEQID 

INO: 


SEQ ID NO; 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4239 


34607 


A 


4280 


1 


2661 


MTMNFVADSHTGRNPLASAAG 

AKTGLRPLPRPCGARVWNPPD 

AGGGGVGSLKTSTPLGPLSAAN 

SPVHQGSVPQTRARGGGTLFQE 

VVTSRTLAFRNSLSAFTEVTSG 

TVSGRKGGRSTHLAGRRVSGG 

EGSRKAAAAALAAVAAAPGPV 

RRCSSQSCFSSSGSSHYSARTSP 

VRVRPRRSLSSRSAAGNRAEAT 

ESAMEKTLETVPLERK.KREKEQ 

FRKLF IGGLSFETTEESL RN Y Y E 

QWGKLTDCVVMRDPASKRSRG 

FGFVTFSSMAEVDAAMAARPH 

S1DGRVVEPKRAVAREESGKPG 

AHVTVKKLFVGGIKEDTEEHHL 

RDYFEEYGK1DTIEIITDRQSGK 

KRGFGFVTFDDHDPVDK.IVLQK 

YHTINGHNAEVRKALSRQEMQ 

EVQSSRSGRGDGYGSGRGFGD 

GYNGYGGGPGGGNFGGSPGYG 

GGRGGYGGGGPGYGNQGGGY 

GGGYDNYGGGNYGSGNYNDF 

GNYNQQPSNYGPMKSGNFGGS 

RNMGGPYGGG1WKNTSITERK 

KSRrCLDLIQSKKGSRTKEAPQP 

PVASLCMHLGHWSRLMVSPGA 

QLTGKNSHGLSVSSVRK.SNVGP 

RRLCAAMKATGPDNAQSQVSP 

PGHAPSAEDPTGSRTVSSPCTD 

RPHPFLSRPKPPTQISLVLPLKT 

DGALERMPQQL/HIASS/GAKVP 

NPSTQTPPVLLAFFYPFNLPP*N 


4240 


34608 


A 


4281 


1 


908 


MRK.VKGKNRQSFKCLPPPSGA 
LQAHGAAAPHGSLLTLHLHLV 
PVSSAAMKATGPDNAQSQVSP 
PGHAPSAEDPTGSRTVSSPCED 
RPHPFLSWPTWISLALLLKTDG 
ALERMPQQLPSLHPSQGTQSIH 
PDPSSTSSFLLPFQPPTLKRAAFP 
CPPSIVNPAVWDTSTPSVAEHH 
TPIRITLKEPTQFLSQKQYPIPQA 
ALVGLQPIISHLLASHLLRPTDS 
PFNTPILPVKKPNGTYRLVQDL 
RLINQAVLPLVQE/DYSVLLYLP 
LNVTPGLPPATAFSYPPSPGPVA 
RARLASRLHSHAA 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
0!>/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4241 


34609 


A 


4282 


1 


915 


MPNYVTFTDTKQLISDTPNNQV 

PMNRASMAFDAKCLTGCRFDD 

A1VQFDM TYWPFTVVNDAGRP 

KVQVEYERDKKLLPIGGVFYGS 

DKDEGNCK.SLPWEDCYQCCET 

SQNVQDFLFLDVTPLSLDIKTA 

DGVMAVLIKCDATIPTRQTQTF 

TTYSDKPSM/LIAKDKNLLRKFE 

LTGVPPAHHGAHQIEVTFDINA 

KG I LN VYTLTDDKGH LSKEDIEP 

MVQETEK.YKAEDEKQRDKVSS 

KNSLDPYVFNMKATAEDEK.LQ 

VKINNEHKQKILSKCHEIINWL 

DKNQTAEKEEFEHAQQELEKSS 


4242 


34610 


A 


4283 


1 


994 


MHQTKKGNQWHFGMKAHIGV 

DAKSGLTHSLVTTRPNEHDLNQ 

LGNLLHGEEQFVSADAGYQGA 

PQREELAEVDVDWL1AERPGK 

VRTLKQHPRK.NKTAINIEYMKA 

SIRARVEHPFRJIKRQFGFVKAR 

YKGLLKNDNQLAMLFTLANLF 

RADQMIHCTRGEGLITTK.IPKAP 

DNGSYCLPSKNDDSEEEDPEMS 

PMVVTKMKEIAEAYLGKTVTN 

A VLTVPAYFNDSQRQAT/KKDA 

RTI AGLNGLRISNEPTAAA1AYG 

LNQKVGTERNVLIFDLGGSITPR 

1RTPETGSDDA1KS1LEQAKK.E1E 

SQKGG ECDPCRQSLRPPG PA AN 


4243 


34611 


A 


4284 


3 


677 




4244 


34612 


A 


4285 


30 


365 


EEAETVLVGQLKQLSSCLAVH 
KYRPETKQEKKQRLLARAEKK 
AAGKGDVPTKRPPVLRAGVNT 
VTTLVENKKAQLV\CRKMGVP 
YC1 1 KGKARLGRL VH RKTCTTV 
AFTQVN 


4245 


34613 


A 


4286 


3 


432 


NSRVDDFVAAQDAKGKKVAP 
APAVVKKQEAKKVVNPLFEKR 
PK.N FG IGQ\QRLL A R AEKKAAG 
KGDVPTKRPPVLRAGYNTVTT 
LVENKKAQLVVIAHDVDPIELV 
VFLPALCRKMGVPYCIIKGKAR 
LGRLVHRKTCTTVAFT 


4246 


34614 


C 


4287 


62 


217 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Mel 
hod 


SEQ II) NO; 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4247 


34615 


A 


4288 




801 


PKGKKAKGKKVAPAPAVVKK 

QEAKKVVNPLFEKRPKNFGIGQ 

DIQPK.RDLTRFVKWPRYIRLQR 

QRAILYKRLKVPPA1NQFTQAL 

DRQTATQLLKLAHKYRPETKQ 

EKKQRLLARAEKKAAGKGDVP 

TKRPPVLRAGVNTVTTLVENK 

KAQLVV IAHDV DPIEL V VFLP A 

L\CRKMGVP\YCIIK.GKARLGRL 

VHRKTCTT\VAFTQVNSEDKG\ 

ai a if i vc a ip'rwvnsjni? vriFiBD 
ALAiS.LVDAIr\l IN Y INJJlv Y UfclKJv 

n WuulNULKI K\o V /\Ivl/\tvJLCrv/\ 

ISJaKcLA 1 1VLAJ 


4248 


34616 


B 


4289 




273 




4249 


34617 


A 


4290 


1 


441 




4250 


34618 


B 


4291 


47 


482 




4251 


34619 


A 


4292 


1 


762 




4252 


34620 


A 


4293 


1 


890 


MSKSESPK.EPEQLRKLFIGGLSF 

ETTDESLRSHFEQWGTLTDCVV 

MRDPNTKRSRGFGFVTYATVE 

EVDAAMNARPHKVDGRVVEP 

KRAVSREDSQRPDYFEQYGKIE 

VIEIMTDRGSGKKRGFAFVTFD 

DHDSVDKTVIQKYHTVNGHNC 

EVRKALSKQEMASASSSQRGRS 

GSGNFGGGRGGGFGGNDNFGR 

rriMCcnp r: c iy u : c t in. r ; rzri v c / ' 
UuINrouKUUruUjnUUuvj iuu 

c n nr. vm r, vc, xr nr, qxi en r, nr: cv 
NDFGNYNNQSSNFGPMKGGNF 
GGRSSGPYGGGGQYFAKPRNQ/ 
GGYGGSSSSSSYGSGRRF 


4253 


34621 


A 


4294 


1 


1674 




4254 


34622 


A 


4295 


1 


506 


KYHTVNGHNCEVRKALSKQEI 
ASASCSQRGRSGSGNFGGDRG 
GGFGGNDNFGRGGNFSGHGGF 
GGSCCGGGYGGSGDGYNGFGN 
DASNFGGGGS/YNEFG/NYNNQ 
SSHFGPLS/GGNFGGRSS/SPLGG 
APASTYVKG PN SQRTQNEG WF 
EG*APWRGDGGARGNKGGGA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4255 


34623 


A 


4296 




1445 


MKCLICFINHKEILEASERKQAE 

SLDFPFKKLRWHLCEGWIEEER 

DESRKSET1FKDLFKVPVLKETI 

YYK.FYGPPVYQIETVYFMALSP 

PKSKQFDKTKQNNNNKKTHQF 

V1VFFKTDEHLSARGRRRRS1VK 

VSLLPAVIGLKSKFLKKPDQLR 

KLFI\GG\LSFETT\DESLEEPFSR 

QWGKRYTDSVVMRDPNTKRSR 

GYFGFVTYAT\VEEVDAA\MNA 

RPHKVEWKELLEPKRAWSRED 

SQRPGCPH*LVKKIFVGGIKEDT 

\EEH HLRD YFEQYGKI EVIEIMT 

D\RGSGKK.RGFAF\VTFD\DHD\S 

VDKIVI\QKYHTVNG\HN\CEV* 

KSPVKSKKMASASSKPKEGRSG 

FWETFGGGSWEVGFGGNXDNF 

GRG\GNFSWSV VAFGGSRGVGG 

GYG\GSGDG\YNGFGNDG\SNF 

G\GGG\SYNDFG\NYNNQ\SSNF 

GPMKGG\NFG\GRSSGPYG\GGG 

QYF\AKPR\NQGGYGGSSSS\SN 


4256 


34624 


A 


4297 


1 


920 

— — 


DPGDTPNTASAPNCRSGKGRSS 
SPEHIPPLEK.LEDSMQTNPSTNP 
EPGRLAEWLDPEERQQSLQFGL 
QEATSIGKGGQYYIKGTPHGTK 
ESEQQPSA LDLPSDRA YPN EKE 
PENQLWRLV1KL1KEAPEKGAY 
LNV1KAVYDKPTNGEKLRAFPL 
RTGTK.HRCPLSPLLFNILLEVLA 
RAIRQEKE1KSIQIGKEEVKLSLF 
ADD1I1YLESPKYSSRKLQELIKE 

PC;Tt r \/CT?VPITvT\/l-Tk'Q\/AT I VT\MQ 
r jK.Vol\I LlNVnlVoVALLl lUNo 

NQAENQ1KNSASFTIAAKNKI1C 
YLG1YLTKDAKDGYKENYKTL 
MKE1IDDKNKQKY1P 





— 





— — 









— 







— — 





— — 













4"00 


— 


— 




4355 — 


3l62i 


— 


4301 


77 


1306 




4261 


34629 


A 


4302 


1 


354 




4262 


34630 


A 


4303 


1 


1182 




4263 


34631 


B 


4304 




1995 




4264 


34632 


B 


4305 


1 


1518 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4265 


34633 


A 


4306 


1 


918 


MCPVGPWTHPVVISPVSECIVG1 

DILGSWQNLHIGSLTDITMVHY] 

DDMMLIGSSEQEVANSLDLLV 

RHLHARGCKINPTKIQGTSTSV 

KFLEFQWCGVCQDIPSKWVLE 

QKALQQVQAAVQAALPLEPYD 

PADPMVLEVSVADGVAVWSL 

WQAPIARIHGSRNQGVEVEVSP 

LTNIPSDPLAKFLFPAPSTLCSA 

GLELLVPEGGTLLPGNTTMIPL 

N WK.LRLVPGYFGLLLALSPQA 

KNGVTVLAEVIDPDYQDEITLL 

rmjr.nr.PRVARWTr.npi dui i 

VLPSPMIKVNGKALQHPNPGRT 


4266 


34634 


B 


4307 


1 


1599 




4267 


34635 


B 


4308 


1 


1569 




4268 


34636 


A 


4309 


3 


422 




4269 


34637 


A 


4310 


1 


1089 




4270 


34638 


A 


4311 


2 


549 


LKMTAMQRPMEKRMMNREIIL 
KERLSLTGIDIKILKKRSIMKVE 
SHRGEQISVSSLALQRIKYLG1Q1 
TRDVKDLFKENYKPLLNKLKE 
DTNKWRNVPCPRVGRISIVKM 
AILPK7ILKKKTTLKFIWNQKRA 
HIAKTILSKKNKAGGITLPDFKL 
YYKAT/KTAWCWYQNRDTDQ 
WNRTKPSEI 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4271 


34639 


A 


4312 


371 


3036 


LIAYQPKKVQDQMDSQPNSTR 

VLEVLARA1RQEKEIKGIQLGK/ 

EEVKLSMFADDITAYLENPIVS 

APNLLKLISNFSK/VSGYKINVQ 

KSQAFLYTNKRQTE\Q1MSELPF 

TVASKRIKYLGIKLRRDVKDLF 

KENYKPLLNEIKEDTNKWKNIP 

CSWIGRINIVKMTILPKVIYRFN 

AIPI KLPMTFFA ELEKTTLKFI W 

NQKRAHIAKTILSQKNKAGG1M 

LPDFKLYYKATVTKTAWYWY 

QNRDIDQWNRIEPSEIIPHICKH 

LIFDKPDK.NKKWGKDSLFNKW 

C W EN WL Al C RK.LHLDPFLTPYT 

K1NSRWI KDLN VRHKTIKTLEE 

NLGNTIQDIGMGKDFMTKTPK 

AMATKAKIDKWDLIKLKSFCT 

AKETTIRVNRQPTEWEKIFATY 

SSDKGLISRJYNELKQIYKKK.TN 

NP1KKWAKDMNRHFSKEDIYA 

AKKHMKKCSSSLAIRETLYNDR 

RIGKLTQTCDETAFQPHVCTISR 

PMLSSPYRSSLTEKWSQDFSKP 

PYPFLFHKGYLNPREQDKEVLT 

RAI RQEKERKG 1QLGKEEVKLS 

LFADDMIVYLENP1VSAQNPLK 

VVSNFSKVSGYKISVQKSQAFL 

YTNNRQTESQIMSELPFT1ASKR 

1KYLR1QLTRDVKDLFKENCKP 

LLNEIEEDTNKWKN1PCSW1GRI 

N1VKMAILPKVIYRFNAIPIKLP 

MTFFTVLEKTTLKFIWNQKRAH 


4272 


34640 


B 


4313 


1 


1995 




4273 


34641 


A 


4314 


3 


549 




4274 


34642 


A 


4315 


3 


614 


EAYGQTECTGGCTFTLPGDWT 
S\GQFIN1LEMCLELSPCK.SFSAD 
SARYVLGHVGVPLACNYVKLE 
DVADMNYFTVNNEGEVCIKGT 
NVFKGYLKDPEKTQEAL\DSDG 
WLHTGDIGRWLPDIENHNRLIV 
CTLTNTSWRSHK1IVLKTYQKA 
DDTKTPKETTFQNIMNLFLKEK 
RATAVLIRGGVGETSTDLSKKK 
PAKLLANF 


4275 


34643 


A 


4316 


1 


478 


MKLDLHLSPYTKINSRW1ICDLN 
LRPET1KILED11RKTLLDIGLGK 
DFMIKNPKVNATKTKINKWDLI 
KLKVNFCTAKE1SSREIREPTEW 
EK I FANS ASDKG L1SRI YKELKQ 
IRSTLQLLFGISELPASLFLGFGA 
IMKSKKASLNTSTA1LRQLIW 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4276 


34644 


A 


4317 


1 


1125 


MCHG1GAQIIPSHQTVQLDITAF 
LKTVKKNKHKFYPAFIHILARL 
MNAHPEFRMAMKDGFIENMFF 
VSANPWVSFTSFDLNVANMDN 
FFAPVFTMGKYYTQGDK.VLMP 
L AIGGPLESPDRDGG PLESTNR 
DASPESWSCRKSTPRLVAWVS 
AAKVFIRDKLMERRNRRTGRT 
E KA RI WE V TDRT V RT WI G E A V 
AAAAADGGGFRVDLARRS1RK 
DRNARSQNPVHTEGDMNMNIK 
KIVKQATVLTFTTAFLAGGATQ 
AFAKENNQKAYKETYGVSHIT 
RHDMLQ1PKQQQNEK.YQVPQF 
DQSTI KNIESAKGLDVWDSWPL 
QNADGTVAEYNGYHVVFALA 
GSPKDADDTSIYMFYQK.VGDN 
SID\SWKNAGRVF 


4277 


34645 


B 


4318 


1 


1374 




4278 


34646 


A 


4319 


1 


1293 




4279 


34647 


A 


4320 


1 


1278 




4280 


34648 


A 


4321 


1 


1254 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKEHNQK.AYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKN1ESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTS1YMFYQ 

K.VGDNSIDSWK.NAGRVFKDSD 

KFDANDP1 LKDQTQEWSGSATF 

TSDGK1RLFYTDYSGKJIYGKQS 

LTTAQVNVSKSDDTLKINGV\N 

GYYCEES\LFNKA\YYGGGTNFF 

RKESQKLQQSAKKRDAELANG 

ALGIIELNNDYTLKKVMKPLITS 

MTVTDEIERANVFKMNGKWYL 

FTDSRGSKMTIDG1NSNDIYML 

G YVSN SLTG PY KPLNKTGL VLQ 

MGLDPNDVTFTYSHFAVPQAK 

GNNVVITSYMTNRGFFEDKKA 

TF APSFL MN IKGN KTS V V KNSIL 

EQGQLTVN 


4281 


34649 


A 


4322 


1 


726 




4282 


34650 


A 


4323 


1 


1050 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Mel 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
sequence 




*=Stop codon, /=possible nucleotide 


4283 


34651 


A 


4324 


] 


1 185 


MNMN1KKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYK.ETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQST1KNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTS1YMFYQ 

KVGDNS1DSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGK1RLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDG DGKTYQN VQQFIDEG 

NYTSG DNHTLRDPH YVEDKG H 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAK.KRJDAELANGALGIIELNND 

YTVLKKVMKPLITSN/TVPQAK.G 

NNVVITSYMTNRGFFEDKKATF 

APSFLMNIKGNKTSVVKNS1LE 

QGQLTVN 


4284 


34652 


B 


4325 


1 


867 




4285 


34653 


A 


4326 


1 


495 




4286 


34654 


A 


4327 




1394 


GDlvrNMNIKKIVKQATVLTFTT 
A/LLAGGATQAFAKENNQKAY 
KETYGVSHITRHDMLQIPKQQQ 
NEKYQVPQFDQSTIKNIESAKG 
LDV WDSWPLQN ADGTV AEYN 
GYHVVFALAGSPK.DADDTSIY 
MFYQKVGDNS1DSWKNAGRVF 
KDSDKFDANDP1LKDQTQEWS 
GSATFTSDGKIRLFYTDYSGKH 
YGKQSLTTAQVNVSKSDDTLKI 
NGVEDHK.T1FDGDGKTYQNVQ 
QFI DEGN YTG DPLE AET A VIN H 
KKRKNSPRIVQSNDLTEAAYSL 
SRDQKRMLYLFVDQIRKSDGTL 
QEHDGICEIHVAKYAE1FGLTSA 
EASKDIRQALKSFAGKEVVFYR 
PEEDAGDEKGYESFPWFIKRAH 

CPQT?m VQVUIXIPVI IPPPT^I CXM 

lbrJ>l\uL Y^vnllNrYLirrr lOLl^N 
RFTQFRLSETKEITNPYAMRLY 
ESLCQYRKPDGSGIVSLKJDWII 

CVNEING 


4287 


34655 


B 


4328 


9 


1004 1 




4288 


34656 


A 




1 


768 




4289 


34657 


A 


4330 


1 


1308 


















4291 


34659 


B 


4332 


1 


409 




4292 


34660 


B 


4333 




921 




4293 


34661 


A 


4334 


1 


1026 




4294 


34662 


B 


4335 


1 


945 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codonfor last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


4295 


34663 


A 


4336 


1 


528 


MN MN IKK I VKQ ATVLTFTTA LL 

AGGATQAFAKENNQKAYKETY 

G VSH ITRH DMLQI PKQQQN EK Y 

QVPQFDQSTIKNIESAKGLDVW 

riQwpi nwA nnTU a pvnp.vhv 

vfat a riQPk'n a nr*TCMv\4PV7r* 
Vr ALAtj^rrvlJAL'IJ 1 jlYIVlr r/t,) 

YTDYSGKHYGKQSLDTA\Q*NV 


4296 


34664 


A 


4337 


1 


1701 




4297 


34665 


B 


4338 


97 


1449 




4298 


34666 


A 


4339 


1 


1581 




4299 


34667 


B 


4340 


1 


1539 




4300 


34668 


A 


4341 


87 


1078 


SLPNLDNAAICSSSSSPTRTR*SL 
SEGATQVAFAKEKYPHKHTKKR 
SG VFHITRHDMLQIPKQQQN EK. 
YQVPQFDQSTIKN1ESA KA LD V 
WDSWPLQNADGTVAEYNGYH 
VVFALAGSPKDADDTSIYMFY 
QKVGDNSIDSWKNAGRVFKDS 
DKFDANDPILKDQTQEWSGSA 
TFTSDGK1RLFYTDYSGKHYGK 
QSLTTAQVNVSKSDDTLKINGV 
EDHKTIFDGDGKTYQNVQQF1D 
EGNYT SGDNHTLRDPHY VEDK 

nUk'VPP.Pl CCDCTUfiA CWMDTC 

UHIS. Y KUrLt5r& 1 ri^AcriNr I o 

CVSSLGTLQGFPA PAWLALAHP 

V ri r L IS. H IS. o O u i> IN rsX> o A A I W Kj 1 Is. 

RKPAR 


4301 


34669 


A 


4342 


1 


1344 




4302 


34670 


A 


4343 


1 


1713 




4303 


34671 


A 


4344 




1918 




4304 


34672 


A 


4345 


254 


1118 


RPPAFAKK*PKAYKET/YGVSHI 
TRHDMLQIPKQQQNEKYQVPQ 
FDQST1KN1ESAKGLDVWDSWP 
LQNADGTVAEYNGYHVVFALA 
GSPKDADDTSIYMFYQKVGDN 
SIDSWKNAGRVFKDSDKFDAN 
DPILKDQTQEWSGSATFTSDGK 
IRLFYTDYSGKHYGKQSLTTAQ 
VNVSKSDDTLKINGVEDHKTIF 
DGDGKTYQN VQQF1 DEGN YTS 
GDNHTLRDPHYVGGTSWEPGV 
FSVSCVFFGQQEGV/HG*DEFLD 
FSYWFQGG*ICLYQKAS*QNTT 
SYKRYTGS 
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SEQ ID 

NO: 


SEQ, ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4305 


34673 


A 


4346 


1 


1952 


MN 1VTN 1 K K 1 V KQ AT VLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSH1TRHDMLQIPKQQQNEKY 

QVPQFDQSTI KNI ESAKGLDV W 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGK1RLFYTGSLNSSKTEKY 

QVPHIDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGK1RLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDGDGKTYQNVQQFIDEG 

NYTSGDNHTLRDPHYVEDKGH 

KYLVFQDHTGTEEHPQPQ\ERP 

RTQSFTS A FA ERRECIPN VPA DT 

KLSKIKTLRLATSYIAYLMDLL 

A KDDQNGEA EA FKAEIKKTDV 

KEEKRKKELASKCLDLEQLGAS 

VEPTGNLRTKITKEKPRHTGPPE 

VVVPGCCPHRSRAYKSDKYAH 

TLTVTASQHAPPPPTHMEGFEL 

FHLPDLCSPSQDAQTTG RTQMK 

PDHSPRPSHRVPQAKGNNVVIT 

SYMTNRGFFEDKKATFAPSFLM 

N1KGNKTSVVKNSILEQGQLTV 


4306 


34674 


A 


4347 


1 


1029 




4307 


34675 


A 


4348 


276 


1248 


C V WLGCRG Y Y PKAYKETY\G V 
SHITRHDMLQIPKQQQNEKYQV 
PQFDQSTIKNIESAKGLDVWDS 
WPLQNADGTVAEYNGYHVVF 
ALAGSPKDADDTSIYMFYQKV 
GDNSIDSWKNAGRVFKDSDKF 
D ANDPI LKDQTQE WSG S ATFTS 
DG K1RLF YTDYSG KHYGKQSLT 
TAQQLLQLVQFQEVDTDFDFPE 
EDKKEEFEECLEKFFSTGPARPP 
TKEKVKRRVLIEPGMPLNHIEY 
CNHEIMGKNVYYKHRWVAEH 
YFLLMQYDELQKICYNEFVPSV 
IFLRYKSPG EA AGTCH LKQRRW 
VMPEAAAPVGTGSRYPLTGQL 




34676 


— 


4349 


-j 


242 


MNSIQIPKQQQNEKYQVPQFDQ 
STIKYIESPKELDVWDSWPLQN 
ADGTVAEYNGYHVAFALAG/S 
PKDADDTSIYMFYQKI 


4309 


34677 


B 


4350 


1 


2198 
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SEQ1D 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4310 


34678 


A 


4351 




2796 




4311 


34679 


A 


4352 


2047 


3531 




4312 


34680 


A 


4353 


1 


3336 




4313 


34681 


A 


4354 


1 


1409 


MKRAPV I PKHTLNTQPVEDTSL 

STPAAPMVDSLIARVGVMARG 

NAITLPVCGRDVKFTLEVLRGD 

SVEKTSRVWSGNERDQELLTE 

DALDDLIPSFLLTGQQTPAFGR 

RVSGVIE1ADGSRRRKAAALTE 

SDYRVLVGELDDEQMAALSRL 

GG ATQ A FA K ENNQKAA YKETY 

GVSH1TRI1DMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGK.IRLFYTDYSGFCHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKT1FDGDGKTYQNVQQFIDGY 

LLt.rL'uuAL^lNr^KY IUIIy|nVn 

RIGM AERM WCDRNRERHTVSS 
SGGNRLPNPGPDRSVRHFPDPR 
FLCPSCATVTPLHELIANKYLSG 
KIGAKKLRKLLIKHVD 


4314 


34682 


A 


4355 


1 


2316 




4315 


34683 


A 


4356 


93 


924 


AQTDAAEKSVSIAQLFQACLS1F 

SSGDV/AGGATQAFAKENNQK 

AYKETYGVSH1TRHDMLQIPKQ 

QQNEKYQVPQFDQST1K.NIESA 

KGLDV WDSWPLQN ADGTV AE 

YNGYHVVFALAGSPKDADDTS 

IYMFYQK.VGDNSIDSWKNAGR 

VFKDSDKFDANDPILKDQTQE 

WSGSATFTSDGKIRLFYTDYSG 

KHYGKQSLTTAQVNVSKSNDT 

LK1NGVGKYKTIFDGDGKTYQT 

VQQFIDEGNYTSGGHHTL\KDP 

SYNPPLDLSGGNSGYQSQET 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 




Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 


4316 


34684 


A 

— 


4357 




3118 


MNMN1K.K1VKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDGDGK.TYQNVQQFIDEG 

NYTSGDNHTL\RDP\HYVENKG 

HKYLGFETNTGTENGYQGEESL 

FNKAYYGGGTNFFRKESQKLQ 

QSAKKRDAELANGALGIIELNN 

DYTLKKVMKPL1TSNTVTDE1E 

RANVFKMNGKWYLFTDSRGSK 

MT1DG1NSNDIYMLGSDESPND 

FGNRHLHKERLAVYRWHASFI 

CSGNTMPIVLVDWSD1REQKRL 

MVLRASVALHGRSVTLYEKAF 

PLSEQCSKKAHDQFLADLASIL 

PSNTTPL1VSDAGFKVPWYKSV 

EKLGWYWLSRVRGKVQYADL 

GAENWKP1SNLHDMSSSHSKTL 

GYKRLTKSNPISCQILLYKSRSK 

GRKNQRSTRTHCHHPSPKIYSA 

SAKEPWVLATNLPVEIRTPKQL 

VNI YSKRMQ1 EETFRDLKSPA Y 

GLGLRHSRTSSSERFD1MLLIAL 

MLQLTC WLAG VH AQK.Q 


4317 — 


34681 




4358 


-j 


7326 




4318 — 


3468(3 


— 


4359 


2140 


4390 




4319 — 


34687 


— 


43~60 




7271 




4320 — 


34681 




4561 




jMi 




4321 


34689 


— 


43~62 


— 






4322 — 


34690 


— 


4363 




4726 




4323 


34691 


B 


4364 




3688 




4324 


34692 


A 


4365 




1401 




4325 


34693 


A 


4366 




1932 




4326 


34694 


A 


4367 




1407 




4327 


34695 


A 


4368 




1491 




4328 


34696 


B 


4369 




855 





479 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4329 


34697 


A 


4370 


137 


1014 


ASEGKQMLRDFVTTRSALKELL 
KRALNMARNNQYQPLQKHAK 
L*RPSML*RNC1N*QPGRDT/TN 
KKENFRPISLMNIDAKILNKILA 
N RIQQI IIKKL1HNDQ VGFIPG M 
QGWFNIHKSINIIHHIKRTNDKN 
HMI1SIDAEKAFNKIQQPFMLKT 
LNKLGIDGTYLK1IRAIYDRPTA 
NVILNGQKLEAFPFKTGTRQGC 
PLSPLLFNIVLK.VLARAIRQETEI 
K.G1QLAKEEVKLSLFADDMIVY 
LENPI1SAQNLLKLISNFSK/VSG 
YK1NVQKSQAFLYTINRQTESQI 


4330 


34698 


A 


4371 


3 


1234 




4331 


34699 


A 


4372 




2850 


MGMGPAKPGMGGNLLVCWLQ 

RPWEKRSIWAEVYRSSRYSHS 

WLPLSRKGCDFSGTCRQTLSIL 

TQPLRQWGLEGIK.KPNSWIISEE 

SVSNGGPPLL1PRQTASGVDLQ 

QTPTDLQLRVLTVRRKTNKQK. 

G1ASTSTKRTSTPKPHLYVTI1K. 

Uy^ol liVr^KWUivINiACI\.LrvlLl\.l 

RVALSLQRNAAPHQQWNKAG 
RRMSLMSSQKKASEVIESQMN 
EIKGEEKFREKRVKRNEQSLQEI 
WDYVKRPDLRLIGVPD 


4332 


34700 


B 


4373 


16 


701 




4333 


34701 


B 


4374 


1 


3743 




4334 


34702 


A 


4375 


227 


686 . 


K.VMLAEYPVFAQLTLTLPPSSA 
SWEPSRGPGPRGIRGSCPEWLA 

cr. pr.\ k a Apr.AnvPPPA accphp 
&Uru\l\AArU/\UV rrrAASrrUr 

PPRLRAPALAVSRGLRRELPSG 
LDWTHCLRTLPSL1VQILQQAA 
LLGLPPAYSDQLQRAGQLHFYS 
GLIKISLVLTTRLSFWGTTE 


4335 


34703 


A 


4376 


216 


644 


VTYSKEKECGEVADSVAKTAL 
EKDGAPRTGDPRPNLGADPPRS 
LVSSAGPQAVRPVKPARQFPPQ 
PPRYSQGPARAAGEEGRGMRPP 
GAGRRLPGPPLPGPEASHSGQL 
PLM/PPGPGPRLGSQEPVSLSRY 
LQTQARMPGPRP 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4336 


34704 


A 


4377 


18 


1023 


QIQHSPLVSPLPSLPPQPLVAEE 

EPPVA/PWPRRLLPATSTSH/PSH 

PLTEPVPPT\SGRGCCLWTKRQ 

QKMCRTTYTSVGRK/CTFPIDS 

GALRLSDGEMRALQTPTGPQST 

VEGHTHLQSL/PHHDRVTATPG 

TEPGLRAAGNRRIFYPGP/VTSQ 

VQPQLLCG YGNASRTPA A LTPG 

PAPPTQASLPNCG1CPHLQMGR 

PTSPC/PPEGGHPSSSLYISLSPPP 

PSAPALRLPPPLP\SAPTAPAL/P/ 

PAAPSAPALRLLRPLPCCSFRPR 

PAAPSAPAPRLLPPLLVCSFRPC 

PAAPSAPAGLLLPPLLCCSGLSP 

RLCCPHSSCSSDPPRLQRKADSS 


4337 


34705 


R 


4378 


1 


984 




4338 


34706 


A 


4379 


332 


847 


VKLLLQDKEIC1LCQKTVYPME 
CLVADKQNFHKSCFVRCHHCNS 
KLSLGNYASLHGQIYCKPHFKP 
TFQNPKGNYDEGFGHKAVHKD 
RWNWQKPKADSVDFIPNEEPN 
MCKNIAENTLVPGDRNEHLDA 
GNSEGQRNDLRKLGERGKLKV 
IWPPSKEIPKKTLPFEEF.LKMSK 


4339 


34707 


A 


4380 


305 


505 


GNLERMLNLGMVK.QQKLPAIM 
KTQVLML*AINVPAKPLFPQSG 
GAVRTTHGGKSRLKETGATSD 


4340 


34708 


A 


4381 


56 


260 


1VKTQS1DG/MGNLR1TEKGLKL 
EGDS/EFLQPLYAKEIQSRPGLG 
TQEQSCQTLSSCSSRGQQQHAE 


4341 


34709 


A 


4382 


137 


920 




4342 


34710 


A 


4383 


532 


1680 


llttrtsfrsenhrhvglllvm 

tdntrdkeyfgdeskreneekt 

veksigekqatltthaniitirh 

cvkpepdfsdhlnlllgradit 

geema aqrssveklangn i al 

vdslrsrsleegdsdphkrlsg 

aqdikttveeviadvve1arele 

levepedvteflqahektltdv 

elflineqikwflemkstpred 

aviiaetitkvleydinlvtkqq 

qgmrqltp1lkevllwvkchq 

talhatekpfikgrinpcgk1ht 

clnlrncgqllireeeeedk.ee 

eeqyeekeeeeeeeeeeeeeeee 

eeeeeeeeeeeeeeedeeeedke 

deeedkekeeeednkeeeeeed 

ke k eeeedkeyek edkeeeedk 



WO 01/075067 



PCT7US01/08631 



SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=p»ssible nucleotide 


4343 


3471 1 


A 


4384 


3 


495 


EDTGTFRIY\ESAGAVKKARGF 
LEFVEDFIQVSKNLIGKVIGKNG 
KVIQEIVDK.SDMVPVRIEGDSE 
NKLPREDKDDRDSRHQRDSRR 
CPGGRCRSVSGRRGRGGPRGG 
KSSISSVPKDPDSNPYSVLDN/T 
ESDQTADTDASKSHHSTNRHTR 
SRRRRTDEDAVL 


4344 


34712 


A 


4385 


1 


550 


TESERKDELSDWSLAGEDDRDS 
RHQRDSRRRPGGRGRSVSGGR 
GRGGPRGGKSSISSVLK.DPDSN 
PYSLLDNTESDQTADTDASESH 
HSTNRRRRSRRRRTDEDAVLM 
DGMTAESDTASVNENGLAAKDV 
1 EEHGPSEKA ING PT\S ASG\DDIS 
KLQRTPGERKRLIP*KKENTQE 
AAVLNGVS 


4345 


34713 


A 


4386 


1 


2063 


MAELTVEVRGSNGAFYKGFIK 

DVHEDSLTVVFENNWQPERQV 

PFNEVRLPPPPDIKKEISEGDEV 

EVYSRANDQEPCGWWLAKVR 

MMKGEFYVIEYAACDATYNEI 

VTFERLRPVNQNKTVKKNTFFK 

CTVDVPEDLREACANENAHKD 

FKKAVGACRJFYHPETTQLMIL 

SASEATVKRVNILSDMHLRS1R 

TKLMLMSRNEEATKHLECTKQ 

LAAAFHEEFVVREDLMGLA1GT 

HGSNIQQARKVPGVTAIELDED 

TGTFRIYGESADAVKKARGFLE 

FVEDFIQVPRNLVGKVIGKNGK 

VIQEIVDKSGVVRVRJEGDNEN 

KLPREDGMVPFVFVGTKESIGN 

VQVLLEYH1AYLKEVEQLRME 

RLQ1DEQLRQIGMGFRPSSTRGP 

EKEKGYATDESTVSSVQGSRSY 

SGRGRGRRGPNYTSGYGTNSEL 

SNPSETESERKDELSDWSLAGE 

DDRDSRHQRDSRRRPGGRGRS 

VSGGRGRGGPRGGKSSISSVQY 

RSNI HNCSTLKRIFLASDMN 1 VL 

KDPDSNPYSLLDNTESDQTADT 

DASESHHSTNRRRRSRRRRTDE 

DAVLMDGMTESDTASVNENGL 

DDSEKKPQRRNRSRRRRFRGQ 

AE\DRQPAIDFIYKEVEKVVSL 

WQAKDVIEEHGPSEKAINGPTS 

ASGDD1SKLQRTPGEEKINTLKE 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Linknown, 
*=Stop codon, /=possible nucleotide 


4346 


34714 


A 


4387 


1 


1882 


CGSNMADVTVEVRGSNGAFYK 

GFIKDVHEDSLTVVFENNWQPE 

RQVPFNEVRLPPPPDIKKEISEG 

DEVEVYSRANDQEPCGWWLA 

KVRMMKGEFYV1EYAACDATY 

NEIVTFERLRPVNQNKTVKKNT 

FFKCTVDVPEDLREACANENA 

HKDFKKAVGACR1FYHPETTQL 

MILSASEATVKRVNILSDMHLR 

SIRTKLMLMSRNEEATKHLECT 

KQLAAAFHEEFVVREDLMGLA 

1GTHGSNIQQARK.VPGVTAIEL 

DEDTGTFRIYGESADAVKKAR 

GFLEFVEDFIQVPRNLVGKVIG 

KNGKVIQE1VDKSGVVRVRJEG 

DNENKLPREDGMVPFVFVGTK 

ESIGNVQVLLEYH1AYLKEVEQ 

LRMERLQIDEQLRQ1GSRSYSG 

RGRGRRGPNYTSGYGTNSELSN 

PSETESERKDELSDWSLAGEDN 

RDSRHQRDSRRRPGGRGRSVSG 

GRGRGGPR\GGKSSISSVLKDPD 

SNPYSLLDNTAESDQTADTDASE 

SHHSTNRRRR/SIRRRRTD\EDA 

VLMNGMTESDTASVNENGLVT 

VADYISRAESQSRQRNLPRETL 

AKNKKEMAKDV1EEHGPSEKAI 

NGPTSASGDD1SKLQRTPGEEKI 

NTLKEENTQEAAVLNGVS 


4347 


34715 


A 


4388 


2 


421 


PRVRDSDTEDDSEAEHFESFIHP 
TAMMFTSTINLLQTLCLSAGVH 
AE1MQSEATKTLCGLL\KSSPNR 
LVYREQHRSWCTLGFVQSIALT 
LQVCGALSSLQWrTLLMKVVE 
GHAPFTATSLQRQ1LAVHLLQA 
VLPSWDK 


4348 


34716 


A 


4389 


269 


417 


DLNCKVGSCFEVYSS*KQGIN*I 
KLGDSKT*P*LSGPTSENLKNSS 
LAE 


4349 


34717 


A 


4390 


1 


516 




4350 


34718 


C 


4391 


1 


1527 





483 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4351 


34719 


A 


4392 


200 


1267 


TFSKASRGGNPHSMTKAPSDFR 
KARQTGIPGCSQLGSRYSLEPE 
QSALRLVCIQKLQESSTTCEDFF 
CPLCGRAWAVSTPLTDSPSPGH 
QPAVK*LGLVPFSDTHHPLPFQ 
VLSTDDTSSSSSCSSSCSASSSSP 
/SLLLLLLFLLLLLLLLMLLLKL 
FLLLLLFLL/RPPASPPLLPPALS 
PPL/HCSSSPSAPPASPPPAPPPPP 
APPPSPPPAPPPSAPSSPA PLPPA 
PASPPFSCSSSSCSSSCSSSSFSSC 
SSLSSSAQAEGSLRAPRESSPSL 
DPSAPQRVKVVPPQ AGSGI IRA 
GGALENRPRGKKPWLHFRPGL 
RSRLPA RSLRSRPAPTRWRLRSS 
GRFTGAATATATART 


4352 


34720 


A 


4393 




2607 


MMGHSSAIPLTATPGELKGQSP 

TKMPDPELGCQGAKSQGCSRN 

ARHQKARSMPLQDQHLALAIL 

LELAVQRGTLSQMLSA1LLLLQ 

LWDSRAQETDNERSAQGTSTL 

LLSLLQTFQS1ICSKDTPPSEGN 

MHLLSGPLSPSESFLRESFFTVQ 

NCRNNEEVTLICKADLENHNK 

DGGFWIVIDEKVYDIKDFQTQS 

LTGNSILAQFAGENPVVALEAA 

FEFEVTRESMHAFCVGQYLEVR 

LYALSDAEDGRG\TL*WLQSSIF 

SG/GLQTSQIHYSYNEEKDEDH 

CS/SPVGTPASKSRVCSHRWALG 

DHSQAFLQAIADNN1QDHNVKT 

HQEQGRSYKEVCTPVIERLRFL 

SNELRPAVGNDLSIISEFKLLSSL 

PRWRRI AQKI IRERRKKRIPKKP 

ESTADEEK1GNEESDLEEACILP 

HSP1NVDKRP1AIKSPKT1TSENP 

LGPSLGSIPQARFLLMMLSMLT 

LQHSANNLDLLLNSGTLALTQT 

ALRLIGPSCDNVEEDMNASAQ 

GVSATVLEATRKETAPVHLPVS 

GPELAATMKIGTRVMRGVDW 

KWGDQDGPPPGLGRV1GELGE 

DGWIRVQWGTGSTNSYRMGK 

EGKYDLKLAELPAAAQPSAEDS 

DTEDDSASPNRLVYREQHRSW 

CM LGFVRSIALTPQVCG ALSSP 

QWITLLMKVMKGHAPFPAASL 

QRQRWVAVSLPHALVKSGTVP 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4353 


34721 


A 


4394 


266 


1110 


WARGGCARNALASGNA1QGGK 
CNPGLFPPSPNRLVYREQHRSW 
CMLGFVRS1ALTPQVCGALSSP 
QWITLLMKVMKGHAPFPAASL 
QRQLCPE/HTSCPVLKDFCKSVI 
TDVACSSLISTLLVFWGGLLHT 
HKEASESWREAKSTSYVAAAR 
ENEEDAKAEPPTPGIKPSDLVRL 
IH YQENSMGETAPM1QIISHWV 
PPTTHGIYGSTIQDEIRVGVSYP 
GHTDARGFQLLLVSGDFSIPYW 
SLSSAYTSVNSSFVESLQSNLLK 
G1LLPATIMTDPRTTGHQ 


4354 


34722 


A 


4395 


1 


734 


MVQLSGKRILNSPYLELRCHQN 
MDHLGWVIKKSLNRSEVSWVP 
GLEFPWGPKPFREVIAGPLLRN 
NGQSLESSSLEGSHVGVYFSAH 
WCPPCRSLTRVLVESYRKIKEA 
GQNF\EIIFVSADRSEESFKQYFS 
EMPWLAVPYTDEARRSRLNRL 
YG1QAHLFLTANAEDFDTTVQV 
NKIILITYRQNENSLSSLKTGET 
EAQGRLQGSPSNVRGHDPDRH 
AIPLSVNRWNPSKSSPSPAVWS 


4355 


34723 


A 


4396 


195 


1071 


LHEFDSSRDLTSGLGGARTHRR 
LGG PSDAPRGLPAPPPA PPVRPG 
/PRSPGPSAGTAR/DAPRPSVQM 
RAQRPARGSTKDLIETCCAAGQ 
QWAIDN DECLE1PESGTEDN VC 
RTAQRHCCVSYLQEKSCMAGV 
LGAKEGETCGAEDNDSCGISLY 
KASLTCGLQG RC LNPQQ ASMG 
LFSYDVQSSKKINRSIQEKLGG 

riU V LAA 1 ruOUMKINLuKLKKct 

GQRRGGTDRCEAVLTGLFTRA 
LIREQMGDPHPLDHTGQLAKPL 
EVEKTPARWKYLDTNGEKEEP 
ELRTQCPSLYED 


4356 


34724 


A 


4397 


1 


520 


M MGEKAEKPDTKEKKPKAKK 
ADAGGKRNCRYSRSAMYSRKT 
TSRKKYSAAKSKVEKKKKFLA 
TVTKPVGVDKNSGTQVVKLHK 
MPRYYPTEDVPLKLLSHG/KKK 
PFSQHR/RRV VFLKQL V/SGTG P 
LVLNQVPLRRTHQKFVIATSTKI 
GSSNVKIAKRLTGAYFKKVWK 
PKHQE 


4357 


34725 


C 


4398 


67 


243 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4358 


34726 


A 


4399 




333 


QRSCIENILRAC/VGLPPQNHML 
LEHKM\DAKRVGPVAATYPML 
NKKGPVPAATNGCTGDANGHL 
QEEPPMPTT*GPGHTVSRLFLPA 
APHDPTLKAPTNNSAATQPSKN 
KKK 


4359 


34727 


A 


4400 


587 


1013 


GAASAGRGPGPRAPGLWGRGP 
AAAGASLVPTDHVHLSYNHLG 
NNDGENLSAP/SQFRSKEVSKS 

IN V V UD/lvl V V^MNr V L. I IrUCfcrlJ 

HATRCWPHPSAGPSAADRAVP 
ARPAGAPATEPHAPGTQNGAP 
GPSLKRVGPVAATYPI 


4360 


34728 


A 


4401 


2 


334 




4361 


34729 


B 


4402 


257 


975 




4362 


34730 


A 


4403 


30 


365 


EEAETVLVGQLKQLSSCLAVH 
KYRPETKQEK.KQRLLARAEKK 
AAGKGDVPTKRPPVLRAGVNT 
VTTLVENKKAQLV\CRKMGVP 
YCI 1 KGKARLGRL VHRKTCTTV 
AFTQVN 


4363 


34731 


C 


4404 


62 


217 




4364 


34732 


A 


4405 


2 


69 




4365 


34733 


A 


4406 


1 


951 


GTRPKMPKGK.KAKGKKVAPAP 

AVVKKQEGFRKKW*IPWFEK.R 

P\KNFG1GQD1QPQKRPPPLL*K. 

WPRQYQACSGQRAILYKR\LKV 

PPAMKPVSPRALD\RQT\ATQLA 

*AVAHKVQTQRQKQEKKQRL\ 

LARADEEGCLAKGDVPNERDP 

PVPSSQEFNPVSPPLVKEQEKLK 

LVVN WHTDV\DPH PSL VCLPC/ 

LCPAPVS*KMGGPFTC1IQGKRA 

RLWDRLVPQERPCTTCPPFTAQV 

N\SEDKVRLLAKAGLEA1QGP1Y 

N * PDTM E I RPSLG VGNVLG\PKS 

VAR1\AKARNRHKAKETATHTG 

LNVTLLSFLYYKNN 



486 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4366 


34734 


A 


4407 




1392 


mpdvseeqkesvctgsmmr.ee 
essrkgkvrtagakssssdrvp 
rlnqeeveslnrp1tgaeiva11n 
slptkkspapdgftaefyqrirj 
qqpiiriqqp1k.kliqhdkvgfip 
gmqgwfnicksinviqhinrtk. 
eknhmiisidaekpfdkiqqcfm 
lktlnklgidgtylkiiraiyhk 
ptaniilngqkleafplktgtrq 
gcplspllfnivlevlarairqe 
ke1kgiqlgkeevklslfaddm 
iiylenptvsaqnllklisnfsk 
vsgykinvqksqaflytnnrq 
tesqimselpftiaskrikhlgiq 
ltrdvkdlfkenykpllneike 
dtkkwknipcswagrisimicm 

AILPKVIYRFN AIPIKLPMTFFTE 
LEKTTLKF1RNQKRAH1AKSILS 
QKNKAGG1TLPDFKLYYKATV 
TKTAWYWYQNRDIDQCTRTQP 
\SEITPHIYNYL1F 


4367 


34735 


A 


4408 


1 


1947 


MALRRLSHDVSGALLLANGES 

TGNSGGSSGSSPSGGATSGSSQ 

TSISGDVVEACCSVLSMVCADP 

VYKVYVAAL\QCMLLVTLEDPS 

SHFTRMRRRLM/AYADEVE1AE 

A1QLGVEDTLDGQQDSF\CRHL 

FPTTIWKPQRTVP/LECTIHLEK.T 

GKGLCATKLSASSEDISERLASI 

SVGPSSSTTTTTTTEQPKPMVQ 

TKGRPHSQCLNSSPLSHHSQLM 

FPALSTPSSSTPSVPAGTATDVS 

KHRLQGF1PCR1PSASPQTQRKF 

SLQFHRNCPENKDSDKLSPVFT 

QSRPLPSSN1HRPK.PSRPTPGNTS 

KQGDPSKNSMTLDLNSSSKCD 

DSFGCSSNSS/NCCYTASDETVFT 

PVEEKCRLDVNTELNSSIEDLLE 

ASMPSSDTTVTFKSEVAVLSPE 

KAENDDTY1CDDVNHNQKCKE 

KMEAEEEEALAIAMAMSASQD 

ALP1VPQLQVENGEDIIIIQQDM 

TFFRH 1 1 PPIQ Wl YKKESANLLID 

STGQRLRIADFGAAARLASKGT 

GAGEFQGQLLGT1AFMAPEVLR 

GQQYGRSCDVWSVGCAIIEMA 

CAKPPWNAEKHSNHLALIFKKL 

LDFANTACDGDKESEVEDVET 

DSGNSPEDLRKEIMIGLQYQAEI 

PPYLGEYDGNEKDSPQPKKMT 

GVQNAKEVLST 
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WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4368 


34736 


A 


4409 


1 


4485 




4369 


34737 


A 


4410 


2 


927 


IDHMIGHKASLNKFKKIE11SSTL 

SGHNGIKLEINSKRDLQNHANT 

RK\LNNLLLNEHWVKNE1KMEI 

LKFFELNDHNDTTYQNLWDTA 

KATF\LLRGKFTALNAYIKKTER 

AQTDILRSHVKELEKQEQTKPK 

PSRRKEITKIREELNEMETNKK 

KIQKINETKSRFFEQINK1DRSLA 

RLAK1CRREKIQ1TSIRNKTGDTT 

TDTTEIQKIIQGYYEHLYAHKLE 

NLEEMDKFLEKYNPPSLNQEEL 

DTLN RTI TSNKIEM VI K KLPTKK. 

KSPGPNGFTAEFYQTFKAEELVP 

ILSILVHKTEKEGTLP 


4370 


34738 


A 


4411 


405 


517 




4371 


34739 


A 

— 


4412 


1 




1197 

— 


MEISELNAKLRSQEKEKQNEIIK 

LQLEKLQHFQEEKN KE1A1LRN 

TIRDLEQRLSVGKDSHLKRENE 

QLK1SADLIKEKLKSHEQEYK.N 

N1AKLVSEMKIKEEGYKKEISK 

LYQDMQRKGRIKVTCEWTCSE 

RKTEGREPGPVREPTGRSQSAE 

NEGSKTLAE1NTKGTQSPAER1N 

KIDRLLARLTNKRREKVQ1SSIR 

NKTGD1RTDTTEK.QKFMQGYH 

EHLYMHKLENLKEMDKFLEIY 

SPPRLKREDI ETLSRPIT1 SDIEM 

K.NLKIPPKLPELINKFSKVSRYK 

1NVHKLVALLYANSDQTDNQ1K 

NSTHFTIVAKK\YLGIYLTKDM 

KDLHKENSK7PLLKEIIDDT1KW 

KHIPCSWMSTTNIVKMTILPKTI 

YKFNAIIIK1PPSFFAERKKQS 




437 


— — 

47 




4413 






1VI IQRKRA SI G APC A WV RKKEE 
EEEEEEEEEEEEEEEEEEEEEVK 
KKKKKKKERTTWLWGNPLT 


4373 


34741 


A 


4414 


303 


429 




4374 


34742 


A 


4415 


123 


252 




4375 


34743 


A 


4416 


1 


156 




4376 


34744 


A 


4417 


3 


351 


EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEE\KEEEEEEEEEEEEGEEEE 
LGRLHGGSGKVRGLGFTENQQ 
GSTNRQHQREDNRKSK.QKKIN 
NTKPEATESLIVNGIT1TAPA 


4377 


34745 


— 


4478 





192 




4378 


34746 


A 


4419 




259 




4379 


34747 


A 


4420 




279 




4380 


34748 


B 


4421 


1 


708 




4381 


34749 


A 


4422 


3 


269 





488 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4382 


34750 


A 


4423 


1 


322 


MAGK.QGRSEGASSWRLSSVLQ 
LNSQYFLQGAQQCTFLAATAW 
K.KRKEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEE\KKKKKKKK 
KKKKKKKKKKKKKKKKKKKK 
KKKKKKKKKKKKKKKKKKKK 
KKKKKKENPFSCF 


4383 


34751 


B 


4424 


327 


674 




4384 


34752 


A 


4425 


494 


960 


TRF Y DHA LHL I HRKGSTT VRSP 
PPLYFIGESKASALLAISLRWSG 
RSQ PRS S V NQI RJCA WG FR PRKG 
TEE/DERSGCPSDALESDDPMA 
Y I HFTAEGEVTFKSILFVPTSAP 
RGLFDEYGSKKSDYIKLYVRRV 
FITDDFHDMMPKYLNFVKGVV 


4385 


34753 


A 


4426 


1 


2539 


VGGPRG WRCEDPNPGVGGGGG 

SCDRRGLETHRPHAMRALWVL 

GLCCVLLTFGSVRADDEVDVD 

GTVEEDLGKSREGSRTDDEVV 

QREEEAIQLDGLNASQIRELRE 

KSEKFAFQAEVNRMMKLIINSL 

YKNKEIFLREL1SNASDALDKIR 

LISLTDENALSGNEELTVKIKCD 

KEKNLLHVTDTGVGMTREELV 

KNLGTIAKSGTSEFLNKMTEAQ 

EDGQSTSELIGQFGVGFYSAFL 

VADKVIVTSKHNNDTQH1WES 

DSNEFSV1ADPRGNTLGRGTTIT 

LVLKEEASDYLELDTIKNLVKK 

YSQFINFPIYVWSSKTETVEEPM 

EEEEAAKEEKEESDDEAAVEEE 

EEEKKPKTNKKVEKTVWDWEL 

MNDIKPI WQRPSKE VEEDEYKA 

FYKSFSKESDDPMAYIHFTAEG 

EVTFK\SILFVPTSAPRG\LFD\DY 

GSKK\SDYIKLYV\RR\VFITD\DF 

HDMMPKYLNFVKGVVDSDDL 

PLNVSRETLQQHKLLKVIRKKL 

VP*NRWDMIKKI/SLDDKYNDT 

FW\KEFGYQHSSLVVIEGPLRIR 

TRLAKLLR\FQSSHHPTD\ITSLD 

QYVERMKEKQDKIYFMAGSSK 

KEAESSPFVERLLKKGYEVIYL 

TEPVDEYCIQALPEFDGKRFQN 

VAKEGVKFDESEKTKESREAVE 

KEFEPLLNWMKDKALKDKIEK 

AVVSQRLTESPCALVASQYGW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4386 


34754 


A 


4427 




622 


PARAALG1LTSHQSGFLKTSTSK 
IT\STAWKN\KDITMQSTK.QYAC 
LHDLTNKGIGEEIDNEHPWTKP 
VSSENFT\SP\YVWMLDAEDLA 
DIEDTVEWR! IRN VESLC VMET 
ASNFSCS\TSGCFSKD1VG\LRTS\ 
ACWQQHCASPAFAYCG\HSFCC 
TGTALRTMSSLPESSAMW*KKP 
ARTRLPRGKDLIYFGSEKSDQE 
TGTLLLPVSS 


4387 


34755 


A 


4428 


2 


1421 


QHCSQKDTAELLRGLSLWNHA 
EERQKFFKYSVDEKSDKEAEVS 
EHSTGITHLPPEVMLSIFSYLNP 
QELCRCSQVSMKWSQLTKTGS 
LWKHLYPVHWARGDWYSGPA 
TEL\DT\EPDDEWVKNR\KDESR 
AFHEWDEDAD1DESEESAEESI 
AIS1AQMEKRLLHGL1H\NVLPY 
VGTSVKTLVLAYSSAVSSKMV 
RQILELCPNLEHLDLTQTDISDS 
AFDSWSWLGCCQSLRHLDLSG 
CEK1TDVALEK1SRALGNSGHL 
HQSGFLKTSTSKITSTAWKNKD 
ITMQSTKQYACLHDLTNKGIGE 
EIDNEHPWTKPVSSENFTSPYV 
WMLDAEDLADIEDTVEWRHR 
NVESLCVMETASNFSCSTSGCF 
xjuRDu/cnwFvrrni wvAifni ire 
KLbAr 1 KUrLrMMrvtctltlVryr 
MLlvlfc. Y r 1 Y LcLrvi-'lrvrvlv V lAv^ 

HCSQKDTAELLRGLSLWNHAE 
ERQKFFKYSVDEKSDKEAEVS 


4388 


34756 


B 


4429 


70 


348 




4389 


34757 


A 


4430 


2 


371 




4390 


34758 


A 


4431 


] 


907 


MGHRINIVCKIDAPCARQTRTF 
HPVVKTVEDCGRYPSVIEFGKY 
EIQTWYSSPYPQEYARNLAKEG 
KMGEREMSFVQQLQPMSGRCS 
LF\RELSSCTYLLNTQPP/AVSIH 
FLAVWIILLVDGNMSKIYCQNL 
CLLAKLFLDHKTLYYDVEPFLF 
YVLTKNDEKGCHLVGYFSK.WT 
VLQGQWQVQG1AHFSRALTYL1 
CFSFPQEKLCQQK.YNVSCIMIM 
PQHQRQGFGRFLIDFISFPRLT1G 
ASFTQLRKQSMSNSTVEIPLLGD 
NGKSSPTFHWQSLTSSPNAHFS 
LEAQLSILGHLFQSP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 




Amino acid sequence ( X=l)nkrio\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4391 


34759 


A 


4432 


1 


3468 


MGKKQNRKTGNSKNQSASPPP 
KERSSSPATEQSWMENDFDELR 
EEGFRLSNYSELPEDIQTKGKE 
VENFEKNLEEC1TRITNK.RNFKP 
TKIKRDKEGHYIMVKGS1QQEE 
LTILNIYAPTGAPRFIKQVLSDR 
QRDLDFHTLIMGDFNTPLSTLD 
RSTRQKVNKDTQELNSALHQA 
DLIDIYRTLHSKSTEYRFFSAPH 
HTYSKIDHLLGSKAFLSK.CK.RT 
E1ITNYLSDHSAIKLELRIKNLTQ 
NRSTTWKLNN 


4392 


34760 


A 


4433 


3 


1900 


FNKCMTLKFRLKNFSRINKIDTP 

LARLIKKKREKNRIDTIKNDKG 

D1TSNPTE1QSTIREYYKHLYTN 

KLENLEEMDKFLDTYTLPRLNQ 

EEVESLNRPITGSEIMAirNSLPT 

KKSPGPDGFTAK.FYQRYKEELV 

PFLLKLFQS1EKEGILPNSFYEAS 

IILIPKPGRDTTKNENFRPISLMN 

IDAKILNK1LANRJQQHIKKLIH 

HDQVGF1PGMQGWFNIRKSINV 

1QHISRTKDK.NHM1IS1DAEKAF 

DKIQQPFMLKTLNKLGVIK.YLGI 

QLTRDVKDLFKERS/YEPLLNEI 

KEDTNKWKNIPCSWVGRINIVK 

MAILPKVIYRFNAIPIKLPMTFF 

TELEKTTLKF1WNQKRALIAKS1 

LSQKN KAGG 1TLPDFKL Y YKAT 

VTKTAWYWYQNRD1DQWNRT 

EPSE1TLH1YNYLIFDKPEKNKQ 

WGKDSLFN K WC WENWLAICR 

KLKLDPFLTPYTKINSRWIKDL 

NVRPKTIKTLEENLGITIQDIGM 

GKDYMSKTPKAMATKAKIDK 

WDLIKLKSFCTAKETTIRVNRQ 

r 1 K.Wt,IS.Ir A 1 T ooUrvvjLloKl Y IN 

ELKQIYKKKTNNPIKKWVKDM 
NRHFSKEDIYAAKKHMKKCSP 
SLAIREMQIKTTMRYHLTPVRM 
AIIKKSGNN 


4393 


34761 


A 


4434 


2 


1932 
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SEQID 

NO: 


SEQID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4394 


34762 


A 


4435 




2571 


MKAEIKMFFETNENKDTTYQN 

LWNTFKAMCRG KFIALNAHKR 

KQERSNTDTLTSQLKELKKQEQ 

THSKPSRRQEITKIRAEMKEIET 

QKTLQKIKESRTWFFEKINKIDR 

LL ARLTKKKREKNQID A 1 KNDK 

GDITTDPTEI QTTI REY YKHL Y A 

NKLENLEEMDKFLDTYTLPRLN 

QEE VESLNRPITG SEIEA I INSLP 

T/KKCPGPDGFTAEFYRRKRGM 

LPNSFYEASIILIPKPGTDTTKKE 

NFRPISLMNIDVKILNKILANRI 

QQHIKKLIHHDQVGFIPGMQG 

WFNIRKSINIIQHINRAKDKNH 

M11SIDAEKAFDKIQQCFMLKTL 

nklgidgtylkiiraiydk.pt AN 

IILNGQKLEVFPLKTGTRQGCPL 

SPLLFNIVLEVLARAIRQEKE1K 

GIQLGNEEVKLSLFADDMIVYL 

ENPIISAPNLLKLINNFSKGSAY 

KIKVQKSQAFLYTNNRQTESQl 

MSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRINIMKMAILPK 

V1YRFNAIL1KLPMTFFTELEKST 

LKFIWNQKRARIAKSILSQKNK 

AGG1TLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNGTEPSEIM 

PHIYNYLIFDKPEKNKQWGKDS 

LFNKWCWENWLAICRKLKLDP 

FLTPYTKIN SR WI KDLH VRPKTI 

KTLENLGNTIQDIGMGKDFMSK 



492 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4395 


34763 


A 


4436 


1 


1965 


MTLESEQTFVYAVTATQTGAK 

EGTRMSKSNVAGQQGDSGEKA 

LQKTYQKILREKESALEAKYQA 

MERAATFEHDRDKVKRQFK1F 

RETKENEIQDLLRAKRELESKL 

QRLQAQGIQVFDPGESDSDDNC 

TDVTAAGTQCEYWTGGALGSE 

PSIGSMIQLQQSFRGPEFAHSSID 

VEGPFANVNRDDWDIAVASLL 

QVTPLFSHSLWSNTVRCYLIYT 

DETQPEMDLFLKDYSPKLKRM 

CETMGYFFHAVYFPIDVENQYL 

TVRKWEIEKSSLV1LFIHLTLPR1 

KYLGIQLTRDVKDLFKENYKPL 

LNEIKEDTNKWKNILCSWTGR 

NNVMKMATLPKVIYRFNAIPIK 

LPMTFFTELEKTTLKFIWTMQKR 

AHIAKTILSEKNKAGGIMLPDF 

KLYFKATVTKAAWYWCQNRD 

IDQWNRTEASE1TPHIYNHLIFD 

KPDKNKKWGKDSLFNKWCWE 

NWLAICRKLKLDPFLTPYTKIN 

SRW1K.DLNVRPKTI KTLEENLG 

NAIQDIGMGKDFMTKTPKAMA 

TK.AKIDKWDLIKLKSFCMAKET 

P1GVNRQLTEWEKIFAIYPSUKG 

LISRIYKJELKQTYKKKTNNPIEK 

LAKEMNRHLSKED1YAAMRHK 

KKCSSSLVIREMQIKTT/MRYHL 

TP VRM AI I K KSGNNRCWRGCG 


4396 


34764 


A 


4437 


300 


476 


PDLSLWLPLTFFPSFQLW*I*QL 
CVLELLFSRS1FVAFSVFPEFES 
WPALLGWGSSPG 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


4397 


34765 


A 


4438 


413 


1689 


QK.LYKPERIKYLGIQLTRDVKD 
LFKENY/KLNEIKEDTNKRKNIP 
CSWVGRINILKMAILQKVIYRF 
NAIPIELPITFFTKLEKTTLRFIW 
NKKRVHIAKS1PSKKNK.AGGIM 
LPDFKLYYKATITKTAWYLYQ 
NRD1DQWNRTEALGITPHIYMH 
LIFDKPDKNKQRGKDSLFNKW 
CWENWLVICRKLKLDAFLTPY 
TK IN S R WI K. DLN I RPKTIKTLEE 
NLGNTIQGIGMG K.DFMTKTPK 
AMATKAK1DKRDL1KLKSFCTA 
KETNIRVNRQPIEWEKIFAIYRS 
DKGL1SRIYKELKQIYKKKTNN 
SIKKWAKDMNRHFSKEDIYAA 
NRHEKKWSPSLVTREMQIKTIM 
RYHLTPVRIMTI1CMSGNNRCW 
RGYGEIGMLLHCWWECKLVQ 
ALWKTVWRFLKDLELEIPFDPV 
IPLLG1YPKDYT 


4398 


34766 


A 


4439 


3 


2404 




4399 


34767 


A 


4440 




1572 


MLVSFVSLGSLCLQPGSQTLLE 

KNRTVKPHVSFTLLPALSHVSE 

KNEA ESMNSLI PPPPNLHTPAQ 

APFPLPTKEQDRSSSPATEQSW 

TENDFDELTEVGFRRSVITNSSK 

LKEDVRTHCKEAKNLEKRLHE 

WLTR1NSVEKTLNDLKLKSMA 

RELHDTCTSFNSRFDQVEERVS 

A I EDQTNEINNG ENGTKLENTL 

QDI1QENFPNLARQANIQIQEIRR 

TPQRYSSRKATPRHIIVRFTKVE 

MKEKVLRAAREKVLEVLARAI 

SQEKEIKCTQLGKEEVKLSLFA 

DDM1VCLENPVVSDHNVLKLIS 

NFSKVSVYKINVQKSHAFLYTN 

NRQTESQ1MSELPFTITTKRIKY 

LGIQLTRAVKDFFKEKYK.PLLN 

EIKKDTNKWKNIPCSCIGRINIM 

KMAIVPKVIYGFNAIPIKLPRTF 

FTELEKTTLKFI WKK.KG AKTI LS 

HCNKLAGGIMLPDFKLYYKATVT 

KIAWYWYQNRY1NQRNRTETS 

EI TSH I YN H L/l FDKPDKN KK WG 

KDSLFNKWCWENWL 


4400 


34768 


B 


4441 


1 


1558 
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SEQ ID 

NO: 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4401 


34769 


A 


4442 


837 


4329 


TWKGTTDRSTRQKVNKDTQEL 

NSALHQADLID1YRTLHPKSTE 

YTFF/LAPHHTYSKIDHIVGSKA 

LLSK.CK.RTEIITNYLSDHSAIKL 

ELRIKNFTQSRSTTWKLNNLLL 

NDYWVHNEMNAEIKMFFETNE 

NKDTTYQNLWDAFKAVCRGK 

FIA LNAHKRK.QERSKJDTLTSQL, 

KELEK.QEQTHSKASRRQEITK1R 

AELKE1ETQKTLQKINESRSWFF 

ERJTKSDRPLARLIKKKREKNQI 

DT1KNDKGDIT 


4402 


34770 


A 


4443 


1 


816 


MRRDYPVKAFTSRKREQHVQK 
VPSKKSRQVQRTERRFLETTPD 
LLYQKEK.DLLLISSSKKQPRPGI 
ERHYMMTQGSIHQEDVAILK/V 
YTSNKRASKY1QQ/TLLE1KGKI/ 
AHPQ1VGDFN TP TSTIDRTIRQQI 
SIEFYDTIKQWDLTDTCRTGHPI 
TEYIFCSGAHLTFTKINHIQGPK 

pii i/ppv d tfuppvi vt vrir'AA 
Kl L, M\r iv KJ t, 1 1 t, U V L. V A 

KNRKKEEDLQTYWMLNIYGPH 

YRSGSYAAIHRQETICSGQLSQ 

ALRDRFAMNAKLLLSLAAHLW 

VrKLDFM 


4403 


34771 


A 


4444 


87 


307 




4404 


34772 


A 


4445 


1 


534 


MEESRGAKPPPALLPGDATLPP 
GSLGSARHPPEP/RPVPGP/PPHQ 
TCPGPSACSSRRPEPRSSPGSPA 
RAPPAPPPPAAPAPRCEPPLWLL 
LRVPCPGRSGWSWMTT*I/SERP 
VQKRARSGPQPRLPPCLLPLSPP 
TA PDRATA VATAPPVLG PMSS W 
SPRRAGGPTRPCTALQALSIPA 


4405 


34773 


A 


4446 


164 


660 


YPSGRRLREPADVADAWDGME 
ESRGAKPPPALLPGDATLPP\AP 
SGQLGTRPSPPSSRPSPHQTCPG 

APPPPAAPAPRA/SPRRPLPAPRS 
ASVPAFSAPPSQWPEVGPSPCA 
LRRAMPRGPGPPPEPRLVAEPG 
EDAAPTAGR 


4406 


34774 


A 


4447 


1 


417 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4407 


34775 


A 


4448 


1 


1802 


MSYPADDYESEAAYDPYAYPS 

DYDMHTGDPKQDLAYERQYE 

QQTYQ V IPEVIKNFIQYFH K.TVS 

DLIDQKVYELQASRVSSDVIDQ 

KVYEIQDIYENSWTKLTERFFK 

NTPWPEAEAIAPQVGNDAVFLI 

LYKELYYRHIYAKVSGGPSLEQ 

RFES Y YN YCNLFN Y 1 LN ADG PA 

PLELPNQWLWDIIDEFIYQFQSF 

SQYRCKTAKKSEEE1DFLRSNP 

KIWNVHSVLNVLHSLVDK.SN1N 

RQLEVYTSGGDPESVAGEYGR 

HSLYKMLGYFSLVGLLRLHSLL 

GDYYQAIKVLENIELNK.KSMYS 

RVPECQVTTYYYVGFAYLMMR 

RYQDAIRVFANILLYIQRTKSM 

FQRTTYKYEMINKQNEQMHAL 

LAIALTMYPMRJDESIHLQLREK 

YGVDKMLRMQKGDPQVYEELF 

SYSCPKFLVSPVVPNYDNVHPN 

YHKE\PFLQ\QLKGVF**SSSQQ 

AQLS/TP1RSFLKLYT\TMP\VAK 

LAGFPGPSQSQEF\RIPGFFVFKQ 

QDERTSVWTQRVFS APG W*N F 

SQASEVDF\YI\DKDMI\HIADTK 

VA\RRYG\DFFIRQI\HKF\EELNR 

TLKEGWGQRPWMIFHTHFREP 

GFECIIGQGSVFC 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=L'nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4408 


34776 


A 


4449 




1722 


MNIKAKILNKILANRIQQHIKKL 

IHHDHVSFIPRMQGWFNIHKP1N 

VIHH1NRTNDKNHMI1SIDAEKA 

FDKIQHPFTLKTLNKLDDMTVY 

LENP1VSAQNLLKLISNFSKVSG 

YKINVQKSQAFLYTNNRQTESQ 

1MSELPFTIASKR1KYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKNIPCSWVGRTNVVKMAILP 

KVIYRFNAIPIKLPMTFFTELEK 

TTLKFIWNQKRARIAKSIXLSQK 

NKAGGITLPDFKLYYKATVTKT 

AWYWYQNRD1DQWNRTE\PSEI 

MPHIYNHLTFDKPDKNK.QWGK 

DSLFNKWCWENWLAICRKLK.L 

DPFLTPYTKINSRWIKDLNVRP 

KTIKTLEENLGNTVQD1GMCKD 

FMTKTPKA M ATKAKI D K WDL 1 

KLKSFCTSKET1IRVNRQPTEWE 

KMFA1YPSDEGLISR1CKE/LFKQ 

1YKKKNHPIKKWAKDMNRHFS 

KED1YVANKHMKKSLSSLVIRE 

MQ1KTTMRHHLTPVRMTIIKKS 

GNNRFWRGCGETGMLLHCWW 

ECKLVQPL*KIVW*FLKDLESEI 

PSDSAIPLGG1HPKAYKSFYY 


4409 


34777 


A 


4450 


1050 


1 147 


PGEWHGQGSPRCWR*PLPQRC 
GHLLSCRWRTP 


4410 


34778 


A 


4451 


1 


614 


MEELVDEGLVKALGVSNFSHF 
Q1EKLLNKPGLKYKPVTNQNSL 
GTMQNRAGFPRDEDCLLLQVE 
CH PYLTQEKLIQYCH SKGITVT 
AYSPLGSPDRPWAKPEDPSLLE 
DPKIKEIAAKHKKTAAQVLIRF 
HIQRNVIVIPKSVTPARJVENIQN 
TEHYKYCGLCVGPNLEKNLYP 
VDRM/WKNSCGQFVL*1SSHLE 
DYPFNAEY 


44~n — 


34779 


- — 


4452 





240 


WMELESLSHFQIEKLLN/KPGL 
KYKPVTNQVNSIQFKGSILEEG1 
VNMGDDSSMHVSAPEDPPVGQ 
DVEAEDSDTDDPDPV 


4412 


34780 


A 


4453 


1 


1019 




4413 


34781 


A 


4454 


1 


2028 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4414 


34782 


A 


4455 


3 


1045 


DFTSENFSAAWYLIENHSNTSF 

EQLK.MAVTNLKRQANKKSEGS 

LAYVKGGLSTFLEAQDALSAIH 

QKLEADGTEKVEGSMTQKLEN 

VLNRASNTADTLFQ/EKVLGRK 

DKADST\RNALNVL\QRFKFLFN 

LPLNIERNIQKGDYDVVINDYE 

K\AKSLFG\KTEVQVF\KKYYAE 

V\EPRVEALRELLL\DKLLETPST 

LH DQKRYIRYLSDLH ASGDPA 

WQCIGAQHKWILQLMHSCKEG 

YVKDLKGKDFSSNVFQFSGSAL 

RRVPDTVRVLDSQFSRSALRSV 

PDTVQVLDSQFSGSALRRVPDT 

VRVLDGQFSRSALRSVPDTVRV 

LDKCHCSPAKVVMNAVTIFTG 


4415 


34783 


A 


4456 


1 


440 


MQRNLARAFSPGIKKIK.MMCL 

GNSEKDWPKFRGVGEDAGLLA 

ARECG ALLV1RHLFNAVRAJ VP 

NKSNNEIILVLQHFDNCVDK\TV 

QAFMEGSASEVLKEWTVTGKK 

KLLLQGEEELARLPFITGGSGSC 

YSSSTLAVEEECRVLA 














MFDFMFGI TFAGFRRWV TTNS 
AELK.EHVLTQCKEAKNLDKRL 
EELLSR1TSLERDISDQME/RELC 
EAYTS1NSQINQAEERISEFEDH 
LA El 


4417 


34785 


A 


4458 


3 


361 


EMVHRKK.KAVHRTATADDKK 
LQFSLKKLEVNNVSGIEEVNMF 
TNQGTVIHFNVAEMPANSFTITG 
HAETKQLMEMLPSILNQLGAH 
CLTSLRRLAEALPKQSVNGKAP 
LATGEDDDEVPA 


4418 


34786 


A 


4459 


1 


475 




4419 


34787 


A 


4460 


57 


820 


EDGSGGGKJFPEGARQGGTGQR 
RRRKA M RRTG APAQ ADSRG RG 
RARGGCPGGEATLSQPPPRGGT 
RGQEPQMKETI MNQEKTRHTC 
RAQWRIGGKGTARRrCKKVVH 
RG AAS/A DDKKLQF\SLKK\LG V 
NNISGIE\EVNM\FTN\QGTSGST 
FNNP*KFQG1SWPANTFHHLQG 
HAEDKGS*QEMLAQHLKPSLG 
ADSLTSLRRLAEALPKQSVDGK 
APLATGEDDDDEWPDLVVENF* 
*RLPRNEANLNLSQLLKIKP 


4420 


34788 


A 


4461 


1 


1527 





WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














LI WQLTFTKTI KS/CEEYGKI VST 
KAILDKNTNQCKGMCKGIRTL 
KSCLCYLINGSSIVEVQKRLAY 
AGTLEPSLVHQVYSELSYYICLP 
GTQVVRIIAEVLRMQDSSE 


4422 


34790 


A 


4463 


2 


573 


WMEGREKWRGRRKDGRKEGR 
KEGRKERRREREKGRERK/GKE 
RKGKERKGKERKGKERKGRER 
KGTEGKGTEGKGKJERKGKEGK 
GKERKG KERKGK.ERKGKEGKG 
KEQKGKERKGKERKGKERKGK 
ERK.GKERKGKEEKGRERKGKE 
GKGRERKGKEGGKEEGRKERR 
KEGRKEGKKFSNNGMVEEMQ 


4423 


34791 


B 


4464 


1 


1344 




4424 


34792 


A 


4465 




373 




4425 


34793 


A 


4466 


1 


3864 


MQWEEAEKDPSGSCVFQRPPV 

ALVFPLHSKWTLVNSPPSSGDP 

YVPGRPAQSGQLSLSPAPPYVL 

PGPGK1KQAGNNPSLTS1YRSEV 

FCAHRHLHPPQLVCARGHIGSA 

HLSVDRGSLIWEVLESTVWART 

NEWSPVTRTVL1SALASTHIPQP 

CESRPPVPPEYEVTVLRSQGTA 

QLPPWSSSTSWRLTDPSCPKHA 

AWLTDLASSKGPAAGGTGSFS 

QPGTLTSTRTNPLKKEKSPEDL 

KQIK1DLGKFSDN 


4426 


34794 


A 


4467 


3 


415 
















LCFPYAERPDLQFLC* DLCARSP 
YLLQAQKYLQEF*AIPHLDQQT 
EPPDPSVSFYLLDCTLNCTAQH 
KTC*KKSIGL*EQNQQTLSSIPY 
SHT 


4428 


34796 


A 


4469 


1 


858 


MEWEDNLPLELGRTVAKLLSD 
HSQTPLGIQMFLLFSLSLRKSPL 
VCLSYLFNFRFTLESEVQHLSG 
A1TLTAWPKIPFLGIREAKSPRS 
ENTRLAT1LEAGHRHLGTSVSK 
DHPVTFWRPRRDLQSDLKQIKI 
DLGKFSDNPDGYIDVLQELGQS 
FDLTWRDIMLLLNQTLTPNERS 
ATl'l AAREFGDLWYISQVVAAV 
AGLVSEAVKIIQGVLTVWT/SHD 
VNGILTAKGDLWLSDNHLLKY 
QALLL EGPV LRLRTC ATLN PAT 
FLPDNEEK1EHNCQQVIAQTYA 


4429 


34797 


A 


4470 


918 


1939 
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SF.Q ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 


4430 


34798 


A 


4471 




2693 


PQVCLTIESQEVNCLLDAGAAF 

SVLLSCPGQLSSRSVTIRGVLGQ 

PVTRYFFQPLSCDWGALPFSHA 

FLIMPESLTPLLEREILVrCAGAll 

HLN1GEGTPICRLLFEEGISPEV 

W ATEGQYGQAKN AHFVQVK L 

KDSTSFPYQRQYPLRPEAQQRL 

QKIVKDLKAQGLVKPYSSPCNT 

PILG VQKPKRQ WRL VQDLRI IN 

EAVFPLYPAIPSPYTLLSQ1PEEA 

EWFTVLDLKDAFFCIPVHPDSQ 

FLFAFEDPSNPTSQLTWTVLPQ 

GFRDSPHLFGQALAQDLSQFSY 

LDTPVLQCMDDLLLAARSETLC 

HQATQALLNFLTTCGYKVSKP 

KAQLCSQQVKCLGLKLSKVTR 

ALSEERIQPILAYPYPKTLKQLR 

GFLG1TGFCR1WIPRYGKIARPL 

YTLIKETQKANTHLVRWTPEAE 

AAFHALKKALMQAPVLSLLTG 

QDFSSYVTKNKQTKKKK\T*IA 

LRVLALV*GTSLQPVAYLSKKT 

DVVAKGWPHCLWVMAAIAVLI 

SKAVKM1Q*RDLTVWTSHDVN 

G1LTAKGDLWLSDNHLLKYQA 

LLLEG PMLRLCTC A ALN LDTFL 

PHNEEK1EHNCQQV1AQTYATR 

GDHLEVPLTDPNPNLYTDGRSF 

VEKGLQKVGYAVVSDNG1LES 

MPLTPGTSAQLAEL1ALTWALE 

LGEGKRVN1YTDSKYAYLVLH 

AHAVIWREREFLTSEGTPIKHQ 


4431 


34799 


C 


4472 


11 


1639 




4432 


34800 


A 


4473 


95 


2539 




4433 


34801 


A 


4474 


345 


768 


PRGARSTRCLPVERR\CDGLQD 
CGDGSDEAGCPDLACGRRLGSF 

WLVDTQDSRRVLLQLELRLGY 
DDYVQVYEGLGERGDRLLQTL 
SYRSNHRPVSLEAAQGRLTVA 
YHARARSHPLMNE 


4434 


34802 


A 


4475 


47 


563 


RLRf AVFTGAFHALSFLLSFVV 
LCCTYLKGLKVARFHCKRIDV/ 
M H H ADARA AGG P APQC AGTLS 
\EEQKRRRQRATKKISTFIGTFL 
VCFAPYV1TRLVELFSTVP1GSH 
WGVLSKCLAYSKAASDPFVYS 
LLRHQYRKSCKEILNRLLHRRSI 
HSSGLTGDSHSQNILPVSE 



WO 01/075067 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














cKOK^blVIoAKLrvrJr/\trr^ V rA 

RJ SP* RPS*RQ* MERRCPP WRCS 
PMPC/CFFREHALQVRCGPTSA 
DCGRDPLFSPHPKPLPHPVPDIG 
WVATAGAQRSSSPVPSSLFVW 


4436 


34804 


A 


4477 


297 


943 


TGSWGGGGADQLRPALTTALM 
PPDNRFGENTPAAPANGHCAP\ 
EPDITLVQDHSELPIGAAATMA 
HEIGHSLGLSHDPDGCCVEAAA 
ESGGC VM AA AT/ GV RGHPFPR V 
FS/SCSRRQLRAFFRKGGGACLS 
NAPD/TRTPGAAALCGNGFVEA 
GEECYCVS\GQECRDLCCFAHN 
CSLRPGAQCAHGDCCVRCLVR/ 
CMEGSGSHQLPRLVPGGDSAEI 
LM 


4437 


34805 


A 


4478 


1 


836 


MGPLTFRDVKIEFSLEEWQCLD 

TAPGNLYRDVMLENYRNLVFL 

VMCSHFAQDVWPEHSIKDSFQ 

KVILRTYGKYGHENLQLRKDH 

KSVDACKVYKGGYNGLNQCLT 

TTDSKIFQCDKYVKVFHKFPNV 

NRNKIRHTGKKPFKCKNRGKSF 

CMLSQLTQHKK.IHTREYSYKCE 

ECGKAFNWSSTLTKHKIIHTGE 

KPYKCEECGKAFNRSSNLTKH 

KI1HTGEKPYKCEECG\KAFNRS 

STLTKHKRIHTEEKPYKCEECG 

KAFNQFS1LNKHKR1HMGR 


4438 


34806 


A 


4479 


] 


588 


MLGKVQQQEQTIAKDLVVTKY 
KMCGGT/DIANRVLRSLVEASS 
S\GGQDYILKEGDLVKIDLGVH 
VDGFIANVTHTFVVDVAQGTQ 
VTGRKGDVIKAAQLCVEAALC 
LVKPGNQNIQVREAWSK.VALS 
FNCMPIEGMLSHQLKQHVIDGE 
KNIIQNPTDQQKKDHEKAEFEV 
HEVYAADVLVSSGEGKAKDAG 


4439 


34807 


A 


4480 


85 


561 


LSHCLPLQTTEVGGFGNLLGY 

WIACSIGCVLSTGMLSHQLKQH 

VIDGEKTIIQNPTDQQKKDHEK 

AEFEVHEVYAVDVLVSSGEGK 

VRRVPELAKRGD*ECSPDQMLL 

KLLFQAKDAGQRTTIYKRDPSK. 

QYGLKMKTSRAFFSEVERRFD 

AMPFTLRY 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4440 


34808 


A 


4481 


1 


1408 


GTSAPQPARSQLLALACLPAPL 
LARAFARPLLEDRGDSDHSLW 
LGRETEAAAAQGKRGCSGGSR 
K.MSGEDEQQEQTIVD/DSLVVT 
KYKMGGDIANRVLRSLVEASSS 
GVSVLSLCEKGDAM1MEETGKI 
FKKEKEMKKGIAFPTSISYVNNC 
VCHFSP/L*KSDQDYILKEGDLV 
KIDLGVHWDGF1ANVAHTFVV 
DVAQGTQVTGRKAADV1KAAH 
L\CAEAA\LRLVKPGNQNTQVT\ 
EAWNKVAHSF\NCTPI\EGMLSH 
SLKQHVIDGEKP*FQNPTDKQK\ 
RAHEKADFEVH\DVYAVEGLV 
KPQERARPKDAGQRTTIYKRDP 
SKQYGLKMKTSRAFFSEVERRF 
DAMPFTLRAFEDEKKARMGV\ 

V tLArvMtL/ V Wl^rrlN VL Y oUKt 
UUr VLrv LlNr J V LALIVIK JNOrMVlL, 
1 1 burr brUL Y Ks^lVlt V^\UAdL 

KALLQSSASRKTQKKKKKKAS 
KTAENATSGETLEENEAGD 


4441 


34809 


A 


4482 


3 


190 




4442 


34810 


B 


4483 


1 


588 




4443 


34811 


A 


4484 




1312 


MSSK.GSVVLAYSGGLDTSCILV 

WLK.EQGYDVIAYLANIGQKED 

FEEARKXALKLGAKK VFI EDVS 

REFVEEF1WPAIQSSALYEDRYL 

LGTFF\A RPCI ARKQ VEI\AQREG 

AKYVSHGATGKGNDQVRFELS 

CYSLAP\QIKV1APWRMPEFYNR 

FKG RNDLME Y A KAQHGIPIP VTP 

KNPWSMDENLMH1SYEAG1LE 

NPKNQAPPGLYTKTQDPAKAP 

NTPD I LEI EF\KKG VPVEGG PTF 

KDG\TTHQTFL\ELF\MYLNEVA 

GKHGVGPYLTSWENRFHWELK 

SRGILRRPQAG\TILYHAHLDIE 

AFTMGGDRAQIP1MQGLGFEFVE 

LGVYRFSGTAPECELVGPCLRQ 

SPQERVEGKSAGVPSLKGPRCT 

SLGPEVPHCSLYNE\ELVKHGT 

CQGDYE\PN*LPPGFIQTSISLKA 

EGNYHRLPRAKVTAQIRPRVQ 


4444 


34812 


B 


4485 


47 


482 





WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
union for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


4445 


34813 


A 


4486 


2328 


3435 


KTTTLEDNLGNTIQDIGPGKDF 
MMKIP1CANATKIKIDEWDLIKL 
K.SFCTAK.ATTK.RVNKHDESLRS 
H Y E * WG MLTDC V V M RDPNTK 
RSRGCGFVTYATVEEVDAATN 
ARPHKVDGKVVEPKRTVSRED 
SQRPGAHLTVKKIFVGGIKEDT 
GGFAFVTFDDHDSVDKIVIPKY 
HTVNGHNCEVRKALSKQEMAS 
ASSSQRGRSGRGGGFGGNENFG 
CGGNFSGHGGFGGSHDGGGYG 
GSGDGYNGFGNDGGYPGGGPG 
vcp.nQRr'.vnQp.r'.riP.rT.xiDnQr; 

I ouUoKU i UoUO^vjt.-OlN^L'oVj 
YLiKjLio i LtoUlNK.UUIvLjLjr'joLi 

cncMFnnr.^cvwriPnMVM'Mriv 

oU^rNrOOLitJoiJNJJrONilNrNt^Y 

SNFGPMKGGNF/GGRRSGP*GD 
GGQYFAKPPNHSGYGGSSSSSS 


4446 


34814 


A 


4487 


1 


762 




4447 


34815 


A 


4488 




333 




4448 


34816 


A 


4489 




1676 


MRDPNTKRSRGFGFVTYATVE 
EVDAAMNTTPHKVDGRVVEPK 
RAVSREDSQRPGAHLTVKKIFV 
GG1KEDTEEHHLRDYFEQYGKI 
EV1E1MTDRGSGKKRGFAFVTF 
DDHDSVDKIVIQKYHTVKGHN 
CEVRKALPKQEMASASSSQRG 
RRGSGNFGGGRGDGFGGNDNF 
GRGGNFSGRGGFGGSCGGGGY 
GGSGDGYNGFGNDGSNF*G\GG 
SYNDSGNYNNQSSKFEPMKGG 
NFGGRSSGPYGGGGQYFAKPQ 
NQAARCVAARWLFRTEARLVF 
LQKFPPWAVVEVVTVIVAAPA 
A AT ATTRDG G G C S RN CN IP E VF 
PELLGCPNRRGPPGGVREKQQQ 
TNSKSTRRQEITKTIAELKEIETR 
KTLQKINESRSWFYEKINKVDR 
LLDRLIKKKREKSQ1 DAIKNDIG 
DIVTDPAEIQTTIKEYYKRLYAN 
ELENLEEMDK.FLATYSLHSLNQ 
EEVESLNKPVTSSEVEAVTNSL 
PTKKSPGPDGFTVLLEVLAPAIR 
QEKEIK.HIPIGREEVK.LSLFADD 
VIVYLENPIVSAQNLLKLISNFS 



503 



WO 01/075067 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4449 


34817 


A 


4490 


1 


1445 


MKCLKF1MHKEILEASERKQAE 

SLDFPFKKLRWHLCEGWIEEER 

DESRK.SET1FKDLFK VPV LKET1 

YYKPYGPPVYQIETVYFMALSP 

PKSKQFDKTKQNTMNNKKTHQF 

V1VFFKTDEHLSARGRRRRSIVK 

VSLLPAVIGLKSKFLKKPDQLR 

KLFMGGLSFETTDESLRSHFEQ 

WGTLTDCVVMRDPNTKRSRGF 

GFVTYATWEEVDAAMNARPH 

K.VD\GRVV\EPKRAVSREDSQRP 

GAH1/TLVKKIFVGG1KEDTEEH 

HLRDDYFEEIILNSMEKIEVUEI 

MT\DRGSGKKRGFAF\VTFDDH 

DSVDKIVIVQKYHT/VGNGHNCE 

V\RKALSKQEDG*VLHPAQRG\ 

RSGSGKLLVVGRGRWFSVGMD 

NFG\RGGNFSWSVVAFGGT\RG\ 

GGGYGWQWGMAYNGFGNDG\ 

SNFGGGG\SYNDFG\NYNNQ\SS 

NFGPMKGGNFG\GRSSGPYG\G 

GGQYF\AKPR\NQGGYGGSSSS\ 


4450 


34818 


A 


4491 


134 


612 


TVLNSMSVILAISTLLKI1TGELL 
QSFGDGLLWNLV1G1RG1DGLSP 
KVRXVLQLLRLRQIFN/GTFVK 
LI K VTVN M LRTV EP Yl A WG Y PN 
LKSVNELIYKHGYGKISKKR1A 
LTDNVL1ARSLGKYGIICMEDLI 
Y El YTVG KRFK E ANNFL WPFKL 


— 


— — 


- — 


j— 





— — 







— son 





— — 





— — 




4453 


3^821 


— 
— 


4494 





2211 




4454 


34822 




4491 


-j 


2478 




4455 


34823 


A 


4496 




1544 




4456 


34824 


B 


4497 


1 


2151 




4457 


34825 


A 


4498 


1 


744 




4458 


34826 


D 


4499 


1 


2172 





504 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oftlrst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


4459 


34827 


A 


4500 


1 


2535 


MK.SGHPEKEQDNSDVQETREIT 

IRGLLCTALMRHSTGAIAYLGV 

LSGSASLKLAGVPLRCCEGDKD 

AGHPLETQTALCERGRGARSLV 

GNTIMTSQPVPNETIIVLPSNVIN 

FSQAEKPEPTNQGQDSLKKHLH 

AE1KVIGVNLIQNVLERGWGKC 

QEMIYVLGLDICRPFFVSRVSEE 

GRMGQRGEEDANSLDFPPASLL 

CLICQEQGVNGESCSPVGMYH 

REIVPVYEVLSVITGLQIQVFSG 

KEADSV1KRS1GWGPFFKPRTK 

DKNHMIISIDAEKAFDKIQQHF 

MLKTLSKLGIDGTYLK1IRAIYD 

KPT AN 1 ILNGQKLEAFPLK.TGTR 

QGCPLSPLLFNI VLE VLAR A I RQ 

EK.EIKG IQLGKEE VKLSLFADD 

MIVYLENPIVSDQNLLKLISNFS 

K VSG YK1N VQKSQAFLYTNN R 

QTESQIMSELPFT1 ASKRJ KYLGI 

QLTRDVKDLFKENYKPLLNE1K 

EDTNKWKNIPCSWVGR1NIVK 

MA1LPKVIYRFNAIP1K.LPMTFF 

TELEKTTLKFIWYQKRAR1TKS1 

LSQRNKAGDITLPDFKLYYKAT 

VNKTAWYWHQNRHIDQWNRT 

KPSEITLHIYNYLFFDNPDKNKK 

WGKDSLFNKWCWENWLA1CR 

KLKLDPFLTPYTK1NSRWIKDL 

NIRPKTIKTLEENLGITIQDIGMG 

KYFMTKTPKAMATKAKIDKW 

DL1KLKSFCTGKETT1RVNRQPT 


4460 


34828 


B 


4501 


1 


1785 




4461 


34829 


A 


4502 


1 


1415 




4462 


34830 


B 


4503 


1 


3262 




4463 


34831 


A 


4504 


1 


278 





505 
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SEQ ID 

NO: 


SEQ IB NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
endon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possihle nucleotide insertion) 


4464 


34832 


A 


4505 


3 


2528 


enk.dttyqnlwdafkawcrg 

kf1alnahkrkqekskidtlts 

qlkelekqeqthskasrrqeit 

kiraelkeidtqktlqkinesrs 

wffer1nkidrplarlikkkrek 

nqtdtiknckgdittdpteiqtt 

1reyykhlyanklenleemdk 

flntytlprlnqeeveslnrpit 

gae1vai1sslpt/k/kspgpdgft 

aefyqryk.ee/lekegilpnsfy 

easiilipkpgrdatkkenfrpis 

lmnidakilnkilakriqqhikk 

lihhdqvgf1pgmqgwfnirks 

inv1qhinrtkdknhmiisidae 

kafdk1 qqrfllktlnklgi dg 

ty fk 1 1 r a i y dkptaniilngqkl 

eafplktgtrqgcplspllfniv 

levlarairqeke1kgiqlgkee 

vklslfaddm1vylenp1vsaq 

nllklisnfskvsgykinvqks 

qaflytnntqtesqimselpfti 

askri kylg iqltrdv kdlfke 

nykpllkeikddtnkwknipcs 

wvgrin1vkmailpklpmtfft 

elekvitlkfi wnqkraci aks 1 

lsqknkaggitlpdfklyykat 

vtkta wy w yqnrdidq wn rt 

PPQPTN4PPTVWVI TFnkTPFl[''Mk r n 

WGKDSLFNKWCWENWLAICR 
KLKLDPFLTPYTK IN SRWIKDL 
NVRPKTIKTLEENLGITIQDIGL 
GKDFMSKTPKAMATKAKIDK 


4465 


34833 


B 


4506 


1 


5401 




4466 


34834 


A 


4507 


1 


5271 . 


MNIDAKILNKILPNQIQQHIKKL 
1HHDQVGFIPGMQGWFNIRKSI 
NVIQHINRAKDKNHMIILIDAEK 
SFDKIQQPFMLKTLNKLGIDGT 
YFKIIRAIYDKPTAN1ILNGQKLE 
VFTLKTGTRQGCPLSPLLFNIVL 

bVbAKAIKybrYLlrvOiyLutS.fcbV 

VI CI V A P\Pi\/ll\/VT P"MDI\/C A f*YM 
Js.L»LrAlJlJIVIl V YbtifNrl VaAyiN 

LLKQISNFSKISGYKINVQKSQA 
FLYTNNRQTESQIMSE1PFTIAL 
KRIKYLG1QLTRDVKDLFKENY 


4467 


34835 


B 


4508 


924 


3423 




4468 


34836 


A 


4509 


525 


673 


RDSWGTCPVSGAGKVDWPPSS 
*H H R* HQQWCCGM PHQLSTKE 
NISIKDHLTKEKRKGGAV*RH 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ ID NO; 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4469 


34837 


A 


4510 


25 


1766 


GTCQFAAMNVVFAVK.QYISKM 

1EDSGPGMKVLLMDK.ETTG1VS 

MVYTQSEILQKEVYLFERIDSQ 

NRE1MKHLKAICFLRPTKENVD 

YIIQELRRPKYT1YFIYFSNVI\SK 

SDVEVIGLKL1EQEVVAEVQEF 

YG D Yl A VN PH L FSLN 1LGCCQG 

RNWDPAQLSRTTQGLTALLLSL 

KXCPMIRYQLSSEAAKRLAECV 

KQVITKEYELFEFRRTEVPPLLL 

ILDRLDDAITPLLNQWTYQAM 

VHELLG1NNNRIDLSRVPGISKD 

LREVVLSAENDEFYANNMYLN 

FAEIGSNIKNLMEDFQKKKPKE 

QQKLESIGS\MKA\FVENYPQFK 

KMSGTVSKHVTVVGELSRLVS 

ERNLLE VSEV EQELACQNDHSS 

ALQN1KRLLQNPK.VTEFDAARL 

WMLYALHYERHSSNSLPGLM 

MDLRNKGVSEKYRKLVSAVVE 

YGGKRVRGSDLFSPKDAVAITK 

yrLKULlS.UVUJN V\I 1 l^L^rnL 

H\ETLDH LI KGRLKENL YPYLGP 
STLRDRPQD1IVFVIGGATYEEA 
LTVYNLN RTTPG VRJ VLGGTTV 
HNTKSFLEEVLASGLHSRSKES 


4470 


34838 


A 


4511 


1 


1335 


MAPVTMMGYRSGKMG1LADV 
QLQVGPPGPWLHLVV1APVPEC 
ITGIGIFSSWGSPDVGPLLYDIR 
A1MWGSLAPAENTWILGNNHR 
RFLAQLKPRV1MQDFSNVISKS 
DVKSLAEADEQEVVAEVQQVI 
TKEYELFEFRRTEVPPLLLILDR 
CDDAITPLLNQWTYQAMVHEL 
LG1NNNRIDLSRVPG1SKDLREV 
\ V S S AE I DEF Y ANNM YLNF A EIG 
SNIKNLMEDFQKKKPKEQQKL 
ESIADMKAFVENYPQFKKMSGV 
TVSK\HVTVVG\ELSRL\VSERN 
LAGRFSEVEARNWAC\QNDHS\ 
SALQNIKRLLQNPKVTEFDAAR 
LVML\YA\LHYERHSSNSLP\GL\ 
MMDLRN\KGVFWRKYSKARVL 

AV V tYOUrvKVKObULrbrrvL/A 
VAN RV^r LKOLrvv^v^cI V1NU VLA 

AANVYIKQLPLSIQPSASLNGCI 
SLEKKPLVSTQRN 


4471 


34839 


A 


4512 




816 




4472 


34840 


A 


4513 


26 


257 




4473 


34841 


A 


4514 


56 


236 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of 11 rst 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














— 

HSPRGSTASF/CEVSETKNPPIPD 
TPATREAEGLRSRLAVYSTRDS 
PCVACSGSYTQAQGSLGRKFQ 
DP 
















4476 


34844 


A 


4517 


2298 


2556 


NHKNPRRKPRQYHSGHRHGQG 
LHD*NTKSNGTKSNGNKSQN* 
Q\WDLINLKSFCTA K.ETTIRVNR 
QPTEWEK.IFTIYPSDKGLISRJ 


4477 


34845 


A 


4518 


801 


944 


DQEP I NSRH1LATQMGPSPITKQ 
SNPGV**KECGFSCSPRVWRYL 

vs 


4478 


34846 




4519 


85 







4479 


34847 




4520 


69j 


827 


















4481 


34849 


C 


4522 


532 


2754 




4482 


34850 


B 


4523 


1 


519 




4483 


34851 


B 


4524 


266 


935 




4484 


34852 


A 


4525 


1 


1584 




4485 


34853 


A 


4526 


1 


723 


GALPNGDRGRRKSRTALYKRP 
KANGVKPSTVHVISTPQASKAI 
SCKGQHSISYTLSRNQTVVVEY 
THDKDTDMFQVGRSTESP1DFV 
VTDT1SGSQNTDEAQITQST1SR 
FACR1VCDRNEPYTARIFAAGF 
DSSKNIFLGEKAAKWKNPDGH 
MDGLTTNGVLVMHPRGGFTEE 
SQPG VWRE1 SVCG D V YTLRETR 
SAQQRGKLGLQTGDMAENT/T 
VHALPSNCMVWRRSQTRQQ1S 


4486 


34854 


A 


4527 


1 


335 




4487 


34855 


A 


4528 


328 


871 


DCGGGRARTAIFAGAARAADN 
KK.CAGARRALGRARGCSATAR 
PRRRRRRPRGLAPPRPARPPPG 
GMSYKPNLAAHMPAAALNAA 

YGPPSLGYTQGTGNSQVPQSKY 
AELLAIIEELGKEIRPTYAGSKSS 
\MERL\KRGIIHARGLVRECLAE 
TERNARS 


4488 


34856 


A 


4529 


1 


653 


MAGPAESSPQGAHPNSPFALQH 

HSSLTVKPLHRQNVIQHQVAG 

QENRRGHQAGSSTSPQPLEALK 

RPNLRAPFHSQSRRILIPPAGNP 

TPGAAAPADPSTQRRDRWGCA 

LPMPRVAAGSAHHQQAGPTAA 

AQHRTPVALFSPPLSLVYGQQQ 

RKESETPTVPTPPARARGWTET 

GVEH VPAYNR TRAPEKCD1/SV 

PSPHSSPDAETSHPRHISPCPG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of tlrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4489 


34857 


A 


4530 


3 


432 


NSRVDDFVAAQDA KGKKVAP 
APAVVKKQEAKKVVNPLFEKR 
PKNFGIGGAQRLLARAEKKAAG 
KGDVPTKRPPVLRAGVNTVTT 
L VENKKAQLV VI A H D VDP1 EL V 
VFLPALCRKMG VPYCI I KG KAR 
LGRLVHRKTCTTVAFT 


4490 


34858 


A 


4531 




2073 


MKPCAHSWNAELSRNIIRHSFN 

LVMVAASQVAVSQLLGSYEILL 

L VS 1 ELMFCFGLG YF FI PMQE W 

PNTYGERVFVDVESSVFKWNH 

KCLHKTEAERDYTKKRLKLCG 

HKPGNAVGQQKLEEARNRFFT 

RAPGGSAALPTLRFQPSDTDFR 

LLASRTILTFETKNPSELAERLR 

SVCGNQSNAYARLLEYRLNAL 

RGLWNAQRQLALEEQHERESS 

GDEETLALLKRQGLLQQPEQAP 

FTSRMGLLLVFPL1QSQSRTDPS 

LCN1TAEVLLNCLRDCQPLSLT 

KEPADCLNG I ETLLCSWLEETS 

DTGRHIPHKQKENAAAALVAL 

ACARGFVYCRNEELEPGWVAF 

GSGSLLHRPVSFDNKPHSLFQVI 

DQNTLQ VCQ V V PM PAN H L PI G 

STMSTVHLSSDGTYFYWIWSPA 

SLNEKTPKGHSVFMDIFELVTL 

KGKKAKGKKVAPAPAVVKKQ 

EAKKVVNSLFEKR\DIQPKRELT 

YFVKW/PRYVRLQQQRA1LYKQ 

LKVPPAINQFTQALNCQTVTQL 

LKLAHKYRPETKQEKKQRLLA 

QAEKKAAGKGGVPTKRPPALR 

AG VNTITTL VENKKAQLV VIAH 

DVDS1ELVVFLPALCCKMGVPY 

CIIKGKARLGRLVHRKTCTTVA 

FTQVNLEDKGALAKLVEGIRTN 

DNDRYDEICCHWGGNILGPKS 

VACIAKLEKAKAKELATKLG 


4491 


34859 


A 


4532 


1 


2565 




4492 


34860 


A 


4533 


1 


644 


MPKGKKAKEKKVAPAPAVVK 
KQEAKKVVNPLFEKRPKNFGT 
GQDIQPKRDLTHFVKWPCYIRL 
QQQRTILYKWLKVPPEINQFTQ 
APDSQTATLLLKLAH/KYRPET 
NQEKKQRLLARAKKKAAGKG 
D1P\TKSPPVLRAGVNTITTLVE 
NKKAQLVVIAHDVDPIKLVVFL 
PVLCHK/MGVPYCIIKGKARLG 
HL V H RKTCTT V TFTQVNSEDK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4493 


34861 


A 


4534 


1 


931 


KS1QKGLKMCLSSSLLPPSKMP 

KGKKAKGKK.VAPAPAVVKKQ 

EAKKVVNPLFEKRP\KNFGIGQ 

DIQP\KRDFTRFVKWPRLLSGC 

MR\KRAILYKAG*KLPPA\INQF 

HPGPWDPANKLLQLL*AWAHK 

\YRP\ETKAKRKKQRL\LARA\E 

KKAA\GKGDVPNERDPPV\LRA\ 

G VNTVTHL WWRNKKAPA WW 

I ATRRW1 PFELW VFLPAL\CREK 

WGSPYCIIKGKARLGR\LVH\RR 

PCT\TVGFHTR*NSKDKRRLLA* 

AGLEAIRTQFTIDQIRWRSGRFJX 

WG\GNVLG\PKSVARIRQASKR 

QRLKELATKLG 
















4495 


34863 


A 


4536 


1 


338 




4496 


34864 


A 


4537 


1 


352 




4497 


34865 


A 


4538 


2 


368 




4498 


34866 


A 


4539 




468 




4499 


34867 


A 


4540 


2 


790 


PRGRNRRRKTFQERRMTLNESP 

EKIGKW1ECYGHPPASKLVEIYI 

HTVFVEDKLSICIRSFNKKADGS 

WRMTVDYCKLNQVVTAIAAA1 

PDVVSLLEQINTSPDTWYAAID 

L AN A L FS 1 P V H KG Y IN SL ALCH 

NVIWRELDCFSLPRDTTLVHYI 

DDIMLIGSSVQEVENKLDLLVK 

DKLLHLAPPTTKEEVQHMVGL 

FGFWRQHIPHLGVLHQPIYRVI 

RKAA/SFEWGPEQEKALQQVQ 

AAVGGKQSENNLGHQRSPGLW 


4500 


34868 


B 


4541 


179 


1219 




4501 


34869 


A 


4542 


1706 


2517 


THLLVPGMQPLTWQMPFSPFLS 
I SPTRSN L PS A ATPVI AQ WA/HE 
QSGHGGRDGGYTWAQQHGLA 
FTNTDLATVNAKIGFAYPVCDA 
SAKTTIRGLLECLIRCDGIPHSIA 
SDQARIHRSRNQEVEVEVAPLT 
ITPSDPLAKFLLSVPVTLRSAGL 
EVLVPGEGMLPPGNTRTIPLNW 
KLRLPPGHFGLLLTLSQEAKNG 
VTVLAGVIDLDYQDEISLLLHN 
GGKKEYARNTGDPLGRLLVLP 
CPVIKINGKLQQPNPGGTTNGS 
DPSGMKV 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4502 


34870 


A 


4543 




367 


DLWPFTRVTVH/WGKANDQTF 

PPVK.VRVYGGQTDGSWRMTV 
GYHKLNQVVTPIAAAVPDVVS 
LLEQINTTPAIKWVVHSSIPSSN 
GSGVYV1RLEQVLKAQ 


4503 


34871 


A 


4544 


2 


541 




4504 


34872 


B 


4545 




681 




4505 


34873 


A 


4546 


2 


1091 


PRGRNRRRKTFQERRMTLNESP 
EK1GKWIECYGHPPASKLVEIYI 
HTVFVEDKLSICIRSFNKKADGS 
WRMTVDYCKLNQVVTAIAAAI 
PDVVSLLEQ1NTSPDTWYAAID 
LANALFSIPVHKGYINSLALCH 
NV1WRELDCFSLPRDTTLVHYI 
DDIMLIGS1KFLGVQWCGACRD 
IPSKDPADPMVLEVSVADRDAV 
WSIWQAL1DESQQRPLGFWSKS 
LPSSA DN YSPFERQLLA YY WAL 
VETERSTMGHQVTMLPELPVM 

IN W VLoUrjontvAlNuLnuWou 

TGKKHDWKIGDKEI WRRGM W 
MDLSEWSK/D/VKIFVSHVSAH 
QRVTSAEEEFNNQVDRMTRSM 
DTTQPLYPTTPV1AQWAHE 


4506 


34874 


A 


4547 


1 


1236 




4507 


34875 


A 


4548 


1 


1467 


GEKGNDQ TFRKLLD TGSELML1 

PLRVVIPTTSLFNSPIWPVQK.TD 

GSGRMRVDYHKLNQVMTPTA 

AAVPDVVSLFEP1NTFLGTWYA 

AIDLANALFSIPVCKAHQKQFA 

FSWQGQQYTFTVLPQRYINCLA 

LCHNLIQRDLDHFLLPQGITLV 

HYIDSGPFIK*PEAASFEWGPEQ 

EKALQQVQAAVQAALSIGPYD 

PADPMVLEVSVADGDAVWSL 

WQAPKGESQWRPLGFWSKALP 

SSTDNYSSSDVQLYTDSWAVA 

SSLAG*SGTWKKHDWKIGDKEI 

WGRGMWMDLSEWSKTGKIFV 

SHVNAHQLVTSAEEDFNNQVD 

RMTRSVDTTQPLSPATPVVAQ 

WAHEQSGHGGRNEGYAWTQQ 

HGLPLTKADLTTATAECPICQQ 

QRPTLRPRYGTTSQGDQPATC 

WQVDYIEPLPSWKRQRFLLTGI 

NTHSGYGFAYPPCNASAKTTIH 

GLIACLIHCHGIPHS1ASLYRER 

GTHFTDKEVQQWAHAH 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4508 


34876 


A 


4549 


2 


1602 


NLSPILPQDLWPFTRVTVHWGK 

G N DQTFQG LQDTG SELMLIPGD 

PKRHCSPPVKVGSYGGQVINGV 

LAQVRLTVGTVGPRTHPVVISP 

VPEC11DIDILNSWQNPHIDSLTG 

RVKAIMVGKAKWKPFEPLLPIK 

IVNQKQYRIPGGIAEISATIKDL 

KJDAGVVIPITLPFNSPFWPVKKT 

DGSWRMKVVYCK.LNQVVTPIT 

AAVPDV/VVSLLEQINTSPGTW 

YAAIDLANAIFSIPVHKAHQKQ 

FAFSWQGHQNTFTVFTILLHIH 

KVGHAQQHSI1K.WKWYIHDGA 

RAGSEGTSKLNEEVPQMPMVT 

TSAALPSLPRPAPMASWGVLY 

DQLTEEEKTRAWFTDGSARYA 

GTTQK WTA A A LQPLSRTS L KG 

SGEGKSSQWAELQAVHLVVHF 

SWKDKWPDVRLYIDSWAVAN 

GLAGWSGTWKKI IDWKIGDKEI 

WGRGMWMDLSEWPKPVKIFG 

SHVSAHQWVISAEEDFNNQVD 

K.MTCSVDITQPLSPATPVITQW 

AHKQSGHGGRDGGYTWAQQH 

G L PLTKTG LAMATAECP1 



wo 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSIN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4509 


34877 


A 


4550 




1891 


MLSSTQNAGGSYQRVRGALDT 

QEWKWGEVSPRTLNVDGRAL 

VSVANTHGTDRPAYTLNPQSR 

DQRSGVITLGYKRPLEREDLFE 

LKESDSFCTACP1FEKQWRKEV 

LRNQERQKVKALNKLDEALCP 

GI1LTQSTDSNANLFQKQPHRHT 

QTSGRWQIIIFCEHSSDFGWNG 

YGYAVALLVVVFLQTL1LQQY 

QRFNMLTSAKVKTAVNGLIYK 

KLGWSGKVSWLILHDVGHG1M 

EGYIAWGKGSDVRITWEKKST 

EMRTRPAQKMALLLSNVSRQK 

FSTGEIINLMSATHGLDSKPQSP 

LVCPFSNPNGRISPLARAGLAD 

HYRVTHLQ1LKLYAWEPSYKN 

KIIKIRDQELEFQKSARYLTVFS 

MLTLTCIPFLTKI SLGRLEDFLN 

TEELLPQS1ETNYTGDHAIGFTD 

ASFSWDKTGMPVLKESIRIRIEQ 

VLNQLSLFETVDYPGSVAYVSQ 

QAW1QNCILQENILFGSIMKKEF 

YEQVLEACALLPDLEQLPKGD 

QTEIGERAVNISGGQQHRVSLA 

RAVYSGADVYLLDDPLSAIDV 

HVGKQLFEK.VIGSLGLLKNRTH 

1LVTHNLTLLPQMNLIVVMKSG 

R1AQMG1YQELLCKTKNLTN\FT 

KSSVNKKKVGEWEESGRGS 


4510 


34878 


A 


4551 


2 


542 


LTSAKVKTAVNGLIYKK.VSLAT 
LCVYFLLDER1ILTAPKVFTSMS 
LFNILRIPLFELPSVISAVVQTKI 
SLGRLEDFLNTEELLPQSIETNY 
TGDHAIGFTDASFSWDKTGMP 
VL/NRGSEAYVSQQAWIQNCIL 
QENILFGSIMKKEFYEQVLEAC 
ALLPDLEQLPKGDQTEIGERVR 


4511 


34879 


A 


4552 


1 


667 


IETNYTGDHAIGFTDASFSWDK. 
TGMPVLKESSVAYVSQQAWIQ 
NCILQENILFGS1MKKEFYEQVL 
EACALLPDLEQLPKG DQTE1GE 
R/GKETAVNISGGQQHRVSLAR 
AVYSGADVYLLDDPLSAIDVH 
VGKQLFEKVIGSLGLLKNRTSH 

F I Q S LG FN YHE Y ANN SN A Y I VN 
LDLFPGFQTCVYKLLSPIRCL1C 


4512 


34880 


A 


4553 


201 


336 


QQTPGKAVHAPFIADQSLT* EL 
VSVFPQFQLFPYRR*DSHSGKS 


4513 


34881 


A 


4554 




515 
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SEQ 10 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4514 


34882 


A 


4555 




852 


MPCTTSGLDKVPTSKKALTRY 

GYGSLTLDFSGSIIPCKMCLSPS 

TRIVRPSQPRGTEDPDETGDTEF 

VNSDESFLLEGTASPSPVVAVSP 

PRPMLPSAFPPLSEDINPVLPEA 

TVLASPEVVAKQTHVDSPRKPL 

STFLFASRPVTKLKSRQTPGGE 

VDSVTCEEKTDGPWRKTVDYC 

KLNQVVTP1AALVPDMVSLLV 

QINTSSDTSYAAIDLAKAFFS1P 

VYKAHQKQFIFSWQAQQYTFT 

VLPQGYIISPALCHNLIRR/DLD 

HFLLPQDITLVHYIDDIRL 


4515 


34883 


B 


4556 


288 


327 




4516 


34884 


A 


4557 


51 


598 


LFGGCHTSGGLAVRVPRMPRG 
SRSRTSRMAPS\ASRAPLK*ELE 
PRQAQVAQPPA\AAPPSAVGSS\ 
AAAPRQPG/LFMAQMATTAAG 
VAYVGFCCGGHTLGHGIYTGGLS 
VGGKLIA*ALRRP*HQFNQGSF 
RGTQAKHSKQQPALPLLWRIKT 
SFREVVPPEPRVT1QGFCGGFPM 
RLLETVPDL 


4517 


34885 


A 


4558 


1 


10434 


MTVIRSGIAY1LHLKSYDVNIQT 
GSNACNQPTHPNGDCSHFCFPV 
PNFQRVCGCPYGMRLASNHLT 
CEG DPTN EPPTEQCGLFS FPCK 
NGRCVPNYYLCDGVDDCHDNS 
DEQLCGTLNNTCSSSAFTCGHG 
EC1PAHWRCDKRNDCVDGSDE 
HNCPTHAPASCLDTQYTCDMH 
QC1 SKN WVCDTDN DCGDGSDE 
KNCILNCTASQFKCASGDKCIG 
VTNRCDGVFDCSDNSDEAGCP 
TRPPGMCHSDEFQCQEDG 


4518 


34886 


A 


4559 


24 


849 


ATGRCCCGLAPGFPLCWVLYP 
GGRGSA\CPEPHVLRTGSPLQRE 
QRTNGRTDLSSLLPNLNFDSPP 
RCKHKNQLAITLRKRIRKLATS 
LFSSTIFRISGTSVIISAPGAGLPL 
PALFPTRCQPKFSRSIDPTGKAV 
QTADIRLSARATLWLGGSIEESP 
VLCSTLRLLLRRLPPPLTWTSPN 
RPTQPCTAQTQTNQSVGIAAPS 
AIRVIYPESVVLNAVIYLPGDPE 
VSGLPRAFKRRFSVEVRLDCGT 
FKLLLVYCTHPGD RK VN TC KT 
GALVAF 


4519 


34887 


C 


4560 


192 


449 




4520 


34888 


A 


4561 


1 


786 




4521 


34889 


A 


4562 


3 


14073 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4522 


34890 


B 


4563 


58 


1282 




4523 


34891 


B 


4564 


1 


684 




4524 


34892 


A 


4565 


1 


1356 


MGRKYTLKWEFEEGFTEKKEL 

kkvtsegy1tpveiydyrqycy 
alqrpiattq1ddvrdghttrl 
a k lekqeqth sk a srrqe i1kir 
aepkeietqktlqkinesrswff 
ekin kidrll arlikkkreknqi 
daikn dkgdittn pteiqttire 
y y k h l y an klen le emdkflh 
tyilprlnqeeveslnrpitgsei 
eaunslptkkspgpdgftadfy 
q\mlevlara1mqeke1kgiql 
gkeevklslfadymivylenai 
isaqnllkli/snfskvsgykinv 
qksqafly1nnrqtesqimser 
pftiaskrikylgiqltrdvk.nl 

FKEN YKPLLNEIKEDTNKWK.K1 

PCSWVGRIN1VKMAILPKV1YRF 

NAIPIKLPMTFFTELEKTTLKFI 

WNQKRACITKSILSQKNKAGGI 

MLPEFKLY/YQGSSTQTAWYW 


4525 


34893 


A 


4566 


1 


1102 


MANCDINRKDEKGGKEKKDRS 

KSKSLMDTLKRQLSAKQKPKG 

KAGKPSGSSADEDTFSSSSAPIV 

FKAVRAQRPIR/STSLRSHHCSP 

MPWPLRPTNSEETC1KME\PSPP 

LNGVRKDFHDLQSETACQEQA 

NSLKSSASQNGDLYLRLDEHVP 

VVIGLLPQDY1QYTVPLDEGMC 

PLEGSSSYCLDSSSTMEVSVVPS 

QVGGRSFPEDESQADQNLVVA 

PE1FVDQSMNGLLTGTTGVMLQ 

SPRVGPHHVPPLSPLLPPMQNN 

ninD \i rrcr* i TPTCAuy a cqa/TI r* 
i^Il/KINr buL 1 Kj 1 fcAHlVIAEoMLL/ 

HLNFDFNSAPGVARVYVSVQSS 
GPMVVTSLTEELKR\LAKQGWL 
WPPLKSVRRCVLARRSLYTKQL 
NQEEGTELNLGSSCLLC 














rrtir 1 dCis. V Y rAUruoAMo 

VPGSPSAVCAQCILCTGHCAVC 
PGLGEHHSSGRTLMKTKLHSK 
KLKPC YLLC* SKN * KTQGGSPK 
S*NVNKYLVTLI 


4527 


34895 


A 


4568 


53 


470 


CISII1LPGPSAKTLSPVLSLSSPY 
TASFQPTFVRTFSHQTTYLSLGS 
VPVAQLKCSAGQQRGELLCRR 
GVWGSW1SVSHFTEIATLPAAC 
LEDGE\DFNLGGILDSSKYL*SIQ 
KTNTHRIVDGKVVSETN1TDVL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of 11 rst 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


4528 


34896 


A 


4569 




1635 


MGWTCKILFLVAAATGAHFLV 
QLVQSGAEVK.KPGASVKVSCK 
ASGYTFTYCYLHWREPVSFICG 
RC1LLTLLLGDCLWGEGAWTQ 
GDVLQPSDRASFLAMGVNTTG 
QQVGDLSGDFPNSVGKACKCR 
EFHTLTPLAHTSSTTHETFPGMS 
HIALELSQGSSLLQCLEAQTQG 
QRQELTVSANEQPESRGHGCVL 
LCETQSEGKSVRAQAQTSLKGS 
QKRLGG ARTLCTG LSPGQRKQ 
ERSKIDTLTSQLKELEKQEQTYS 
KASRRQEITKIRAELKEIETQKT 
LQKINESRSWFFEKIYKIDRPLA 
RLIKKKREKNQIDAIKNGKGD1 
TTDPTEIQTTLRQYYKHLYANK 
LENLEGMDKFLDAYTLPRLNQ 
EEVESLNRPITGPEIEA1IN/STPT 
KKSPGPDRFTAEFYQ\RSDVLA 
RAIRQKKEIKC1QLGKEEVK.LSL 

T7A T"M""\N./H\/VI niDITCAf\Ml I V 1 10 

xircit'vcr.vi'icvrwcnAci vtm 
JNr ols. V oO i fvlo V^Js.S>vAr L I 1 IN 

NRQTESQIMSELPFT1ASKRIKY 
LGIQLTKDVKDLFKDNCKPLLN 
EIKEDTNKWKN1PCS 


4529 


34897 


B 


4570 


1 


429 




4530 


34898 


A 


4571 


1 


897 


MDLNYTLEQMDLTD1YRTFHPT 

TTEYTFYSTGHGTFSKTDDVIG 

HKMSLDKFKKIEMISNTVSDHS 

GIKLEFNSERNLENHANTWKLN 

NLLLNECWVKNKMKMEIK.KLF 

ELNDNNDTTYHNLWDRAKVVI 

RGKCIALNTYIKKSERAQTDNL 

RIKNKNHMIIS1DAEKAFDKIQH 

PFMI KTLSKISIRGT YLNLIKDIY 

DKPTANIMLNGEKLKAFTLRTG 

T\RMNQGCPLPSLLFNWLEVL 

ARA1RQEKEIKGIQIGKEEVKVS 

LFADYVTVYFENPTDSSRKLLEL 

1KEFSSFWIQD 


4531 


34899 


A 


4572 


1 


1461 




4532 


34900 


A 


4573 


49 


365 




4533 


34901 


A 


4574 


45 


534 


VCHLEPGERCGPSRGCRAVGV 
QTEKMQTAGALF1SPAL1RCCT 
RGLIRPVSASFLNSPVNSSKQPS 
YSNFPLQVARREFQTSVVSRDI 
DTAAKFIGVAGSATVGVADSGA 
GIGAVFGSLIIVYARKLSLKQQL 
LF Y A I LG F\A LSEGM\GLFCLM V 
AFL1LFAM 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4534 


34902 


A 


4575 


98 


624 


DWYSRSHPKELWEGSKKKSIN 
HSACSLQAHGGPISTSLNPHSKP 
RGRVSPPPGK.RQQECRARPGRS 
PELAGPPPA1MVQETSQKNACAS 
dt cpppnnr:p\PP a a 14 pop i tt? r; Q 

rvL ol^r rUcuritr A/\rlrV^rt lKuo 

SSGPCSRGGYRQPLFPGPAASG 
VPASGSV/RSR1PGAPQGVALAR 
RGPQGSPSPAPRFFPATERQS 


4535 


34903 


B 


4576 


1 


604 




4536 


34904 


A 


4577 




3jI 


LAPAPSAAWRTGLKALTPSST 

GCRQEKTLPCQRWCVFCRRRR 
ARSLQAQCGFSLTPALELLPVPF 
LKLLCPGPPRRRRICRILPGAGL 


4537 


34905 


A 


4578 


1 


871 




4538 


34906 


A 


4579 


3 


510 


GPPSRVDDFVAAAAAAVAPVV 
LYACPRHSPIPPWSIRGRRVVVT 
GFG PFGEHTVN AN WI A VQEL E 

rvLuLuUo V JJLn V Y clr V b Y \^ 1 V 

QRL1PA L WEKH SPQLWVH VG V 
SGMATTVTLEKCGHNKGYKGL 
DNCRFCPGSQCCVEDGPESIDSI 
IDMDAVCKRVTTLGQCI 


4539 


34907 


A 


4580 


1 


285 


MAPGALPALGEEEGPG ASGLSA 
pi r;i4T CAr,cu a pp ptc vric a i ri 
TPFPAGTFVRLEFKLRQTE\SGR 
RrCDWKKPKCKVQPERRK.QK.CL 
TCVKLEC 


4540 


34908 


D 


4581 


1 


228 




4541 


34909 


A 


4582 


1 


697 


MGLERPVDRVMWLPGALWNS 
AVVSAPVGEEWALAGTGNQGL 
QDIQGMHCPEEGISQIHGRDHR 
NAKDSHTGVWCSCTLGIISTII1R 
PKCRFS1DRSDSDYLPTSSCRRD 
PGGAEPCQDRPRVEQLCSVLAN 
RSGPLAKCHWYESPVSYTQVC 
VSDLCQYGTGNRMLCTMLEAY 
VQLCALRCALPARVASQPGMQ 
LRVACPANSYYDSCGPPFPATC 
ASLNSSAPCTLQCTVSCFCLEGF 
ALEAG\SSVPHACCGCHLQG RY 
I/APGPWPSATGMRAPCPTRRC 

UCl TCACMABATArriPrWRD 
VJ>L 1 oAolViAKA 1 ALLArLWIvx 

TSNSAPCAARCLPAWRASLGCS 
YVWRVQPTATMTPVGHPSRPP 
VLASTPPRPAPSSAQ 


4542 


34910 


B 


4583 


1 


208 




4543 


34911 


A 


4584 


2 


230 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4544 


34912 


A 


4585 


106 


669 


GCGCVLLPGGVGAPGHSPEGP 
VPPRDARQLRTCGLAGTLHLST 
SCGHPTGAWRGALGSQWNGH 
NPVQDH LQEAQPWFLEFDRG* 
RCFWRMATSFPRYPTWDDY*R 
LPCCRCLPQCKKPAETTGCLPIS 
GEKTHGGVGDLLGEAPARJLRQ 
W A SQRQP ATDLP A * A SRGRPA * 
GKDTHRACVAGEAAQDA 


4545 


34913 


A 


4586 


2 


597 


TPKGG1RLGLAKLGCPTAWINP 

YGRGMPLAHSVLSSGARVLVV 

DPDLRESLEE1LPKLQAENIRCF 

YLSHTSPTPGVGALGAALDAAP 

SHPVPADLRAGITWRSPALFIYT 

SGTTGLPKPAILTHERVLQMSK 

MLALSGATADDVVYYTEVLPLY 

HVMGLVVG1LGCLDLGTSLAS 

YGLRVYF1LWSVLGPSRRTLCL 


4546 


34914 


A 


4587 


9 


573 


EEEERKKKKKAK.KKEEEEGEEE 
GGGMGEKKKKEEEEEGEEEGE 
KEREKER\EKERKKKK.EERKEK 
ERERKKKRERKKEKERERKEG 
EGERERKSTECTSSSY1/1KKLVV 
KQPQAAPSGEIPEEGIAVLGGDS 
SMPVIVPEDLPVGQDVEVEDSD 
1NDPDSL1LVSSQAGGGGV1TAY 
CNLEHLGSSDPPT 


4547 


34915 


A 


4588 


1 


297 




4548 


34916 


A 


4589 


114 


752 


DGSAAPRATSDSFTYTVCVSEF 
PVDDFMELGRS1PDTQL/DAVIE 
SQKANQCAVLIYT/SGTTGIPKG 
VMLSHDNJTWIAGAVTKDFK/P 
TDKHETVVSYLPLSHI/AAQMM 
DIWVPIKIGAL/IYFAQADALKV 
RLSKDLGSDFILLGSPVGLRPST 
KRLPVLSKLGHTYRRVVWVEE 
SSGPHT1SNQNNYRLQGPMMK 
LKRHFVAQKYKKQIDHMYH 


4549 


34917 


A 


4590 


1 


837 


MVTQKLPNAQENLKHAERQAA 
GCCPGRSHIFQHVGPGASESLR 
GEGCSTHPEAQGAQERCEQWK 
KDQHWCLASHTDVTQQWGRH 
IVQEGGTHRGPSAVLSLRTALD 
EG/ARGGCSHP1TAQLPLQLRHL 
PRPPPAPAR\PSPAPPAATSPPT\P 
PPAPAR\SSPAPPAATSPPTASSG 
AC AALPQLPLQLRH L PRPPPA P 
AR\SSPAPPAAMSPP\RPPAPARP 
RLRRSTACATALRPGERGSAAA 
QPGARSETSFCRLG/AAAAVLD 
PAFTSSQALACPVVGVI 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4550 


34918 


A 


4591 




377 




4551 


34919 


B 


4592 




1632 




4552 


34920 


A 


4593 




1224 


MDGTNRFYLYVWETERQQDV 
EHVARCILCYDKCRPDPECPAG 
TPGPQEVDVDLVFVVDSSYGV 
DADVYRGSLSLADAALEDLEV 
AEQPGASHRGARVALVTHTTP 
NFVGRGFHLTTYGNRKQMQRH 
VREASARPLQGTAPPGHALEW 
TLENVLLAAPRPRKAQVLFAIV 
ASETSSWDREKLWTLSLEAKC 
KGITLFVLALGPGVGTHELAEL 
AELVSAPSEQHLLRLQGVSEPE 
VNYAQGFTRAFLNLLKSEQSPG 
TGAPWVEWGEGFTEPGIWACR 
WTNQYPPPELTEECGGLHRGD 
TV LQL VTP VN RFM Y A AKEN SL 
KRKTKANFHLAVELELDESYFR 
AYYEGTLYEVSALPLQRSNELL 
QK.WSLFHGSNGRRVSGSHPEV 
ALQQGGTGLPAVLVWQLWRQ 


4553 


34921 


A 


4594 


266 


556 


HKVQQICYRLRLVSQILFSINQT 
LAERQ1VTFTVYPDTERDRETR 
NLADLKQIK.IDLGKFSDNPDGY 
ID1LRGLRQSFDLTW\RD1MLLL 
NQTLAPN 


4554 


34922 


B 


4595 




735 




4555 


34923 


A 


4596 


70 


624 


PTAM VEEG 1 AAGG VMDVNTA V 
QEVLKTAL1HDGLARGIREAAK 
ALDKYVYQSQYCGFLQPDQKL 
ATQGKKGMGVHGVKRKSS*M 
ASVLPGNLRKRRQAH\LCVLAS 
NCDEPMYVKLVEALCAEHQIN 
LIKVDDNKKLGEWVGLACKIDR 
EGKPRKVVGCSCVVVKDYGKE 
SQAK.DVIEEYFKCK.K. 


4556 


34924 


A 


4597 


145 


682 


SWRNRTVSNGSAVSASSVHLCF 
AECKALCGERILTDGSDVSRPTI 
AAGGVTDVNTALQEV\LKTALI 
HDGLAR\GISRTWPKAL\DKRQ 
A H\LC VL A SNC\D EPM Y V\KL\ V 
EALCA EHQ1NLI\K V\DDNQET* 
EKWV\GLCKI\DREG\KPRE*WL 
VGS*CSSLRTIGKESQAKDVIEE 
YFKCKK. 


4557 


34925 


A 


4598 


252 


590 


RSLDLVWWQLSGGLAGSAKPK 
PCTPVKQSTVMSFPSHKEQYFL 
MDGKKK7YDKESEKYYSILEKH 
LNLSAKKKESHLQENSSGPSVS 
TKLINLFSKRLLCAFLPAQLTPY 
SFCS 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4558 


34926 


A 


4599 




1662 




4559 


34927 


A 


4600 


4430 


4904 


LIKGTRCLGRRPSFAYSRSNPA 
*S*P/EGTSAQLAELLALTLALE 
LGNGKRINVYTDSKYAYLILHD 
HAAIWKERAFLTSGGTPIKYHK 
EIMELLHTVQKPKEVAVLHCQS 
HQKESSPLEDTTTAGPLLHPYP 
AGSSPERSSPSSQQLLGDLFRGII 


4560 


34928 


A 


4601 


1 


2630 


MEQANHPVRLINVVCKDTLKK1 
VQQETSCPLTH V H Y AEA1TG RC 
TAPEDKGSLDQKPPTDDPTGCP 
WQV PAH VITLTETWVCLT1 EGQ 
EIDFLLDTGVQKPNGQWRLVQ 
DLIPIKEAV1PLYPVVPNPYTLIS 
QIPEKAEWFMALDLKDAFFCIS 
LHSDSQFLFA FEDPTNHTSKITR 
TVLPQGFRDSPPLFGQALAQDL 
GHFSSPGTLVFQYVDDLILATSS 
EASCQQATLDLLNFLANQGK.V 
VPNLWGKLPLNTTRKSWSYCT 
QCKNPRRWQSYTAKAIKKQLA 
EAGPVTAILLLLIFGPC1FNLLIK 
FVSSRIEAIMLQMVLQMEPQMS 
STNNFYQGPLDRCTDPLSGLES 
SPRCSEAPCLMSQWTGDIEYDL 
LLPP1PHQTTLCDLQN LKG 1FSR 
YHRKWYGEILALLTPTANVCG 
HSQVPHACSIYHDPVTWNPQG 
LLPKSLYGVTKWGDKEHFEWG 
SQQQRAFYELK\KKLMSAPALG 
LPDLTKLFTLHVSDREKKMAV 
RVLTQTMGPWLGPVAYLSKQL 
DGVSKSWPPCLRALAATALLA 
REVDKLTLGQNLN1KAPHAVV 
TLMNTKGHHWLMNARJTRYQS 
LLCDKPHIT1EVCNTLNPTTLLL 
VSESPVEHNCVEVLDSVYSSRP 
NLRDHPWTSVDWELYVDGSSF 
1NPQGESVWGIIQGKRPIKLWG 
KRRKVSARDLAIIGGSVEAPKL 


4561 


34929 


A 


4602 


' 


506 


FLALTSRFLFVLLNEETRSHLEK 
SLCWKVSPHIKMDLLQWIQSK 
AQSDGSTLQQGSLEFFSCLYEIQ 
EEEFIQQALSHFQVIVVSNIASK 
MEHMV\SSFCL1CRCRSAQVLHL 
YGATYSADGEDRARCSAGAHT 

1 I \/OT PPDTVl t nAV^PUl AAA 

LCTNPNLIELSLYR 


4562 


34930 


A 


4603 




381 




4563 


34931 


A 


4604 


3 


483 




4564 


34932 


A 


4605 




410 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4565 


34933 


A 


4606 


2 


249 


SADAPMFDMGVNHEKYDNSL 
NII/SVMKAGPVEKRPAWHPMD 
TLP*LAPRSLFLCSNASCTTNCL 
EPLAKVIHDNFGIVEGLMV 


4566 


34934 


A 


4607 


2 


481 


LAPLVKE1HDNFGMGEGLMTT 
GHAITATHKTADGPSGKLWRD\ 
GRGAHQNIIPASTGAAKAVGK 
VMPELNGK.LTGVAFRVPTANV 
SVVDLTCRRQKPAKYDDIGKV 
VRQAPEGPLKGILGYTEHQVVS 
SDFNSDTHSSTFDAGAGIALND 
HFATLSPPPH 


4567 


34935 


D 


4608 


79 


278 




4568 


34936 


A 


4609 


2 


1201 


PSTACRNSARACSTVSR1FFCVA 

SRATSLRTPMGKVKVGVNGFG 

RIGRLVTRAAFNSGKVDIVAIN 

DPFIDLNYMVYMFQYDSTHGK 

FHGTVKAENGKLVINGNPITIFQ 

ER\YPSKINWG\DAGAEYVLEST 

GAFTTMENAGAHLQGGAKLRVI 

1SAPSA\D\APMFVMGVNHEKY 

DNSLK1ISNA\SCTTNCL\APL\A 

KVIHDNFG\1V\EGLMTTVHVAIT\ 

ATQKTV\DGPSGK\LWALMGPR 

GFFQEHQSLPFTGGC/ARVVGQ 

GSSPELERGKLTWAWAFRCPQ 

LPKR VNG WD L\TC RL\EK.PC PK. 

YD*HQGRVVKAGRRKGPLQGA 

ILGLQLSNPGGSPSGLSTSDNPL 

LPPFD A WGL AFALQRTH FC S KL 

Ji^OlJJlNUllAJ i olN^OO WULriU 

PPWPTWAFQGS 


4569 


34937 


A 


4610 


61 


226 


WRIMPTKKVM1TMGRTTQRRM 
LES/SQQFWPCHLH*KLVPSCLQ 
LGCL VFH FRRER 


4570 


34938 


A 


4611 


153 


495 


QH A AECKAH AGLPG LPLPARK. 
LASRHGAPRWRQSGVGPGGKV 
ENYGRRRL\PGTRHPQSLSHKP 
AKK1DVARVTFDLYKLNPQDFI 
GCLNMKATFYDTYSLSYDLHC 
CGAKRIMK 


4571 


34939 


A 


4612 


1 


643 




4572 


34940 


A 


4613 


286 


698 


ESDNNLTQGTS1*QGTRHPQSLF 
PLSPAKKPCGPVLTFLTCYKLN 
PQGLSLGCLNIEGRFFMDYVIPF 

PTHT AI T T n A 1{T>1\A kTl\TT UWA 

LFSMQTTGPRA/VFTSCYLQQL 
LDATEDGHPPKGKASSLIPTCL 
KILQ 


4573 


34941 


A 


4614 


59 


294 




4574 


34942 


A 


4615 


1 


2253 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4575 


34943 


A 


4616 


2 


197 


LARSGMGFYRRGLLGEVKGRV 
EGNRMWHVIVRTSPNHRYTFT 
LKTHPSVVPGSIAFSLPQ\RPWS 


4576 


34944 


A 


4617 


302 


441 
















RLPFSPRSVGPTPQAPRLLCNG 
WRQLPTTFFTELEKTTLKFI wn 
QKRALIAKTI/LKPKNKAGGITL 
PDFKLYYKATVTKTARFLLYK 
VSQIDNTDLFDPVKIKFE 


4578 


34946 


A 


4619 


1 


1370 


MNIDAKILNK1LANRIQQHIKKL 

I HHDQVGFIPGMQG WFN1 RK.SM 

NVIQH1NRTKDKNHMIISIDAEK 

AFDK1QQPFMLNTLNKLGIDGM 

YLKI1RAIYDKPTANIILNGQKL 

EAFPSKHGTRQGCPLSPLLFNIV 

LEVLARAIRQEKEIKGIQLGKEE 

VKLSLFADDMIIYLENPIVSAQN 

LLKLIGNFSKVSEYK.INVQKSQ 

AFLYTNNRQTESQ1MSELPFT1A 

S1RIKYLGI*\LTRGVKDLFRENY 

KPLLNKIKEDTNKWKNIPCSWV 

GRN\NIMKMAIL\PKVIYRFNAIP 

IKLPMTFFTELEK\TTLKFIWNQ 

KRARJAKSILRQKNKAGGITLP 

DFKLYYKATVTKGAWFQHHK 

HTL1KEPLLDSVFSPNRPDHGK 

KQDKQPQTKNIANASADSKNT 

QQMNGFVTGAATSF1PKDRTAS 

SLCGCTGRRRQSVAKYLR1RPHI 

NVPSFTYYK 


4579 


34947 


A 


4620 


2 


671 


WHQNLALTRASGSFHS/WEEG 

KGGADMSHEICVANLQVYVRS 

TDFDRTLMSAEANLAGLFPPNE 

VQHFNPNISWQPIPVHTVPITED 

RLLKFPLGPCPRYEQLQNETRQ 

TPE YQNRSIQNAQFLNM V AN ET 

GLTNVTLET1WNVYDTLSCEAP 

SPPWGRKPPLERLWPRPRELTC 

PLRYIAQTHGLLLPPWASPQTV 

QRLSQLKDFSFLFLFGIHEQVQ 

KARLQG 



wo 



01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4580 


34948 


A 


4621 


1 


1923 


DSVAFEDVAVNFTQEEWALLG 

PCQKNLYEDVMQET1RNLDCG 

HETEFVEYENLRDPMNMPLHT 

TDGPHKCKICGKGFDCPSSLKS 

HERTHTGEKLYECKQCGKALS 

HSSSFRRHMTMHTGDGPHKCK 

ICG K AF VYPS VFQRH EKTHTAE 

KPYKCKQCGKAYRISSSLRRHE 

TTF1TG E KP YKCKCG KAFI DF YS 

FQNHKTTH AGEKPYECKECG K 

AFSCFQYLSQHRRTHTGEKPYE 

CNTCKKAFSHFGNLKVHERIHS 

GEKPYECK.ECGKAFSWLTCFLR 

HERIHMREKPYECQQCGKAFT 

HSRFLQGHERIHTGF.KPYECKE 

CRKAFSWLTCLLQHERIHTREK 

PYEGKQCGKAFTHSRFLQGHE 

RTHTAKKLCECLSTVSARKSVD 

LI1ASYPLFLNLFSTPKTLRNCSY 

RRHERMHTGEKPYECKQCSKA 

LPDSSSYIRH ERTHTG EKP YTCK 

QCGKAFSVSSSLRRHETTHSAE 

KPYECKQCGKTFHHLGSFQIHM 

KRHTGDRPHKCKICGKGFDRPT 

LVRYHERISTGEKPHECKQCGK 

AFDHLGSFQRHMIRHTRDGPH 

KCK1CGKGFDCSSTLQSHERTH 

TGEKKLYECKQCGKALSHSSSF 

p d uK>4T\4iJTr , r>nDun£ r \p viccv 

KKHM I JMH 1 UL'UrrllSAL'rviL-'VjIs. 


4581 


34949 


A 


4622 


1 


256 


MG KG SFKY A WALYKQKAECE 
RGVT1 DTSL WKFETSKCY VTI\K 
DF1KNI ITGTSQQGQTAS VA AFC 
ILSSCPASWKNQVSHRLGG 


4582 


34950 


A 


4623 


173 


717 


SINAVASTRRT1EKFEK.EAAEM 

GKGSFKYAWVLDKLK.AERERG 

1T1D1SLWKFETSKYYVTIIDAPG 

HRDFIKNMITGTSQADCAVLIV 

AAG\VGEFEA\SICQNG\QTREH 

ALLAYT\LGVK\QLICRVNKMD 

STEPPYSQKRYEEIVKEVSTYIK 

K I G YN PDTRAF VP\I SG LNGDH 

MLEPK.C 


4583 


34951 


A 


4624 


3 


525 


GCPSGPGHRCVAGHGAPGAVC 
RHVPTAWPGYSRCSPGPGPRGV 
EAVGHQRHRAPETHSTPAADR 
HRRGLPGSVKSDSAMEPSPSPAP 
QAQPPKPVPKPRTVFGGLSGPA 
TTQRPGLSPALGGPGVSRSPEPS 
PRPPPLPTSSSEQSSALNTVEMM 
PNSIYFGLDSRGRAQAAQDK 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4584 


34952 


A 


4625 


2 


448 


RRAHACARRRRK.KEMLGVNVL 
TSHSSQERMKLTFKKICAV1MFA 
DAAAAQGPLLPAMVNPTMFFH 
1AVDGEPLGCVSFEVRGLESKK 
*LLI*SIKLC*Q1G\LFADKVPKT 
AENFHALSTGEKGFGYKGSCFH 
RIIPGFTCQSGDFTRPTA 


4585 


34953 


A 


4626 


1 


751 


GTRDATAEENRVLLAMVNPTV 
FFDIAVDGEPLGRVSFEVRGLD 
TKK*LLI*SIKLC*QIGGSSIFITS 
D*KNSCLPL1VQQCLLFLRILP\L 
FADKVPKTAGV*FFFKQKIFRA 
LSTG\EKGFG\YKGFPAFHRIIPG 
FMCQGW*LSHRHNGTGWQVH 
LMGRNFEDEVNFILKAYGVLGS 
LSMAKCLDPTKIGSPVFPSCTA 
KT\E WL\DG Q A L WC FG KAVKKG 
LNIVEAMERF\GSRNGKTS\KKI 
TIADCGQLE 


4586 


34954 


A 


4627 


3 


615 


PECIIG1D1LSSGQNPHIGSLTGR 
VRAIMVGKAKRKPLELPLPRKI 
LNQKQYRJAGGIEEISATIKDLK 
DAGVVIPTTSLFDSPIWPVQKT 
DGSWRMTVDYRQINQVATPIA 
AAIPDVASLLKQ1NTSPDTW/PI 
RPPISNGD*GVSGR*ACCLEPLA 
GPHR*ITSEASR1LEQGPAIFCR* 
LLSF*ETALGLLLGFGGN*TFDY 


4587 


34955 


A 


4628 


3 


354 


DSWA\VANGLA\GWS\GTWKK 
HDWKIYNDNEIWGKASMW1DLS 
EWSKTVKIFVSHESAHHIT*KSS 
AEEDFNNQVDRMIHSVDTTRPL 
SPATPV1AQWTHEQSGHGGRD 
GGYTWAQQHGL 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4588 


34956 


A 


4629 


281 


1529 


VRVLSPVEKELKLWKNTHKLL 

SYPTVGAAVTQLQNLTAMGV1 

GSHGARGQVVALNRQRQGDL 

QPFTRVTVHWGKG/NMQIFGGL 

LDTGSELTLIPGDPKI IHCGPPV 

KVGAYGGQVINGVLAQVQ1TV 

GPQTHPVVISPVPECIIGIDILSS 

WQNPHIGSLTGRVRAIMVGKA 

KWKPLELPLPRKIVNQKQYHIL 

GGTVEISATIKDLKDTEAVTPTT 

SPFNSPIWPVQK.TDGSWRMTV 

DYCKLNQVVTPIAAAVPDVVS 

LLEQ1NTSPGTWFEWSPK\KAL 

QQVQAAVQAALPFGPYDPADP 

MVLFVSVADRDAI WSLWNAAI 

GESQRRPLGFWSKALLSSADNY 

SPFERQLLASYWALVETERLTV 

GHQVTLRPELPIMNWVLSDPSS 

HKVSGAQQRS1IKLKWYIHDW 


4589 


34957 


A 


4630 


4:> j. 


719 


LP\AMATAECP1CQQQRPTLSPR 
YGTIPW/WAWDAPGGRGCWRL 
QKAGE 


4590 


34958 


C 


4631 


122 


325 




4591 


34959 


A 


4632 




346 


MAGEKVEKPDTKEKKPEAKKA 

UAUUN V^HU 1 OKI Y oK 

KAMYKRKYSAAKSKIEKKKEK 
VLATVTKPVGGDKNGGTQVF\ 
Q11TYSSYTQKVQLPKSTLKQRQ 
GPCPQGAL 


4592 


34960 


A 


4633 


1 15 


905 


EAFQTLHFCCLGLRQGTKRMA 
GEKVEKPDTKEKKP\EAKKVDA 
\GGKVKKGNIKA\KKPKKG\RPH 
\CSRNPVLCSEGFGRYSRSVAMY 
SRFLAI\ YQEGSTFSPLKSK VEKK 
KKEKVLATVTKPVGGDKNGGT 
RVVKLRKMPRYYPTEDVPRKL 
LSHGKK\PFSQ\HVRKLRASITP\ 
GTIL\IILTGRHRGK\RVVFLK\QL 
AKLAYLLC*LGPLVLNRVPLRR 
THQKFCHLPLSTKID1SNVKIPK 
HLTDAYFKKKKLRKPRHQEGEI 


4593 


34961 


A 


4634 


2 


350 


FVALAAVLCRQCLPRAWVCRR 

AGQGSGRHYRAAICAELKKPLT 

IEEVAP/DPVGPHEVRVDVHFC 

GVNFGD1LICRDQYQERPHLPFT 

PGPVADSRKGLPIRSCCPPYNL 

WHCDFCS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4594 


34962 


A 


4635 


1 


556 


MGLKLNTHMDQTRGSLSGDTL 
EGSPSKRAKULKRGGFRGILGG 
VGVQERRTGQRPALPCHDLRR 
AEVVPDHRRGGPRPVGPHEDL 
WQ1PEKVSLQEAAVLPITYGTE 
SFALEHRARTQPGEIVLVTAAA 
GATGLAVMWQQISSGQGNIAA 
AGSDEKCKLAM\EKGAQSSVN 
YSQGSLKDSATDQ 


4595 


34963 


A 


4636 


1 


142 




4596 


34964 


A 


4637 


2 


368 




4597 


34965 


A 


4638 


2 


504 


HKVGHAQHHSFITWKWYTRD 

WSRAGPEGIAGVPYDQLTEEEK 

TRAWFTDGSARYAGTIRRWTA 

AALQPLSRTSLKESGEGKSSQW 

AEVRAVHLVVHFTWK.EK*PDV 

RLYTDSWAVANGLAGWSGTW 

KKHDWK1DDNEIWGRGMWIDL 

SEWSK.TVK.1FVSHESAHH1T 


4598 


34966 


A 


4639 


182 


840 


RTAVKGNLPTTPVI/SQWAHEQ 
SGHGGRDSGYTWAQQHGLLIT 
KADLAMTTAECLISQQQRPRLS 
LQYSSIPWGNQPATWWQIDYIR 
PLPSWKGQSQDSQDRSRNQGV 

ft. VJS.V ArL 1 1 1 riU 1 1 Aftrl-Lri V 

PAALHSAGVDVLVPEGGMLPP 
GGTTTIPLNWKLRLPPGHFGLLI 
PLSQQAKKRVTVL AG V 1DLDC 
QDEISLLLYNRDAKELYRYTAH 


4599 


34967 


A 


4640 


3 


283 


SRVSCSPPPLSPPPPLSPPPPLSPP 
PLLSPPPPPLSPPPSPPPPVSLPPP 
PPVFSFPSSCP/PPFPPPLLPPLPPP 
PPLSPPPPPPPWSPSPPI 


4600 


34968 


A 


4641 


1 


531 


MGSSHCTQPGM LAAA VGQAVP 
GTDTGADSVSLSASCCHQHAIH 
CAQA1RAKGHLQAHTELPSAPT 
QPPSCARQCPKSGGDLGGRELY 
NNHEIRSGKHIGVCISFANNRLF 
V VSIPKSKTK.EQI LEEFI K VTG S 
YWVLGLSFDFRKWPV/GQCCQ 
SFHGRLRATPARRAERRDARSF 
AL 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


4601 


34969 


A 


4642 


115 


2405 


ATAEGSGSSGVKERGAG1RKAE 

RRRTEASGGGGGRGRRRSWRR 

AGAEGVSEADARGRGGKGREG 

KGGSRGGARAHRERARRRVEL 

DRVCCQRRELRPPFYNSSTRAG 

HREQRARVSRNPIPSDRJSPPQP 

NGE1SGNMATEHVNGNGTEEP 

MDTTSAVIHSENFQTLLDAGLP 

QKVAEKLDEIYVAGLVAHSDL 

DERAIEALKEFNEDGALAVLQQ 

FKDSDLSHVQNKSAFLCGVMK 

TY RQREKQGTK VADSSKG PDE 

AK1KALLERTGYTLDVTTGQRK 

YGGPPPDSVYSGQQPSVGTEIF 

VGKIPRDLFEDELVPLFEKAGP1 

WDLRLMMDPLTGLNRGYAFV 

TFCTKEAAQEAVKLYNNHEIRS 

GKH1GVCISVANN\RLFVGS1PK 

SKTKEQILEEFSKVTEGLTDVIL 

YHQPDDKKKNRGFCFLEYEDH 

KTAAQ\ARRRFN*VGKVQGFG 

GNVGTVEWADPIEDPDPEVMA 

KVKWLFVRNLANTVTEE1LEK 

AFSQF\GKLERVKKLKDYAFIHF 

DERDGAVKAMEEMNGKDLEG 

EN1E1VFAKPPDQKRKERKAQR 

QAAKNQMYDDYYYYGPPHMP 

PPTRGRGRGGRGGYGYPPDYY 

GYEDYYDYYGYDYHNYRGGY 

EDPYYGYEDFQVGARGRGGRG 

ARGAAPSRGRGAAPPRGRAGY 

SQRGGPGSARGVRGARGGAQQ 


4602 


34970 


A 


4643 


2 


369 




4603 


34971 


A 


4644 


1 


1002 


MNAGCGQTHDCAYRQKRPED 
VNEEGRLEQRNRKRQDEWGPR 
DKPASSGYKAGTLDVENWNRA 
GEGLKHAHQKGLKVDSSAFCT 
CSLIRTVLMPLSPYYSAGQQAE 
SKNLKESVVPPTASIENKKQER 
EDKNWPILPPPVAETSVPPPSVA 
GIETPIQR1LRSAAIAGEPSGPCA 
FPISVRPDSNNPQQFIHEHTPLEF 
KLLNELKTSVVNIGVQSPFTLG 
LPESAFGAMRLLPFDVKHWAR 
tpi caqavt twmt Tvir:r*p\;tPTn 

1 ULoA^A I L 1 WlNl J lNLl< s< lE.Mt w 1 \J 

QVRQNRAAGHGDIAEDMLLGN 
GP/YFRPGTSNGTKRAWATIPEE 
GVPVQSFLPFMEGSQEPSAQFL 
ARLREAV 


4604 


34972 


B 


4645 


1 


575 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4605 


34973 


A 


4646 




776 


VVLMRNLMSGTIFSMLANISML 

GSLVI11QYITQEIPDPSRVPLVA 

SWKTYPLFFGTA1FSFESIGVDL 

PLENEMKNARHFPPILTLGMPI 

VTTLDIGMAALGYLRFGD\DTK 

GSIILSLP1CWYLHGLSGEGPSQ 

SFSERETKAQVIVPRSEVNVPRR 

PVSEHSGRGEQLCGLSCRLYQS 

VK.LLYIAGILCTYALQFYVPAEI 

IIPFA1SRVSTRWALPLDLSIRLV 

MVCLTSAPMTRSTPFCKYSTRG 

RRRWLEIPV 


4606 


34974 


A 


4647 


1 


1294 


MGKDFMSKTPKAMATKTKIDK 

WDL1KRKSFCTAKETTIIVNRQP 

TEWEKIFATYSSHKELISRIYTE 

LKQIYKKKTNNPINK.WAKDMN 

RHFSKEDIYASKKHMKKCSSSL 

A1REMQ1KTTMRYHLTPVRMEII 

KKSGNNRQP1VGPCDNSV1LLY 

KILANRIQQHIKKLIHHDQVGF1 

PGMQGWFNTCKSINVIQHINRT 

KDKNHM11SIDAEKAFDKIQQPF 

MLKTLNKLG1DGMYLKIIIAIYD 

RPTANIILNGQKLEAFPLKTGTR 

QGCPLSPLLFN1VLEVLARAIRQ 

EKEIKGSQLGKEEVNLSLFADN 

M1VYLENPI1SAQNLPKLINNFS 

KVSVCKINVQKPQAFLYTNNR 

QTESQ1MSELPFT1ASKRIKYLV1 

QLTRDVKDLFKENYKPLLNE/I 

K/EDTNKWKN1PCSWVGRINIV 

KMAILSK 


4607 


34975 


A 


4648 


2 


711 


WNRRRPCIAKTIL/SQKNKAGGI 
TLPDFKVYCKSTVTKTAWYWY 
QNRHIDRWSRTETSEITPHIYNH 
Q1VDKPHKNKQWGKDLLFSKW 
CWENWVAICRKLKLNLFLTRY 
TKINSRWIKDLHEKLKTIKTLEE 
NLGNTIQDIG I G KDFMTKMPKA 
I ATKAKIDK WDLI KLKSFCTAK 
ETIIRVNKQPTEWENISAIYPSD 
RSL1SRIYKE\LKN1YKRLDAVA 
HTCNPITLKGQGRWIT 


4608 


34976 


A 


4649 


1 


576 




4609 


34977 


A 


4650 


1 


771 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 




SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cudon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4610 


34978 


A 


4651 


1 


887 


FPEDSEPIS1SHGNYTKQYPVFV 

GHKPGRNTTQRHRLD1QMIM1M 

NGTLYIAARDHIYTVDIDTSHTE 

EIYCSKKTAWEILDRPMVATCR 

MKGKHKDE\CHNFIKVLLKKN 

DDALFVCGTNAFNPSCRNYKM 

DTLEPFGDEFSGMARCPYDAK 

HANVALFADGKLYSATVTDFL 

AIDA VI YRSLGESPTLRTVKH DS 

KWLKEP YF VQ A VDYGD YI Y FF 

FREIAVEYNTMGK.LLGLHHELL 

RRTQDYGHKAGCPESCLLSVRR 

CPPPQSKAHRESVEELIKGCRR 

HAGFCACGHITT 


4611 


34979 


A 


4652 




2890 


MVLLKVDPGLWGSSLRVLLKA 
DPPYGTQAHAERHGRALAGGL 
GVGEQSQSLDLLRMSHTYGAL 
FLPRAAVSSWCASVRJRKIKKSP 
LLDGAPLLYEPDTWLGKWSSS 
WTLVFTHPFSAALTHSALTARS 
DTGSLTLSPDGKLYSATVTDFL 
AIDAVIYRSLGESPTLRTVKHDS 
KWLKEPYFVQAVDYGDYIYFF 
FREIAVEYNTMGKVVFPRVAQ 
VCKNDMGGSQRVLEKQWTSFL 
KARLNCSVPGDSI 1FYFNI 


4612 


34980 


A 


4653 


1 


480 


MEGVEEKEKVPAVPETLKKKQ 
GN FA ELKIKAPKM A FVLRIRG VS 
GVSPKVRKVLQLLRLHQIFSGT 
FVKLN/KASVNMLR1VEPYIAW 
GYPNLKSVNEL1YKRGYGK1NK 
KRJALTDNTL1VPSLGKYGILCM 
EDLIHEIYTVGKHFKEANNLLW 
PFKLSSP 


4613 


34981 


A 


4654 


3 


279 




4614 


34982 


B 


4655 


119 


177 




4615 


34983 


A 


4656 


157 


359 


HQRCRK**TKLEG*TCRKIEVN 
TDYIKP*E*EFWMIYYISIYLTSI 
CSSICNEN1LQLENREKSRNT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4616 


34984 


A 


4657 


65 


900 


GLAFPPILQKESPHPCLWILFTSP 
VALSTSRPPCVISSAALCPRRHG 
FLPPRLLAPLAAAFCPRPRCFLP 
LPPRLFAPAPVDFCPRRCGFLPL 
PPRVFAVSCPRRRGLLPPLLFAP 
SAAAFCGFLAPSPWLFAAFGTR 
CRGFLGLLVPAAAAFFPRRLRF 
FLPRLFSPAAAVTFCHPCFLPPP 
DPT C\/PA A AcprDDncnnPTTJTx/ 
EIRGSGTRVGLQHQTGHLPRGP 
SSLPAELHA*ARVSPLEASPPSC 
TR/WMQQPEDLGPALTLGRICG 

VUAL WcJL 


4617 


34985 


A 


4658 


927 


1157 


ARRSTAPVDCK*LQP*AQAAL 
WVLVWDHEAARQPEGVVQPA 
PGLWPSSRRWRKFQAPGSSGV 
CHPGALQACPEELS 


4618 


34986 


A 


4659 


1 


563 


MK.LVAVFDKQDLHHGGDDISA 
SSMHTQSPERFTSASELGTNNV 
SAFSVWQAASEIEVTSSVLHAS 
SQKGLSSQHLGFGAPQAGGGSF 
RHLAPQRKEVLEEYFK YDPEH 
KLIFRFVRTLFKAMRLTAEFAIE 
ITHGGRDVERATGLVNK.1HRQG 
CGDSFCN IGGNAKPYVCCGKE 
YVSSSKHQNG1AI 


4619 


34987 


A 


4660 


1 


681 


MGKYAEALRSQQKAVLMSVR 
VMGIEHPNTIQENMHLALHCFT 
SRQLSL A LSLLQG AI 1 YLM/LLV 
LGE/DHPEVA/LLDN1RRVLHRV 
MEYDLSLCFLDNALAVSTKYQ 
GPKALKVALGHHLITSVYESKA 
EF\RSALQHQKEGLAAH/TSLGE 
DQEKTKESSEYLKCLTQLAVAL 
RRAMHEIYRNGSSNNIPPLNFT 
APSMASVLEQFKGINGILFIPLS 
QKDLESLKAEVAQ 


4620 


34988 


A 


4661 


2 


443 ; 


V WQSGGDSITSKTN 1 1TCVNCY 
LYTCIDSSFNQYHSILIVRARQD 
IWLPVALHRPWESSPFIHVINNI 
LQKILKRSTQFI FTLI A I IMG L I A 
VTV1AATAGVALRQS1QTVHFV 
DKWQKNSTRMWNS/QRIDQKL 
ANQINDLRQTVIW 


4621 


34989 


A 


4662 


2 


377 


FAFTWTDPDTHQAQQITWALL 
PQGFADSPHYFSQAQISSSSITY 
LGI1LHENTRALPADHV*LISQT 
PISSTKQQLLSFLGMVRYFCLWI 
PSFTILTKPLY*FTKANLADPTD 
PKSFPHSSFRSL 
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SKQ ID 

NO: 


SF.Q II) NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4622 


34990 


A 


4663 


1 


1095 


MAKAVLSKKNKTGSTTLPDFKI 

YYKDIVTEEPGIETLRH TSSTKF 

SKGLPSRESFSEKQNKTTTHLH 

PGE1NSFIAHTKPAWRSLHTDA 

HE1WC RDSDQVNSPGRSIPCPPA 

LCSMRK1HLRPLVLRPASPRNIS 

PILNPLHLIAALLPNPKPPFRPPL 

VSPDLNPQVKDISTPSWATDHV 

HLTVSLK.PYHPYPAQCQYP1PQ 

HALKGLKPV1TRLLQHGLLKPI 

NSPYNSHILPVLK.PDKPYRLVV 

r\r\i pi txtut\/t t PH-iDrVifVDxrpvT 
^L/LKLlNrll VLLrlrir 1VL VrlNr Y 1 

LLSSIPASTTHYSVLDLKHAFFT 
1PLHPSSQPLFAFTWTDPDTHQA 
QQIT*AVQPQSFTDSPHYLNQA 
Q1SSSSVTYLGI1L1KAHVLSLPIV 


4623 


34991 


A 


4664 


655 


2417 


KKRESMN1DAK.1LNK1LANRIQ 
QH1KKLIHHDQVGFIPGRQGWF 
NICKSINVIQHINRAKDKNHMII 
SIDAEKAFDKIQQLFMLKTLNK 
LGIDGTYFKIIRAIYDKPTAN1IL 
NGKKLEAFPLKTGTRQGCPLSP 
LLFNIVLEVLARAIRQEKEIKGI 
QLGKEEVKLSLFADDMIVYLEM 
PIVSAQNLLK.LISNFSKVSGYKI 
NVQKSQAFLYTNNRQTESQIMS 
ELPFT1 ASKRI KYLGIQLTRDVK 
DLFKEN YKPLLKE1 KEDANKW 
KN1PCSWVGR1NIVKMAILPKVI 
Y R FN A I PI KLPM TF FTELEKTTL 
KFI WNQKRAHITKA I LSQKNKA 
RG I TLPDFKL Y YKAT VTKT AW 
YWYQNRD1DQWNRTQPSEITP 
H1YNYL1FDKPDKNKQWGKGS 
LFNKWCWENWLA1CRKLKLDP 
FLTPYTKINSRWIKDLNVRPKT 
TKTLEENLGITIQDIGMGMDFM 
SKTPKAMATKDKIDKWDLIKL 
KSFCTAKETTIRVNRQPTKWEK 
\FSQPTHLTKG * YPESTMN SNKF 
TRKKQTTPSKSGRR\NEQTLLK 
RGHLCSQKTHEKMLTITGHQR 
NANQNHNE1PSHTC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4624 


34992 


A 


4665 


1 


234 


MQNQEKFGELISEWAPYGRPRP 
QIAVGDHHISVYDGEVNWRMS 
SLQASAAGK.DYANRGTEWGEE 
PSQMLRHELLSGEMCVSRNRG 
QPLANSERRSEALSPVTPKKLIP 

LTQEQKTK.HHMFSLISG*FAEN 
DGFQLHPCPS\GSLLWPSAGISF 


4625 


34993 


B 


4666 


1 


2553 




4626 


34994 


A 


4667 




272 




4627 


34995 


A 


4668 


1 


3045 


















4629 


34997 


A 


4670 


159 


245 


FPIVASPWLLC*LMSFAGTWVK 
LETIILSKLSHGQKTKHRMFSLI 
DTVVVGSDDFPLLRVPGCCASS 


4630 


34998 


A 


4671 


122 


359 


TANLKNGRKFL*PIHLTKG*YPE 
STKNVNKFTRKKQTTPSKSGQK 
I*TNTSQKKTFMQPTGT*KNAH 
HHWSSEKCKSKP 


4631 


34999 


A 


4672 


2 


66 


RLVYA DTCFSTJKLKAEDASTS 
ENMRCLVFCACDSLLRMIVSSF 
]RVPTKDMYSSFFMAA*YLLQY 
HQVKSRRCFYE 


4632 


35000 


A 


4673 


519 


899 


SALVCHTCSNWQVHLGDSVFY 

Kotc^rLfcr Lr r J> I LooLr ruLnr 

SHGLGGLAGRNSCIYPCCAPAL 
CADYLWGSPDLFLLLSFQHKG 
NVGVGLAHSPQFQQGN 


4633 


35001 


A 


4674 


1 


278 




4634 


35002 


A 


4675 


158 


592 


GYYWRPSFQSLRENNECQRKS 

l\o VlNAUt^LlNClJrlL. VL»tjrl Y yl^n 

*QNYFSFDIHYFLSETGRKVSSS 

l/Air J Iud 1 cALoulvV vri Wvdl^ 

AAGQGCTLHLLLPQTRLFPGKG 
RRQPGLLREF 


4635 


35003 


A 


4676 


302 


721 




4636 


35004 


B 


4677 


1 


871 




4637 


35005 


B 


4678 


1 


559 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 




SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4638 


35006 


A 


4679 


3 


2386 


RVATMAPHRPAPALLCALSLAL 

CALSLPVRAATASRGASQAGAP 

QGRVPEARPNSMVVEHPEFLK 

AGKEPGLQIWRVEKFDLVPVPT 

NLYGDFFTGDAYVILKTVQLRN 

GNLQYDLHYWLGNECSQDESG 

AAAIFTVQLDDYLNGRAVQHR 

EVQGFELAP\FLGYFKSG\LK\Y 

KKGGVASGFKHVV\PNEVVVQ 

RLFQWKGRRVVRATEVPVSWE 

SFNNG\DCF1L\DLGN\NI\HQWC 

GS\NSNRYERLKATQVS\KG1RY 

NERSGRA\RVHVSEEGTEPEA\M 

LQVLGPRWALPAGTEDTAKED 

AAN\RKLAKLYKVSNGAGTM\ 

YVSLWAD\ENEFTQGA\LKSED 

CFILDHGKDGKIFVWKAGKHAN 

TEERKA ALKTASG FHSPRWD Y 

PKQIQVSVPFLEGG\ETPLFKQV 

FKNWRDPDQTDGLGLSYLSSHI 

ANVERVPFDAATLHTSTAMAA 

QHGMDDDGTGQKQ1WR1EGSN 

K.VPVDPATYGQFYGGDSYIILY 

NYRHGGRQGQIIYNWQGAQST 

QDEVAASA1LTAQLDEELGGTP 

VQSRVVQGKEPAHLMSLFGGK 

PM11YKGGTSREGGQTAPASTR 

LFQV RAN SAG ATRA VEVLPKA 

GALNSNDAFVLKTPSAAYLWV 

GTGASEAEKTGAQELLRVLRA 

QPVQVAEGSEPDGFWEALGGK 

AAYRTSPRLKDKKMDAHPPRL 


4639 


35007 


— 


4680 


T894 


2161 


MFGLPNARAATSTAPFASHSLC 
LCFRILLLLGPGINLANPRNHLV 
LHQKFS1LGRHFSL\ATEEPCISL 
ALAPSKRWECNSSS*RYENN 


4640 


35008 


A 


4681 


1 


1803 




4641 


35009 


A 


4682 


1 


501 


MTFQCVVNTHYLTYPRPQRFL 
YLVVVRPSCASWIMFVLIDRGY 
VFSYFPQSYGGFGSRJLSKPIEV 
QVGGRSVVAQMWSNKCGQYS 
DLASLGCISR/YSAGSVYYYPSY 
HHQH/NPVQVQKLQKELQRYL 
TR/KIGFEAVMRIRCTKAKPTRH 
RHYGELEISITIIRAIGK. 


4642 


35010 


A 


4683 


350 


623 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4643 


35011 


A 


4684 


1 


3252 


PPGPERSRLGLGVSLHQRSCPK 
C1AVFTRVSEPRIQFPASRILPSS 
NTSKDFDPVSGQSNYGGSQGS 
GQTLNRPPVASNPVTPSLHSGP 
A PRM PLPA SQNP ATTPM PSS SF 
LPEANLPPPLNWQYNYPSTASQ 
TNHCPRASSQPTVSGNTSLTTN 
HQYVSSGYPSLQNSFIKSGPSVP 
PLVNPPLPTTFQPGAPHGPPPAG 
GPPPVRALTPLTSSYRDVPQPLF 
NSAVNQEGITSNTNNGSMVVH 
SSYDEIEGGG 


4644 


35012 


B 


4685 


51 


236 




4645 


35013 


A 


4686 


1004 


1405 




4646 


35014 


A 


4687 




771 




4647 


35015 


A 


4688 




405 


SENVDDVSVMMG/TPANKALL 
DTTGFWHD/DFNNATPNDICVA 
IRSE/AADAGIAQAIMQQLEEA/ 
LKQQA/LDRNLNVMMFSDNVT 
LE/DE1QLK/TRAREKGLLV/MG 
PDCGTSMIAGTPLAFA/NVMPE 
GNIGVIGASGTGFRR 


4648 


35016 


B 


4689 


1 


1656 




4649 


35017 


A 


4690 


1657 


2259 


LPQPQPATPWPSAPTPRFASPAA 

AMATLWSGTCRIRLWSGSSRA 

TRTAPAAL1FPITALGSGQGAW 

TTRCAAGTCGRAASCSSMTSA/ 

AQ1FSPCHCPNQDWLAVGMESS 

NVEILHVGKPEKYQLHLHESCV 

LSLKFAPCGRWFVSTGKDNLL 

NAWRTPYGAS1FQSKESSSVLS 

CDISRNNKY1VTGSGDKKATVY 

EVVY 
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SF.Q ID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
or peptide sequence 


Amino acid sequence ( X=Unknowri, 
*=Stop codon, /=possible nucleotide 


4650 


35018 


A 


4691 


62 


1371 


QNQSTISVMLRSAMTTTMAAD 
LITAI/MGQRKQHIDTGFWHDD 
FlsTNATPNDiCVAIRSEAADAGI 
AQAIMQQLEEALKQLAQGSGS 
SQALTQVRRWDSACQKLPDAN 
L A LIS VAG E YA AELANQALDR 
NLNVMM.FSDNVTLEDEIQLKT 
RAREKGLLVMGPDCGTSMIAG 
TPLAFANVMPEGNIGVIGASGT 
GIQELCSQIALAGEGITHA1GLG 
GRDLSREVGGISALTALEMLSA 
DEKSEVLAFVSKPPAEAVRLKI 
VNAMKATGKPTVALFLGYTPA 
VARDEN/VWFGSSLDEA\SLAG 
CFS VRARSPLTRIDGMM1 LGMF 
GGCFAASLWANNVKLRMPRSR 
1RJMQA1IGG11AGFGARLAMGC 
NLAAFFTG1PQFSLHAWFFANP 
LL1GQTLEDPHEYIDYLDKEFPL 
YQLVECVVSLNYSYHWECTEI 


4651 


35019 


A 


4692 


1 


1125 


MEAEVDKLELMFQKAESDLDY 
1QYRLEYE1KTNHPDSASEKNPV 
TLLKELSVIKSQYQTLYARFKP 
VAVEQKETKSRJCAGMTKTMN 
VIQKLQKQTDLDLSPLTK.EEKT 
AAEQFKSHSFGMWPCKLK.YRQ 
NKKKK K.K. LSQN RSTTWKLNN L 
LLNDYWIQNEMKAE1KMFFET 
MENKDTTYQNLWDTFKAVCRG 
KF1 ALN AH K RKQERSKIDTLAL 
QLKELEEQEQTHSKASRRQEIT 
KIRAELKEIETQKNLQKINESRS 

r^CTT[7L'IXTlf'l\/frMM T API tlfYV&lZ 

r bl^lNKlvlUKl^LAKLlIvl^KKb 

KNQIDAIKNDKGGITNDPTEIQT 
TIREYYK.HLYANKLENLEEMD 
KFLDTYNLPRLNQEEVESLNRPI 
TG SEI EARIN SLPIAKKSPGPDG F 


4652 


35020 


A 


4693 


2 


421 


GRVGGRVGKIRT*LN*IETKKY 
KR *N ETKS WFFEKI KM DRPL AR 
LTKKRIK.E1QITSLRNETGNIITD 
TTEIHKIIQG*SSSSSSSSSSSSSSS 
SS\FSSSSSSSSSSSSSSDTFKRPIT 
G1KIEMVF* KLPTKKSR1 SL 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4653 


35021 


A 


4694 




654 


MEYYAAIKNNTFMSFAATWM 

KLEAIILSKLTKEQKTKRHMFSL 

VSTLELG ALTA L V RCG RWRRQ 

CDDEAMACVTQGRPLARLTKK 

RREK1QITSLRNETGDITTDTTEI 

QKIIQGYDEHTYAHK.VENLEG 

MDKLLEKYNPPRLNQEELGTL 

NRPITSYEMEMIIKKL/PNEKSP 

GPDGFTAEFYQTFKEELVPILLA 

LFHKTEKEG 1 LPNSFYEASITL 


4654 


35022 


A 


4695 


1 


786 


MPPSLAYKNPRPQQADTQVA/T 

MSRGVHWRKKMQAAGPREDV 

K RSTQAEEHTDRHQHTSR\HQL 

LLMR1FEMGWKKPSPFQEESIPT 

ALSGRDILARAKNGTGKSSAHD 

IPLLKRLDLKKDTIQTIVIVPTG 

GPALQVSQIC1QVSKHMGGVK 

VVMTTGGTNSGDDVLRLDDTV 

HMV1AAPGRJLNLIKKGVAKLE 

ETYLRHIGRPGHFGHFGLAINLI 

TYGDHFNLKGIEEQLGKEIKPIP 

SNIDKSLHVAEFHSKAVENEKP 


4655 


35023 


B 


4696 




501 




4656 


35024 


A 


4697 


2 


573 


YSACFFLFS1AMGILLTVPPSFWI 

PTSFSAFLGFFSSFSLLVLHQPD 

FSFVLGLWR1ISLLVLKIVEGSS 

NQGMQMASRSWEWPSSSRKM 

ATSVRTLPEP/GPSGCRAPSAFPF 

RKEAGADPSGCPGGRQVPLVA1 

GRGGALEPQRWELRAPGSAGR 

LPREGGRTFPGAQSPAGAQSPA 

GKQSPPGAQSPLH 


4657 


35025 


A 


4698 


2 


j46 


PPIN1SVPHC*PFGG/EPLEILIPAP 

tKssn V LjysrVK 1 M5!>A VrH^a 

VGASLNCGDKQPPNFSGSKIFF 
L1YLHLMTGQVRGSSVLCHPNT 
GIQKEGGTVNEIPIAIEKRKKHA 


4658 


35026 


B 


4699 


1 


468 




4659 


35027 


A 


4700 


2 


284 


C. 1 Utr 1 l^L^c-LlNl^OINC W I LLL 

WVTP1AGQFQLDVSCVSECVCS 
ETYEYLYGQHMQ\ANP\EPPKH 
NNHKSGKD 


4660 


35028 


A 


4701 


5 


189 




4661 


35029 


A 


4702 


38 


190 





536 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


4662 


35030 


A 


4703 


2 


882 


WPSVSSG/PSSAVSFSSFDPGVA 
SCTSSSASG 1QRPMASEVPCASG 
IPIK.KIGHRGVDSSGETTYRKTT 
SSALKCA1QLC1THTVGSLDPTP 
ERHVLIEPLIELSSSGADGSLLH 
VSIHDEFIIKTVQHKQAEFLQKL 
1PGYHIDLNQNSWTLLPKFYGL 
CCVKAGGKNTQIAVMKNLLLR 
LN SEGERI LLCIGITDILQS YRFV 
KKLEHSWKALVCDGDTVSVHR 
PGFYTERFQCFMCNTAFKKIPA 
RTLTTPNAGKDVEQQELSSLLM 
GMRSGTATVEDSLVVSYKTKH 


4663 


35031 


A 


4704 


2 


410 




4664 


35032 


A 


4705 




728 




4665 


35033 


A 


4706 


1 


1208 


MKMEKVNTSWLLPPSSISVLIR 

RGAGSMVLLLQSQRQYIFEYDS 

SDRLLAVTMPSVARHSMSTHTS 

IGY1RNIYNPPESNASVIFDYSD 

DGRILKTSFLGTGRQVFYKYGK 

LSKLSE1VYDSTAVTFGYDETT 

GVLKMVNLQSGGFSCTIRYRK1 

GPLVDKQIYRFSEEGMVNARFD 

YTYHDNSFR1AS1KPVISETPLPV 

DLYRYDEISGKVEHFUITTAEM 

TLSKHFDTHGR1K.EVLA/YEMF 

RSLMYWMTVQYDSMGRVIKR 

ELKLGPYANTTKYTYDYDGDG 

QLQSVACNDRPTWRYSYELNG 

NLHLLNPGNSVRLMPLRYDLR 

DRITRLG DVQY/KI DDDGYLCQ 

RGSD1FEYNFNGAPTKTLSQAS 

G1LQSLQGLHEVHRNPACSDFA 


4666 


35034 


A 


4707 


1 


663 


MMLLLLALLGAGLLGASLLTS 
WHAPARNKIPRAQKWREEPDL 
DPKP1LELPLAELAQQLRTEELS 
LESILCSYLKQALKVHQEVNCL 
MDFLGECEEELQALKKLKKSE 
RGLLYGVPMSLKDTYDSMFLE 
KPATKDGVIMKVLKAQGAIPFV 
KTMPLTLLRSLKRASWALNAA 
TP1YGQMLSPLNLKKTCGGSS/G 
GDHGGWPHGPGRGEPGAVPCK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of List 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4667 


35035 


A 


4708 


2 


624 


SDARLHK.DDTDICFSKTLNSCK 
VPQIRYASVERLLERLTDLRFLS 
IDFLNTFLHTYR1FTTAAVVLGK 
LSDIYKRPFTSIPV\RRARKLSLT 
SPLNSKIGALDLTTSSSPTTTTQ 
SPAASPPPHTGQTPLDLSRGLSS 
PEQSPGTQPEVSGSSPHSTAQSK 
1WSLVWKQYWLMAPSHALKT 
CHAARLARTFVTSSSATKVHCA 
ISLK 


4668 


35036 


A 


4709 




195 




4669 


35037 


A 


4710 


1 


1845 


MAEAEPGRPGERGGGGAGRAG 

GRPGGGGGMAEPSGAETRPPIR 

VTVKTPKDKEEIVICDRASVKE 

FKEE1SRRFKAQQDQLVLILSGK 

ILKDGDTLNQHGIKDGLTVHLV 

IKTPQKAQDPAAATASSPSTPDP 

ASAPSTTPASPTTPTQPSTSDSA 

SSDAGSGSRRSSGGGPSPGTGE 

GSPSATASILSGFGGILGLGSLG 

LGSANFMELQQQMQRQLMSNP 

EMLLQ1MENPLVQDMMSNPDL 

MRHMI1AKPQMQQLMERNPEIS 

HMLNNPELMRQTMELARNPAV 

MQEMMRNQDRALSNLESIPGG 

YNALRRMYTDIQEPMFSAARE 

QFGNNPFSSLAGNSDSSSSQPLR 

TENREPLRNP/WSPSPPTSQAPG 

SGGEGTGGSGTSQP\GSG M FN S 

PEMQALLQQISENPQLMQNVIS 

APYMRSMMQTLAQNPDFAAQ 

MMVNVPLFAGNPQLQEQLRLQ 

LP V FLQQMQNPESLSILTN PRA 

MQALLQIQQGLQTLQTEAPGL 

VPSLVSFGMSRTPAPSAGSNAG 

STPEAPTSSPATPATSSPTGASST 

QQQLMQQM1QLLAGSGNSQVQ 

TSEVRFQQQLEQLNSMGFINRE 

ANLQALIATGGDINAA1ERLLGS 


4670 


35038 


C 


4711 


59 


464 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4671 


35039 


A 


4712 


1 


1902 


MAEAEPGRPGERGGGGAGRAG 

GRPGGGGGMAEPSGAETRPPIR 

VTVKTPKDKEEIVICDRASVKE 

FKEEISRRFKAQQDQLVL1LSGK 

ILKDGDTLNQHGIKDGLTVHLV 

IKTPQKAQDPAAATASSPSTPDP 

ASAPSTTPASPTTPTQPSTSDSA 

SSDAGSGSRRSSGGGPSPGTGE 

GSPSATASILSGFGGILGLGSLG 

LGSANFMELQQQMQRQLMSNP 

EMLLQIMENPLVQDMMSNPDL 

MRHMI1AKPQMQQLMERNPE1S 

HMLNNPELMRQTMELARNPAV 

MQEMMRNQDRALSNLESIPGG 

YNALRRMYTDIQEPMFSAARE 

QFGN1MPFSSLAGNSDSSSSQPLR 

TENREPLPNPWSPSPPTSQAPGS 

GGEGTGGSGTSQVHPTVLNPFG 

INAASLRSGMFNSPEMQALLQQ 

ISENPQLMQNVISAPYMRSMM 

QTLAQNPDFAAQMMVNVPLFA 

G\NPQLQEQLRLQLPVFLQQMQ 

NPESLSILTNPRAMQALLQIQQ 

GLQTLQTEAPGLVPSLVSFGMS 

RTPAPSAGSNAG VYPPRPPLPHP 

ATPSHIFSNRG/SPAPQQQLMQQ 

M1\QLLAGSGNSQVQTPEVRFQ 

Q\QLEQLN SMGFIN RE AN LQALI 

ATGGDINAA1ERLLGSQLS 


4672 


35040 


D 


4713 


309 


527 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4673 


35041 


A 


4714 


1111 


2506 


K.KDQRETRNQKGLGFLRDRPQ 
WVSGKMKQECLQ/HWNAMAI 
NNHRAVA1FPKRRHGREDGLLS 
NLPTFGSYAPLRRVSNEFIASAV 
QRILLERRALPHGNCKLGGLTP 
QFMNRK.NALVLEVLARAIRQE 
K.E1 KG IQ LGKEE VKLSLF ADDM 
IVYLENPIVSAQNI.LKLISNFSK 
VSGYKINVQKSQAFLYTNNRQ 
TESQIMSELPFTIASKRIKYLGIQ 
LTRDVKDLFKENYKPLLNEIKE 
DTN K WKNIPCS W VGRJNI VKM 
AILPKV1YRFNAIPIKLPMTFFTE 
LEKTTLKFIWNQKRARIAKSILS 
QKNKAGGITLPDFKLHYKATV 
TKTAWYWFQNTDIDQWNRTEP 
SEIMPHjYNYLIFDNPEKNKQW 
gtdflfnkwcwenwlaicrkl 
KLDPFLTPYTKIKSRWIKDINVR 
PKT1KALEENLGNTIQDIGMGK 
DFMSETPKAMTTKVKIDKWDL 
IKLK.SF 


4674 


35042 


A 


4715 


3 


372 


SVGVALRPWKRE/RAASERRSS 
SGGGGGGGGGGGGGGGGSGS 
GQ/HAPAAPAGGIEAVNMASAjS 
YHI SNLLG VLA AAA LA VTQALP 
\PPSAVAGSFSAPKSPAHRSAGL 
PIPAEPLSSPLLQPPPP 


4675 


35043 


A 


4716 


1 


1008 




4676 


35044 


A 


4717 


1 


2619 




4677 


35045 


A 


4718 


449 


801 


VLLLSSMSRRKCQSLYVDLLM 
KKETE* SMEKEKLTMHPLSCTH 
1*PRPQAPEADKQMRR*TEEQN 
CRMMWQKKEKEHLNAKRSLA 
GSGWRDQPLDGKAPGEDHLPIP 
SPFQLPIHPI 


4678 


35046 


A 


4719 


1 


1255 




4679 


35047 


A 


4720 


2 


843 


CLHGFGYRJRDSELQKIHRAAV 
KGDAAGVERCLARRSGDLDAL 
NK/TAQIAGAQPREEACTVILLE 
HGTNPNLKDIYRNTALHYAVY 
SESTSLAEKLHFHGANIEALDK 
VLSISFLSKILMSSLKTCGRDAE 
DYT1SHHLTK1QQQILERKKKIL 
KKEKRGKASESEFLNSLGGPTL 
DKK1RNVEISDESAVSILHELCV 
DSLPALDDEVLSVATKCVPEKV 
SEPLCRPSHEKGNRIVNGKGEG 
SEECLCPA AHRLRCG ERL YLPP 
RLGCERLCLATTPSEK 


4680 


35048 


A 


4721 


295 


1050 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4681 


35049 


B 


4722 


306 


554 


















4683 


35051 


A 


4724 


2 


316 




4684 


35052 


A 


4725 


81 


228 


DPPLCLGLLALHRASIVQKRIIYF 
QDEGSLTKKLCEQGKTLKHSQ 
QMFFK. 


4685 


35053 


A 


4726 




1043 


MELEWKVNVKVNSQDTNHHG 
SLQLARGEAAAVKFGRMSKKQ 
RDSLYAEVQKHQQRLQEQRQQ 
QSGEAEALARVYSSSISNGLSN 
LNN ETSG TYANGH V1DLPKSEG 
YYNVDSGQPSPDQSGLDMT\GI 
KQIKQEP1YDLTSVPNLFTY\SSF 
NN\GQLAPG1TAMTEIEIVAAEKF 
PLIYKQSFLLTVLSFGGGGSVIC 
GPTFAKVSSSRRFIHHGDKIQPS 
IN ALG WTFM EETPQIFKCRTNT 
HGKELEHDLPEHSSGQGSTRRIC 
SSCLRRDNNPMLLSGGRFYEKI 

U\IFlTr.TFn\/Dli'MPUA FriVTCr* 
rilNrl 1 U 1 rlJVKivlvjnriAtLiJN. 1 

L VII VG FQ A 1 KMPS SLKQEA SNG 
LIKLEEASGARMKTGHIK 


4686 


35054 


A 


4727 


467 


584 




4687 


35055 


A 


4728 


1 


1794 




4688 


35056 


A 


4729 


1 10 


1797 


PSQQEPGSGTSCLRYCWTAQTL 

PSVTMKLWVSALLMAWFGVLS 

CVQAEFFTS1GHMTDL1YAEKE 

LVQSLKEY1LVEEAKLSKIKSW 

ANKMEALTSKSAADAEGYLAH 

PVNAYKLVKRLNTDWPALEDL 

VLQDSAAGFIANLSVQRQFFPT 

DEDEIGAAKALMRLQDTYRLD 

PGTISRGELPGTKYQAMLSVDD 

CFGMGRSAYNEGDYYHTVLW 

M EQVLKQLD AGEEATTTKSQV 

LDYLSYAVFQLGDLHRALELTR 

R\LLSLDPSHERAGGN/LCRYFE 

QLLEEEREKT\LTNQTEA\ELTTP 

EGIYERPVDYLPERDVYESLCR 

GEGVKLTP RRQKRL FC R YHH G 

NRAPQLLIAPFKEEDEWDSPHI 

VRYYDVMSDEEIERIKEIAKPK 

LARATVRDPKTGVLTVASYRV 

SK.SSWLEEDDDPVVARVNRRM 

QHITGLTVKTAELLQVANYGV 

GGQYEPHFDFSRNDERDTFKHL 

GTGNRVATFLNYMSDVEAGGA 

TVFPDLG AA I WPKKGTA VF WY 

NLLRSGEGDYRTRHAACPVLV 

GCK.WVSNKWFHERGQEFLRPC 


4689 


35057 


B 


4730 


1 


2433 
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SEQ1D 

NO: 


SEQ ID NO; 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4690 


35058 


A 


4731 


425 


1079 


PMGTSFLYECANFQSVSLGDPQ 
EPSCLCGGQPQGAAGGSSGSED 
ALLCLWDLQARKWKFEMSYTS 
GNIRGSSFCQFKSSFLVYFKALL 
KPRELFAQFKSFMGEKXLSLAP 
PMSDSSGDGIIRKIDYASCK.RSG 
\SSIRALPKTYQQP/EVLNDTWV 
SFPSWSEDSTFVSSKK.TPYEEQL 
HRCEDERFEEMK.TAGFASFGER 
SKTGVPNLRVTDWYRLVAC 


4691 


35059 


A 


4732 


3 


425 


GASSEEAEGASEGP\GAPGGWG 
APGSQGAQEGGDLQEAEESQE 
GGDPRKPRSPRK.VERHRKAGA 
PGRDLGRPSLTVLLYNHCVLQR 
LRKIYHSSIKPLEQSYKYNELRQ 
HEITGQRCPCCEEPKPQHQERA 
LFVVVSENRNI 


4692 


35060 


B 


4733 




1056 




4693 


35061 


A 


4734 


171 


511 


LLSVRHVVRNTQETANDVQVW 

/LUKtitjOorvlMN 1 yj Vt^rLUrllVlLlJ 

QIATAVSRMEMNVKGDLYIDD 
HHTV\EDTGL\ALGEALKIAPGD 
KPGICRFGFVLP\MDECL\ACAL 
DISGGPH 


4694 


35062 


A 


4735 


563 


763 




4695 


35063 


A 


4736 


365 


1644 


RTSQMSSSAWRQQNRARPSSAI 
LPSSLSLGHPALPQFSQRMPAT 
ASQLPGMVGVLEGYGQTAASP 
GSVSSCSPACSSCCLGCWWPSS 
WPSCRLHPHLGRPIAHCLPE/VL 
TTTTTTPTITTSQAAGTPKGQQE 
SGVSPSPQSTCGGLLSGPRGFFS 
SPNYPDPYPPNTHCVWHIQVAT 
DHA1QLKIEALS1ESVASCLFDR 
LELSPEPEGPLLRVCGRVPPPTL 
NTNASHLLVVFVSDSSVEGFGF 
HAWYQAMAPGRGSCAHDEFR 
CDQLICLLPDSVCDGFANCADG 
SDETNCSAKFSGCGGNLTGLQG 
TFSTPSYLQQYPHQLLCTWH1S 
VPAGHSIELQFHNFSLEAQDEC 
KFDYVEVYETSSSGAFSLLGRF 
CGAEPPPHLVSSHHELAVLFRT 
DHGISSGGFSATYLAFNATERL 
CLVESTSS 


4696 


35064 


A 


4737 


1 


154 
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SEQ II) 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4697 


35065 


A 


4738 




700 


GSRPQFPGHTRVRASGWRPCSL 
KPQLLGPVHPVSPYLLFLSSSDC 
AMGLIDGEWQLVLNVWGKVE 
ADIPGHGQEVL1RLFKGHPETLE 
KFDKFKHLKSEDEMKASEDLK 
KHGATVLTA\LGGILKKKGHHE 
AEI\KPRGTVSNATKHKIPVKVT 
WRSSPECII\QVLQSKHPGDF\GA 
\DAQGAMKQGPGSCFRKDNWP 
PTYKELGLSRAKPLAGFPTPNPS 
WAPGFKRERGLISV 


4698 


35066 


A 


4739 


1 


154 




4699 


35067 


A 


4740 


1 


617 


GSRPQFPGHTRVRASGWRPCSL 
KPQLLGPVHPVSPYLLFLSSSDC 
AMGLIDGEWQLVLNVWGKVE 
ADIPGHGQEVLIRLFKGHPETLE 
KFDKFKHLKSEDEMKASEDLK 
KHGATVLTA\LGGILKKKGHHE 

AcJ\l**.rKu 1 V bINA 1 rvflrvJr V Js. V 1 

WRSSPEC1\IQVLQSKHPGDF\GA 
\DAQGAM\NKALE\LFRKD\MAS 
NYKELGFQG 


4700 


35068 


C 


4741 


46 


522 




4701 


35069 


A 


4742 


78 


617 


TKELLHSKRNCHQSEQATYKM 
GENFCNLLI*QSANIQNLQRT*T 
NLQEKNKQPHQKVGEGYEQTL 
LNRRSLCSQKTHEK1LIITGHQR 
NANQNHNE1PSHTS*NGNH*K.V 

P V nflA/CVl' [ I *UUDDPTI?riUT 
KK^Vo I IVIJvrtvK I Kv<J V 1 

Q*RREPETSLAKETPGNPTNTN 
AKFKTRGAR1SHYSSGNGERLP 
RTVC 


4702 


35070 


B 


4743 




6477 




4703 


35071 


A 


4744 


1 


623 


MSSDISEVEDKNEFLTEQLSKP 

Q1KFNTLKDKFLKTRDTL\RKKS 

LALET VHNNLSQTQQQI K EM K 

EMYENAEAKENNSTGKWSCVE 

ERICQLQHENPC1EQQLDDVHQ 

KECLPSRKEKFKSEPPAFLSGN 

QVKSSSCSLQTLFPPDDLILYLE 

NPKDSTKKLLELINKFRVTGYK 

IKLQKSVAFLNDKNEQSKEENQ 

ECNP1YNNYK 


4704 


35072 


A 


4745 


2 


3272 




4705 


35073 


A 


4746 


1 


579 




4706 


35074 


A 


4747 


3 


510 





543 
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SEQ II) 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of lirst 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


4707 


35075 


A 


4748 


1 


1261 


MEAVDTFLVFNALNFLLTSQTT 
GCSSSCDPGHGLGQGSGNRFP] 
AAASARTAEEAKWFFSNKDYS 
NVLQLPDPKKTEYHIHEKRFSD 
SR1LCYYPEFGKVEE1ILTAMKH 
DWFGKHRKDDKIEKTGKTKIQE 
SFTSEEERIRMKQEQERIQAKTR 
EFRE\RQARERDYAEIQDFHRTF 
GCDDELMYGGVSSYEGSMALN 
ARPQSPREGHMMDAVLYAQVK 
KPRNSKPSPVDSKGKVLGEADP 
VYPRRNPGTEGNASSLPSVSFSE 
SPPVRAAFAGYHYVAFPWLQK 
LMSGTSGKDPEKEADLARVVT 
LRVVTLRIETHVKTLAFTAALL 
QQLACIDVGMDKQNDVYTYN 
KILLSFKRKEILTHTTTRMSLED 
ULSE1NQWQEDKYRFGLYEVA 
QVVKLIETESKVVVSRDGGRG 


4708 


35076 


A 


4749 


10 


2051 




4709 


35077 


A 


4750 


2 


2118 




4710 


35078 


A 


4751 


1 


658 


MWNSKTLAAFRPCPKDPLNFE 
LERDNLAYLAEE1PKQQSIQY1T 
WM1LKAFSHMHLQRDNLKLEL 
MFKRKAKHKGLKNLHPDHVIE 
KKNLFSAEKFKPAAEIYISNEEP 
NVNSQDNGKKCLQGMSEIFAA 
APAITDNTSDKTTL1KVSSWPYI 
ADRRCPLVNVTREDSPSEDPVF 
LRTLGKGDWFGEKALQGWGL\ 
KGIHHVSAQEPVCLLLPFMTPR 


— 


35079 


- — 


4752 


- 


471 




4712 


35080 


A 


4753 


315 


407 




4713 


35081 


A 


4754 


411 


1042 




4714 


35082 


A 


4755 


1 


423 




4715 


35083 


C 


4756 


202 


321 




4716 


35084 


A 


4757 


5 


413 


CFFFFFFETESHFVTQAGVQWR 
DLGSLQSPPPGFTPFS/SPQPPKE 
PGPQAPATTPGQSFAFLVEMGF 
HHVSQ\EVSIS*PRDPPASASQS 
AGTTGVSHRAWTFCFLRQSLA 
LSPDWSAVARSQLTATSASWV 
QVSRR 


4717 


35085 


C 


4758 


150 


491 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4718 


35086 


A 


4759 




548 


GIAFCLNLIKTLKLPNFKSCVIL 
LGLLLLYDV/FFVFITPFITKNGE 
SIM VELA AGPFGNNEKNDGNL 
VEATGQPSAPHEK.LPVV1RVPK 
L1YFSVMSVCLMPVSILGFGDI1 
VPG LLI A YCRRFDVQTGSSY 1 Y 
YVSSTVAYA1GMILTFVVLVLM 
K.KGQPALLYLVPCTLITASVVA 


— — — 


— — 


— 
— 


4760 


642 


1985 




4720 — 


J5088 




4761 


^9 


252 




4721 


35089 


A 


4762 




783 




4722 


35090 


C 


4763 


218 


358 




4723 


35091 


B 


4764 


372 


374 




4724 


35092 


B 


4765 


129 


1036 




4725 


35093 


A 


4766 


1211 


1983 


SQSCLLLQEDFAP1AGEQEAEQ 
HQEDLRALLRASLQGQCSRQP 
GTRLHGSAPWPGEAQNRSRPLP 
GDSPSLDRYRGI/SDAVGKSRSG 
D1GSSLRVEAGDKRTQASPERQ 
PHCGAHDAQDISGGREIFKPRQ 
LPGSAIWS1KVGHGSGFPGKRR 
PRGAGLSGRGGRGRSKLKSG1G 
AVVLPGVSTADISSNKDDEENS 
VLDMVVLFSSSDKFTLN/QVCG 
SFGQGAEGRLLACSQCGQCYH 
PYCVSIKMDACSSSELKY 


4726 


35094 


A 


4767 


1 


603 


MANFNDCVLDKEKVCIAAK.FIT 
HAPAGEFNEVFSD1RLLCNNDS 
LLRERAARAFAHYNMDQFTPV 
KMEGCEDQT11ACIESHECQPKN 
FWNGRWRSEWKFTITPPTAQV 
VGVLKIQVHYYEDGSVQLVSH 
KDVQDSLTVSNDAQTAKEFIKII 
EN A EN E YQTAISENCQTMSDTT 
FKVLRRQLPVTRTK1DWNKI\LS 
YNI 


4727 


35095 


A 


4768 


1 


867 


MADFDDRVSDEEKVRIAAKFIT 
HAPPGEFNEVFNDVRLLLNND 
NLLREGAAHAFAQYNMDQFH 
AVK\1EGYEDQVLITEHG\DLGN 
SRVLDPRNKISFXKFDHLRKEAS 
DPQPEEADGGLKSWRESCDSA 
LRAYVKDHYSNGFCTVYAKTI 
DGQQTIIACIESHQ\FQPKNFWN 
GR\WRSEWKVP\ITPPSAQ\VVG 
VLK1QVHYYEDGNVQLVSHKD 
VQDSLTVSNEAQT\AKEFI\KIIE 
NAENEYQTAICGNYQTMSDTT 
FKALRRQLPVTRTKIDWNK1LS 
YKIGKEMQNA 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


4728 


35096 


A 


4769 


2 


690 


WPSGSASRPRHLRAPEPV\GKA 
GKNK.GAGLTPA/AGTSGCAGR 
AESRGPPTGSHGSEPSRGSKGL 
CGRGTRSLPERGAEVLPHLPAQ 
TSPQLGSQGAWP/RHPRKPFRP 
AARAGTQPPGFVPSTPALLKVL 
YRSAHTQHSGRAAPEPSRLALG 
PTLQQKRHMGHRRNLTFSSTY 
NKKCGFGWAVEMRFSALLDVT 
TTPSRVAFWGSRGPPLGMERQL 
QLLSGYSPDGWLSTSM 


4729 


35097 


A 


4770 




590 


MDTRIGTTDTGTYGKVEGARR 
MRLKKLPI E YYAYYLDDEIICTS 
NPCEFPGYG1EREYPCETSGPLE 
LTVQEDQGEEPQREELTRKKTS 
KVCRGSPLAWATGVKPCLKKK 
RRRRKEERRKKKEEGEGEGEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EE/EEEEEEEEEEEEEEEEEEEEE 
EEEEEESDPCTSWNTSQP 
















4731 


35099 


A 


4772 




237 


MRSSVIGPRSH1PSQRKSG1QEE 
EEEEEQEEEEEEEEEE/EEEEEEE 
EEEEEEEEEKGLLDQEAARHLV 
LPAATQCKPKM 


4732 


35100 


A 


4773 


1 


794 


MASHSSPMGSQYYYGFPGPDS 
AMHALNTVVSEKDLTLDLSGL 
VARNKRCGPHSYSLNTHLLHA 
CLRLPTQRENTTLKTF1PQGWEI 
HTDQVEREAECQPGRLKICVHD 
TAQELPLASTARNALLGRNLCP 
FRQSSTTQMPDEIPISLDDRMRP 
PSLKKKK/VVGEEEEEEEYEKEK 
EEEEEE/DEGEEEEEEEEEEEEE 
EEEEEEEEEEGGGGGVGEEEEE 
EEGEGEGGGGEEDEEE*EEEEE 
EQKKKEKKKK.EQEEGGGEGG 


4733 


35101 


A 


4774 


115 


341 




4734 


35102 


A 


4775 


1 


651 




4735 


35103 


A 


4776 


189 


618 


SLCHK.EAEGGHGK.AHVEGKRA 
PSNLQPSAPAELSGNNSISF\HHE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEDLLYNF1 
YIIFSKMPTKVPSLWDSK.LGAE 
QAA PE ENN KKEQQEE YQG KSF 
SFLNLTECWP 


4736 


35104 


A 


4777 




414 
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SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possiblc nucleotide insertion) 


4737 


35105 


A 


4778 


189 


692 


SLCHKEAEGGHGK.AHVEGKRA 
PSNLQPSAPAELSGNNSISF\HHE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEDLLYNF 

TVTTFQfc'MPTk' A lV/IQIQQMFkf F AT 
1 1 lir orvlvlr 1 IS.AIvi;Moolvir r\r f\ I 

KIRMTVTPNPKCCWIPVFPAYL 
STSKAAKCMHHTA HHGQEKSD 
HCISPSPIPAP 


4738 


35106 


A 


4779 


2 


3815 




4739 


35107 


A 


4780 


957 


1493 


KNRNYNK.LSLRPQCNPTRTQD* 
ETHSKPLNYMETEQPSPE*LLG 
T*RNEGRHKAVL*NQ*EKPvHNI 
PESLGHI/AKQCVEGNL*H*MPT 
RESRKDLKLTP* /PSQLKELEKQ 
EQTH SKAGRRQE/TN *DQS Rl EG 
DRDTKNPSKNQ*IQELVF*KDQ 
QN**TASKTNK.EEKREESNRRN 
KKC 


4740 


35108 


A 


4781 


1 


4962 




4741 


35109 


A 


4782 


2421 


3011 


NQACQPGQAGAARAGQCFPRV 

AQRPGPGPAGMALAHPDLYLC 

HSAGDQCR*DEEADPPEGQAPT 

HFQVHPAGGLHLLDRLAAPQH 

QAGTQGQGQPGRHH*PAARSS 

PVEPPSTGSPSRPTTTMWPSCSR 

RQGGLGPGL*CVQQPHLLDAP 

GTLPVLGALVCRLQPWRCLPL 

GGGGGVGGSQRPPGGGGGNG 

GRNWG 


4742 


35110 


A 


4783 


1 


932 


MRTPKSSIKPSLGEEKENYRGS 
LKETAPSLQKEWAEQSSKSQET 
VGVKGITRHFQVSTLLERREDR 
KSKEPPLLIPRQTVSGVDLQQTP 
TDLQLSVLTVRRKTNKQKGHP 
HQKPICTSPSSNTKVKNLEKQL 
DEWLTR1TNAEKSSKDRMELKT 
KARELHDECTSLSSRCDQLEER 
VSVTEDEMNEMKRGEKFREKR 
IKRNEQSLQEIWDYVKRPNLCL 
IGVPESDGENGTKLENTLQD1IQ 
ENFPNLARQAN 1Q1QEI/RENAT 
K1LLEKSNSKTHNCQ1HQS*NEG 
KNVKGSQRERSGYPQREAHQT 


4743 


35111 


A 


4784 


477 


638 


LLCCGFELPLLARRSL1V*SLLLS 
THQSHSPSSFVPLLVRSCIPLEEE 
RRSDF 


4744 


35112 


B 


4785 


1 


1509 





547 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


4745 


35113 


A 


4786 




832 


ERHHPPPQAGPHPPRRRKERNT 

HRQPTPQPHGA/WKISVPQTTN 

KGISSS1TSTQRNQPQATTVEKA 

HNESTRTPEEPKGAVRGTR*K.K 

KKTSRDTPPQTP*EKSSSATRNK 

AGGKDSDK.RERKATEDQTTPS 

KRRKLHPMAKKLKTLKKN*MN 

G*LE*PMQRSP*RT*WS*KPRHE 

NYVMNAQASVTDAINW1CKGPP 

PRPTTNDAK.IVTRPTHPTCSHH 

RPPRKPPRTHPTPTPTQNKISQ* 

NG YTPPRGKR VR EDRCKPPQAP 

TSAPRAAKQRQS 


4746 


35114 


B 


4787 


1580 


4673 




4747 


35115 


A 


4788 




462 


MKLEHQEAQRRSGQGREKRR 

WPEGKAG PGCEG A WILCPESQ 

DDSKQEGDNNM1VVSRNAVRS 

VKAEFQGDNLENWESCSEAIIV 

QGRDNGVPHKAHGLGTEEEGT 

VLK1SERQNWLDLVDFILLGGD 

LFHENKPSRKTLHTCLELLRKY 

CMGDRPVQFE1LSDQSVNFGFR 

KLTNRKDIHTKNPSVRHHHQRP 

KVDET1 K.MGKTQSRKTRNSKN 

QSTSPPPKERSSSPA1EQSWMEN 

DFDELKEEGFRRSNYSELKEEV 

RTNGKEVKNLEKKLDKW1TR1T 

NAEKSLKDLMELKT1AQELRDE 

CTSLSNQCDQLEERVSVMEDQ 

MNEMKREEKFREKRJKRNEQS 

LQE1 WDY VKRPN LCLIG VPESD 

GENGTKLENTLQDIIQVNFPNL 

ARQANIQIQEIQRMPQRYSLRR 

ETPRH11VRFTKVEMKEKMLRT 

AREKGLECSGAGLAHCKLWLL 

GPSDPPDCSSVSPVLRVHLVLPS 

SLPHSVGTPFLGSVSIPPSVPRFP 

DRVFHPYPYTHYCDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

RIVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDG1C 

EIHVAKYAEIFGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWF1KRAHSPSRGL 

YSVHFNPYLIPFFIGLQNRFTQFR 

LSETKEITNPYAMRLYESLCQY 



wo 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


4748 


351 16 


A 


4789 


1314 


2221 


KN RN YN KLSL RPQCN PTRTQD* 
ETHSKPLNYMETEQPSPE*LLG 
T*RNEGRHKAVL*NQ*EKRHM 
PESLGHI/AKQCVEGNL*H*MPT 
RESRKDLKLTP*/PSQLKELEKQ 
EQTHSKAGRRQE/TN*DQSR1EG 
DRDTKNPSKNQ*IQELVF*KDQ 
QN**TASKT/IQRRKERRIK*TQ* 
KMLKED1TTDPTEIKTIIREYYK 
HLYAHNLENLEEMDKFLDTYT 
LPRLNQEEAESLNRP1TNSEIET 
VINSLKEKAQDQKDLQLNSTRA 
LFTI AKA WNQPKCPSMTDE I K/I 
NVEHIHHG1LCSHQKE 


4749 


35117 


A 


4790 


2 


2260 


TKDKNHMIISIDGGKAFDKIQQ 

PFMLKTLNKLGIDGTYLKRIRAI 

FDKPTANIILNGQKLEAFPLKTG 

TRQGCPLSPLLFN1VLEVLARVI 

RQEKE1KGIQFGKEEVKLSLFA 

DDMTVYLENPIFSAQNLLKLIS 

NFSNVSGYKINVQKSQAFLYTN 

NSQIMSELPFTIATKRITYLGIQL 

ARDVKDLFKENYKPLLNEIKED 

TNKWKNIPCSQIGRILWPYCPR 

QEDENFNSLLQNGDILNSSTEE 

KFKAHDKKDFNLPEYDLNVEE 

RLV L1EKS VDSTATA DDTHKLD 

HINMNLNKLITNDTFQPEIMERS 

KTQDIVLGTSFLSINSKEETEHL 

ENGNKYPNLESVNKVNGHSEE 

TSQSPNRTEPHDSDCSVDLGISK 

STEDLSPQKSGPVGSVVKSHSIT 

NMEIGGLKIYDILSDNGPQQPST 

TVK.ITSAVDGKNIVRSKSATLL 

YDQPLQVFTGSSSSSDLISGTKA 

1 F K F D SN HNPEEPN 1 1 RGPTSGPQ 

SAPQI\YGPPQYNIQYSSSAAVK 

DTLWHSKQNPQIDIIASFPPQLL 

PRSESTENQSYAKHSANMNFSN 

HNNVRANTAYHLHQRLGPARH 

GEMWA1SPNDRLIPAVTRSTIQR 

QSSVSSTASVNLGDPGSTRRAQ 

IPEGDYLSYREFHSAGRTPPMM 

PG SQRPLSARTYSIDG PNASRPQ 

SARPSINEIPERTMSVSDFNYSR 

TSPSKRPNARVGSEHSLLDPPG 


4750 


35118 


A 


4791 


1516 


1729 


1LAPHSLLACRVSAERSAVSPM 
GFPLWVTQPFSLAALN/DFFLHF 
NFG/R1*QLCVLELLFSRSIVVAF 
SEFP 



